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(2) INFORMATION FOR SEQ ID NO: 480: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 166 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

Ui) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...166 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 480 



Leu Leu Val 


Thr 


Phe Leu Asn 


Gly 


Phe 


Asp 


Pro 


Lys He 


Ala Asn Leu 


1 




5 






10 






15 


Arg Lys Ala 


Cys 
20 


Asn Val Tyr 


Ser 


Val 
25 


Gly 


Val 


He Tyr 


He Val Thr 
30 


Thr Asn Thr 


Leu 


Asn He Leu 
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35 






40 








45 
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50 




55 










60 




Phe Ser Arg 


Val 


Glu Gly He 


Asp 


Ala 


Gly 


Thr 


Leu Gly 
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85 






90 




95 


Lys Lys Glu 


Lys 


Arg Lys Glu 


Val 


Arg 


He 


Glu 


Lys Lys 


Glu Glu Arg 
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(2) INFORMATION FOR SEQ ID NO: 480: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 166 amino acids 

(B) TYPE: amino acid 
<D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .166 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 480 



Leu Leu 


Val 


Thr 


Phe 


Leu 


Asn 


Gly 


Phe Asp 


Pro Lys He Ala Asn Leu 


1 






5 








10 


15 


Arg Lys 


Ala 


Cys 


Asn 


Val 


Tyr 


Ser 


Val Gly 


Val He Tyr lie Val Thr 
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25 


30 


Thr Asn 


Thr 


Leu 


Asn 


He 


Leu 


Ser 


Cys Glu 


Ser Phe Glu He Leu Glu 
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45 


Lys Arg 
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Leu 


Asp Thr 


Ser 


Gly 


Val Thr 


Lys Thr Ser Thr Pro Phe 


50 










55 
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He 
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135 
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(2) INFORMATION FOR SEQ ID NO: 481: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .89 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 481 
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(2) INFORMATION FOR SEQ ID NO: 482: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 237 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1.-.237 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 482 



Val Lys Thr 
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<2) INFORMATION FOR SEQ ID NO: 483: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 471 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .471 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 483 

Met Arg Lys Phe Leu Asp Gly Ala Lys Ser Glu Val Leu Lys Tyr Asp 

15 10 15 

Val He Ser Phe Asp He Phe Asp Thr Leu Leu Leu Arg Pro Phe He 

20 25 30 

Lys Pro Thr Asp Leu Phe Leu Tyr He Glu Thr Lys Tyr Asn He Lvs 

35 40 45 

Gly Phe His Gin Ala Arg He Leu Ala Glu Met Gin Ser Arg Lys Leu 

50 55 60 

Ser Lys Arg Gin Asp He Thr Leu Asp Glu He Tyr His Gin He Pro 
65 70 75 80 

Lys Glu Phe His Ser Tyr Lys Gly Val Glu He Ala Thr Glu Lys Glu 

85 90 95 

Val Leu Val Pro Asn Leu Glu Met Leu Glu Leu Tyr Arg Phe Ala Lys 

100 105 no 

Glu Asn Asn Lys Arg Val He He Val Ser Asp Met Tyr Leu Pro Leu 

H5 120 12 5 

Glu Val Leu Glu Asp He Leu He Ser Lys Gly Phe Asp Gly Tyr Thr 

130 135 140 

Asn Phe Tyr Leu Ser Asn His He Met Leu Thr Lys His Ser Lys Asp 
145 t 150 155 i 6 o 

Leu Phe Lys His Val Leu Lys Gin Glu Asn He Thr Asn Thr Gin He 

165 no 175 

Leu His He Gly Asp Asn Ser Trp Ala Asp Asp Ala Met Pro Lys Ser 

180 185 190 

Leu Gly He Ala Thr Leu Phe Arg Lys Ser Val Leu Lys Gin Leu Glu 

195 200 205 

Glu Val Phe Pro Lys Tyr Lys Thr Phe Asn Pro Thr Ser Val Ala Gin 

210 215 220 

Ser Phe He Leu Gly Ser Leu Cys Val Phe Tyr Lys Asn Tyr He Gin 
225 230 235 240 

Lys His Glu Lys Phe Asp Tyr Trp Phe Leu Leu Gly Ala Met Gin Ala 

245 250 255 

Gly He Ala Ala Val Ala Tyr Cys Gin Phe He Tyr Lys Glu He His 

260 265 270 

Lys Arg Asn lie Asp Thr Leu Val Phe Val Ala Arg Asp Gly Tyr Leu 

275 280 285 

Leu Gin Lys lie Phe Asn lie Leu Tyr Pro Asn Ser Tyr Lys Thr Thr 

290 295 300 

Tyr Val Tyr Ala Pro Arg He Leu Lys Lys Ala Val Phe Leu Glu Val 
305 310 315 320 

Val Glu Gly Glu Ser Leu Glu He Leu Arg lie Leu Glu Gly Glu Glu 

325 330 335 

Glu Val Lys Lys Lys Gin lie Thr Thr Asn Gin Gin Ala Tyr Val Tyr 
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(2) INFORMATION FOR SEQ ID NO:484: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...123 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4 84 



Val Leu 


Lys 


Phe 


Phe 


Glu 


Asp 


Ser 


Lys 


Gin 


Leu 


Ser Thr Pro Met Gly 


1 






5 










10 




15 


Lys Ser 


Ala 


Val 


Gly 


lie 


Leu 


He 


Phe 


Gin 


Asp 


He Ala Ala He Pro 






20 








25 




30 


Met Leu 


Leu 


He 


Leu 


Thr 


He 


Leu 


Gly 


Ser 


Lys 


Asp Ser His Val Asn 




35 










40 








45 


Leu Leu 


He 


Leu 


Lys 


Thr 


Leu 


He 


Ser 


Ala 


Gly 


He He Leu He Leu 


50 










55 










60 


Leu Leu 


Leu 


Pro 


Gly 


Lys 


Lys 


Gly 


Ala 


Asn 


Leu 


He Leu Glu Gin Ala 


65 








70 










75 


80 


Lys Asp 


Thr 


Arg 


Leu 


Pro 


Glu 


He 


Phe 


He 


Gly 


Thr Asp Phe Ser Asp 








85 










90 




95 


Cys Leu 


Gin 


Arg 


Gly 


Gly 


Val 


Glu 


Pro 


Phe 


Phe 


Trp Val Phe Tyr Val 






100 










105 






110 


Phe Gly 


Gly 


Val 


His 


Cys 


Gly 


His 


Gly 


Asp 


Phe 





115 120 



(2) INFORMATION FOR SEQ ID NO: 485 : 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 127 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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<iii> HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 
<B) LOCATION 1. . .127 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48 5 



Met Glu Asn 


Ser 


Thr 


Leu 


Tyr 


He 


Val 


He Ala Gly Leu Trp Leu Ala 


1 




5 










10 15 


Val Gly Phe 


Gly 


lie 


Phe 


Leu 


Lys 


Lys 


Leu Asp Met Pro Val He He 




20 










25 


30 


Gly Tyr lie 


Cys 


Thr 


Gly 


Thr 


Val 


Leu 


Ala Ala Phe Phe Lys He Asn 


35 










40 




45 


Asp Phe Asn 


Leu 


Leu 


Ser 


Asp 


He 


Gly 


Glu Phe Gly He Val Phe Leu 


50 








55 






60 


Met Phe Met 


lie 


Gly 


He 


Glu 


Phe 


Asn 


Phe Asp Lys Leu Lys Ser He 


65 






70 








75 80 


Lys Gin Glu 


Val 


Leu 


Val 


Phe 


Gly 


Leu 


Leu Gin Val Val Leu Cys Ala 






85 










90 95 


Leu lie Ala 


Phe 


Leu 


Leu 


Gly 


Tyr 


Phe 


Val Leu Gly Leu Ser Pro He 




100 










105 


110 


Phe Ser Leu 


Val 


Leu 


Gly 


Met 


Gly 


Leu 


Ser Leu Ser Ser Thr Ala 


115 










120 




125 



(2) INFORMATION FOR SEQ ID NO:485: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

Cii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .127 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:485 



Met Glu 


Asn 


Ser 


Thr 


Leu 


Tyr 


He 


Val 


He 


Ala 


Gly Leu Trp Leu Ala 


1 






5 










10 




15 


Val Gly 


Phe 


Gly 


He 


Phe 


Leu 


Lys 


Lys 


Leu 


Asp 


Met Pro Val He He 






20 










25 






30 


Gly Tyr 


He 


Cys 


Thr 


Gly 


Thr 


Val 


Leu 


Ala 


Ala 


Phe Phe Lys He Asn 




35 










40 








45 


Asp Phe 


Asn 


Leu 


Leu 


Ser 


Asp 


He 


Gly 


Glu 


Phe 


Gly He Val Phe Leu 


50 










55 










60 


Met Phe 


Met 


He 


Gly 


He 


Glu 


Phe 


Asn 


Phe 


Asp 


Lys Leu Lys Ser He 


65 








70 










75 


80 


Lys Gin 


Glu 


Val 


Leu 


Val 


Phe 


Gly 


Leu 


Leu 


Gin 


Val Val Leu Cys Ala 








85 










90 




95 


Leu lie 


Ala 


Phe 


Leu 


Leu 


Gly 


Tyr 


Phe 


Val 


Leu 


Gly Leu Ser Pro He 






100 










105 






110 


Phe Ser 


Leu 


Val 


Leu 


Gly 


Met 


Gly 


Leu 


Ser 


Leu 


Ser Ser Thr Ala 
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115 



120 



125 



(2) INFORMATION FOR SEQ ID NO: 4 86: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 259 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .259 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 486 

Met He Leu Ala Leu Leu He Ser Lys Glu Lys Thr His Leu Glu Ala 

15 10 15 

Leu Tyr Tyr Leu Ser Tyr Gly Val Leu Leu Gly Gly Val Ala Gin He 

20 25 30 

Leu Leu His Phe Tyr Pro Leu Val Lys Leu Gly Leu Trp Asp Leu Leu 

35 40 45 

Phe Lys Gly Leu Leu Gly Phe Lys Thr Lys Asn Thr Asn Lys Lys Glu 

50 55 60 

Tyr Arg Leu Asn Arg Ala Lys Lys Asp Leu Lys Ala Phe Phe Lys Gin 
65 70 75 80 

Phe Phe Pro Ser Val Leu Gly Asn Ser Ser Ala Gin He Ala Ser Phe 

85 90 95 

Leu Asp Thr Thr He Ala Ser Phe Leu Ala Ser Gly Ser Val Ser Tyr 

100 105 no 

Leu Tyr Tyr Ala Asn Arg Val Phe Gin Leu Pro Leu Ala Leu Phe Ala 

115 120 125 

He Ala He Ser Thr Ala Leu Phe Pro Ser He Ala He Ala Leu Lys 

130 135 140 

Asn Asn Gin Gin Asp Leu He Leu Gin Arg Leu Gin Lys Ala Trp Phe 
145 150 155 160 

Phe Leu Val Gly Val Leu Leu Leu Cys Ser He Gly Gly He Met Leu 

165 170 175 

Ser Lys Glu He Thr Glu Leu Leu Phe Glu Arg Gly Gin Phe Ser Pro 

180 185 190 

Lys Asp Thr Leu He Thr Ser Gin Val Phe Ser Leu Tyr Leu Leu Gly 

195 200 205 

Leu Leu Pro Phe Gly Leu Thr Lys Leu Phe Ser Leu Trp Leu Tyr Ala 

210 215 220 

Lys Leu Glu Gin Lys Lys Ala Ala Lys He Ser Leu He Ser Leu Phe 
•225 230 235 240 

Leu Gly Leu Ala Ala Ser Leu Ser Leu Met Pro Leu Leu Gly Val Leu 
245 250 255 

Gly Leu Arg 



(2) INFORMATION FOR SEQ ID NO: 487: 

<i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 
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(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...16 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 487 

Leu Leu Leu Met Leu Asn Lys Pro Lys Pro Leu Phe Leu Unk Leu Gly 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 487: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 16 amino acids 
(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...16 ■ 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 487 

Leu Leu Leu Met Leu Asn Lys Pro Lys Pro Leu Phe Leu Unk Leu Gly 
1 5 10 15 



(2) INFORMATION FOR SEQ ID NO: 488: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE : 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_f eature 

(B) LOCATION 1. . .77 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 488 

val Leu Lys Oyr Pro Thr Met Phe Met Cys Ala Asp Ala Val lie lie 

1 5 10 is 

Ser Lys Ala Asp Met lie Glu Val Phe Asn Phe Arg Val Ser Gin Val 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



407 

20 25 30 

Lys Glu Asp Met Gin Lys Leu Lys Pro Glu Ala Pro lie Phe Leu Met 

35 40 45 

Ser Ser Lys Asp Pro Lys Ser Leu Glu Asp Phe Lys Asn Phe Leu Leu 

50 ^ 55 60 

Glu Lys Lys Arg Glu Asn Tyr Gin Ser Thr His Ser Phe 
65 70 75 



<2) INFORMATION FOR SEQ ID NO: 489: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 
<B) LOCATION 1. . .180 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 489 



Met 


Leu Leu 


cys 


Ala 


Gly 


Arg 


Asn 


Glu 


Thr 


Leu 


Lys 


Lys Ala Val Pro 


1 






5 










10 






15 


lie 


Gly Val 


Gly 


Leu 


He 


Glu 


Ser 


Ala 


He 


Asn 


Leu 


Thr Arg Met Cys 






20 










25 








30 


Leu 


Lys Asn 


Pro 


Asp 


Thr 


Glu 


Ser 


Leu 


He 


Phe 


He 


Gly Ser Ala Gly 




35 










40 










45 


Ser 


Tyr Ser 


Pro 


Glu 


Thr 


Glu 


He 


Leu 


Ser 


Val 


Phe 


Glu Ser He Glu 




50 








55 










60 




Gly 


Tyr Gin 


lie 


Glu 


Glu 


Ser 


Phe 


Ser 


His 


Leu 


Asn 


Ser Tyr Thr Pro 


65 








70 










75 




80 


Leu 


Asp Asn 


Phe 


He 


His 


He 


Glu 


Thr 


Lys 


Glu 


Gin 


Ala Leu Phe Glu 








85 










90 






95 


Arg 


Val Arg 


Val 


Asn 


Ser 


Ser 


Asn 


Tyr 


He 


His 


Thr 


Ser Glu Met Phe 




100 










105 








110 


Ala 


Lys Lys 


Met 


Val 


Gin 


Lys 


Gly 


Val 


Leu 


Leu 


Glu 


Asn Met Glu Phe 




115 










120 










125 


Phe 


Ser Val 


Leu 


Ser 


Val 


Ala 


Lys 


He 


Phe 


Ser 


Leu 


Lys Ala Lys Gly 




130 








135 










140 




lie 


Phe Cys 


Val 


Ser 


Asn 


His 


Val 


Gly 


Leu 


Asn 


Ala 


His Lys Glu Phe 


145 








150 










155 




160 


Lys 


Glu Asn 


His 


Ala 


Lys 


Val 


Lys 


Gin 


He 


Leu 


Glu 


Asn He He Asp 








165 










170 






175 



Ser Leu He Val 
180 



(2) INFORMATION FOR SEQ ID NO:490: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE; 

(A) NAME /KEY: misc_f eature 

(B) LOCATION 1. . .213 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 490 

Val Tyr Glu Glu Arg lie Thr Leu Ala Ser Gin Gly He Pro Lys Thr 

1 5 10 is 

Ser Lys Val Gly Phe Glu He Phe Asp Thr Lys Asp Phe Gly Ala Thr 

20 25 30 

Asp Phe Asp Gin Asn He Lys Leu He Arg Ala He Glu Gly Glu Leu 

35 40 45 

Ser Arg Thr He Glu Ser Leu Asn Pro He Leu Lys Ala Asn Val His 

50 55 60 

He Ala He Pro Lys Asp Ser Val Phe Val Ala Lys Glu Val Pro Pro 
65 70 75 80 

Ser Ala Ser Val Met Leu Lys Leu Lys Pro Asp Met Lys Leu Ser Pro 

85 90 ~ 95 

Thr Gin He Leu Gly He Lys Asn Leu He Ala Ala Ala Val Pro Lys 

100 105 no 

Leu Thr He Glu Asn Val Lys He Val Asn Glu Asn Gly Glu Ser He 

115 120 125 

Gly Glu Gly Asp He Leu Glu Asn Ser Lys Glu Leu Ala Leu Glu Gin 

130 135 140 

Leu Arg Tyx Lys Gin Asn Phe Glu Asn He Leu Glu Asn Lys He Val 
145 150 155 160 

Asn He Leu Ala Pro He Val Gly Unk Lys Asn Unk Val Val Unk Unk 

165 170 175 

Val Asn Unk Glu Phe Unk Phe Unk Gin Lys Lys . Ser Thr Lys Glu Thr 

180 185 190 

Phe Asp Pro Asn Asn Val Gly Lys Glu Arg Ala Lys Phe Arg Arg Lys 

195 200 205 

Lys Arg Arg Arg Ser 
210 



(2) INFORMATION FOR SEQ ID NO:491: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 148 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...148 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 491 

Val He Lys Lys Gly Tyr He Arg Gly Asp Leu Met Arg He Val Arg 

1 5 io 15 

Asn Leu Phe Leu Val Ser Phe Val Ala Tyr Ser Ser Ala Phe Ala Ala 

20 25 3 0 

Asp Leu Glu Thr Gly Thr Lys Asn Asp Lys Lys Ser Gly Lys Lys Phe 
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35 


40 


Tyr 


Lys 


Leu His Lys Asn 


His Gly 




50 




55 


Lys 


Lys 


Leu Tyr Asp Phe 


Thr Lys 


65 




70 




Leu 


Glu 


Lys Ser Pro Asn 


Leu Lys 






85 




Phe 


Tyr 


Lys Gin Leu Ala 


Lys Asn 






100 




Pro 


lie 


Val Asn Phe Asn 


Lys Ala 






115 


120 


Arg 


Thr 


Lys Ser Lys Lys 


Thr Gin 




130 




135 


His 


He 


Arg Phe 




145 









409 

45 

Ser Glu Thr Glu Thr Lys Asn Asp 
60 

Asn Ser Gly Leu Glu Gly Val Asp 

75 80 
Ser His Lys Lys Ser Asp Lys Lys 

90 95 
Asn He Ala Glu Gly Val Ser Met 
105 HO 
Leu Ser Phe Gly Pro Tyr Phe Glu 
125 

Tyr Met Asp Gly Gly Leu Met Met 
140 



<2) INFORMATION FOR SEQ ID NO: 492: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 281 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .281 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:492 



Val Met 


He 


Asp 


Pro 


Lys 


Met 


Val 


Glu 


Phe 


Ser 


He Tyr Ala Asp lie 


1 






5 










10 




15 


Pro His 


Leu 


Leu 


Thr 


Pro 


He 


He 


Thr 


Asp 


Pro 


Lys Lys Ala He Gly 






20 










25 






30 


Ala Leu 


Gin 


Ser 


Val 


Ala 


Lys 


Glu 


Met 


Glu 


Arg 


Arg Tyr Ser Leu Met 




35 










40 








45 


Ser Glu 


Tyr 


Lys 


Val 


Lys 


Thr 


He 


Asp 


Ser 


Tyr 


Asn Glu Gin Ala Gin 


50 










55 










60 


Ser Asn 


Asp 


Val 


Glu 


Ala 


Phe 


Pro 


Tyr 


Leu 


He 


Val Val He Asp Glu 


65 








70 










75 


80 


Leu Ala 


Asp 


Leu 


Met 


Met 


Thr 


Gly 


Gly 


Lys 


Glu 


Ala Glu Phe Pro He 








85 










90 




95 


Ala Arg 


He 


Ala 


Gin 


Met 


Gly 


Arg 


Ala 


Ser 


Gly 


Leu His Leu He Val 






100 










105 






110 


Ala Thr 


Gin 


Arg 


Pro 


Ser 


Val 


Asp 


Val 


Val 


Thr 


Gly Leu He Lys Thr 




115 










120 








125 


Asn Leu 


Pro 


Ser 


Arg 


Val 


Ser 


Phe 


Arg 


Val 


Gly 


Thr Lys He Asp Ser 


130 










135 










140 


Lys Val 


He 


Leu 


Asp 


Thr 


Asp 


Gly 


Ala 


Gin 


Ser 


Leu Leu Gly Arg Gly 


145 








150 










155 


160 


Asp Met 


Leu 


Phe 


Thr 


Pro 


Pro 


Gly 


Thr 


Asn 


Gly 


Leu Val Arg Leu His 








165 










170 




175 


Ala Pro 


Phe 


Ala 


Thr 


Glu 


Asp 


Glu 


He 


Lys 


Lys 


He Val Asp Phe He 






180 










185 






190 


Lys Ala 


Gin 


Lys 


Glu 


Val 


Glu 


Tyr 


Asp 


Lys 


Asp 


Phe Leu Leu Glu Glu 




195 










200 








205 


Ser Arg 


Met 


Pro 


Leu 


Asp 


Thr 


Pro 


Asn 


Tyr 


Gin 


Gly Asp Asp He Leu 



210 215 220 
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Glu 


Arg Ala Lys 


Ala 


Val 


He Leu 


225 






230 




Phe 


Leu Gin Arg 


Gin 


Leu 


Lys He 






245 






Thr 


Asp Glu Leu 


Glu Ala 


Gin Gly 




260 






Gly 


Asn Arg Glu 


He 


Leu 


Gin Asn 




275 






280 



410 

Glu Lys Lys He Thr Ser Thr Ser 
235 240 
Gly Tyr Asn Gin Ala Ala Thr He 

250 255 
Phe Leu Ser Pro Arg Asn Ala Lys 
265 270 
Phe 



(2) INFORMATION FOR SEQ ID NO: 493: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 144 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .144 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:493 



'Met Asn 


Phe 


Phe 


Lys 


He 


Leu 


Leu 


Met Glu Leu Arg Ala He Val 


Ser 


1 






5 








10 is 




His Lys 


Gly 


Val 


Leu 


Leu 


He 


Leu 


He Gly Ala Pro Leu He Tyr 


Gly 






20 










25 30 


Leu Leu 


Tyr 


Pro 


Leu 


Pro 


Tyr 


Leu 


Lys Asp He Val Thr Gin Gin 


Lys 




35 










40 


45 


He Ala 


Leu 


Val 


Asp 


Glu 


Asp 


Asn 


Ser Phe Leu Ser Arg Gin Leu 


Ala 


50 










55 




60 


Phe Met 


Val 


Gin 


Ser 


Ser 


Asn 


Glu 


Leu Glu He Ala Phe Phe Ser 


Pro 


65 








70 






75 


80 


Ser Met 


Leu 


Glu 


Ala 


Lys 


Lys 


Leu 


Leu Lys Glu Glu Lys He Tyr 


Gly 








85 








90 95 


He Leu 


His 


He 
100 


Pro 


Ser 


His 


Phe 


Glu Ala Asn He Tyr Lys Gin 
105 no 


Ser 


Ala Cys 


Asn 
115 


Asp 


Arg 


Phe 


Leu 


Cys 
120 


Glu Arg Gin Leu Leu Phe Asp 
125 


Leu 


Trp Cys 


Val 


Ser 


Glu 


Cys 


Gly 


Gly 


Gly Glu His Gin Arg Leu Lys 


Arg 


130 










135 




140 



(2) INFORMATION FOR SEQ ID NO: 494: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 
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(A) NAME /KEY: misc_f eature 

(B) LOCATION 1...73 



<xi> SEQUENCE DESCRIPTION: SEQ ID NO: 494 



Val Gly Gly Leu 


Ala 


Met 


Leu Gly Phe 


Phe Tyr Asn 


He Glu Lys He 


1 


5 






10 


15 


Ser Leu Ala Thr 


Ala 


Thr 


Ala Phe Ser 


Gin Cys Ala 


Pro Unk Tyr Thr 


20 






25 




30 


Val Leu Leu Ser 


Pro 


Leu 


Leu Leu Lys 


Glu Lys Leu 


Lys Arg Ser Ala 


35 






40 




45 


Leu lie Ser Ala 


Cys 


He 


Gly Leu Val 


Gly Val Val 


Leu He Ser Asp 


50 




55 


60 




Pro Ser Val Glu 


Asn 


Val 


Gly Pro Ser 






65 




70 








(2) INFORMATION 


FOR 


SEQ 


ID NO:495: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 311 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...311 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 495 



Val Cys 


Trp 


Thr 


Asp 


Leu 


He 


Gin 


Gly 


Leu 


Leu 


Met 


Met Ser Ala Leu 


1 






5 










10 






15 


He Val 


Val 


Pro 


He 


Val 


Met 


He 


He 


His 


Leu 


Gly 


Gly lie Gly Glu 






20 










25 








30 


Gly He 


Lys 


He 


He 


Arg 


Glu 


He 


Lys 


Pro 


Glu 


Asn 


Leu Ser Phe Unk 




35 










40 










45 


Gin Gly 


Ser 


Ser 


Val 


Val 


Ala 


He 


He 


Ser 


Ser 


Leu 


Ala Trp Gly Leu 


50 










55 










60 


Gly Tyr 


Phe 


Gly 


Gin 


Pro 


His 


He 


Leu 


Val 


Arg 


Phe 


Met Ser lie Arg 


65 








70 










75 




80 


Ser lie 


Arg 


Asp 


Val 


Pro 


Lys 


Ala 


Thr 


Thr 


lie 


Gly 


He Ser Trp Met 








85 










90 






95 


Val He 


Ser 


Leu 


He 


Gly 


Ala 


Cys 


Val 


Met 


Gly 


Leu 


Leu Gly Val Ala 






100 










105 








110 


Tyr Val 


His 


Lys 


Unk 


Asp 


Leu 


Ser 


Leu 


Glu 


Asp 


Pro 


Glu Lys lie Phe 




115 










120 










125 


He Val 


Met 


Ser 


Gin 


Leu 


Leu 


Phe 


Asn 


Pro 


Trp 


He 


Thr Gly lie Leu 


130 










135 










140 




Leu Ser 


Ala 


He 


Leu 


Ala 


Ala 


Val 


Met 


Ser 


Thr 


Ala 


Ser Ser Gin Leu 


145 








150 










155 




160 


Leu Val 


Ser 


Ser 


Ser 


Thr 


He 


Ala 


Glu 


Asp 


Phe 


Tyr 


Ala Thr lie Phe 








165 










170 






175 


Asn Lys 


Asn 


Ala 


Pro 


Gin 


Lys 


Leu 


Val 


Met 


Thr 


lie 


Ser Arg Leu Ser 






180 










185 








190 


Val Leu 


Gly 


Val 


Ala 


Cys 


He 


Ala 


Phe 


Phe 


lie 


Ser 


Thr Asp Lys Asn 




195 










200 










205 


Ala Ser 


He 


Leu 


Ser 


He 


Val 


Ser 


Tyr 


Ala 


Trp 


Ala 


Gly Phe Gly Ala 



210 215 220 
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Ser 


Phe Gly Ser 


Val 


He 


Leu Phe 


225 






230 




Arg 


He Gly Ala 


He 


Ala 


Gly Met 






245 






Leu 


Tyr Asp Lys 


Phe 


Gly 


Lys Ser 




260 








Pro 


Gly Phe He 


Val 


Ala 


Ser Val 




275 






280 


Ser 


Ser Val Arg 


Ser 


Gly 


Thr Lys 




290 






295 


Glu 


He Glu Ser 


Leu 


Lys 


His 


305 






310 





4X2 

Ser Leu Phe Trp Ser Arg Met Thr 
235 240 
Leu Ser Gly Ala Ser Thr Val He 

250 255 
Phe Leu Asp He Tyr Glu He Val 
265 270 
Ala He Val Ala Phe Ser Leu Phe 
285 

Glu Ala Phe Glu Thr Met Leu Lys 
300 



(2) INFORMATION FOR SEQ ID NO: 49 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...115 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49 6 



Val Gly 


Leu 


Phe 


He 


Val 


Leu 


Phe 


Leu 


He He Met Lys His Gin Thr 


1 






5 










10 15 


Ser Pro 


Tyr 


Ala 


Phe 


Thr 


His 


Asn 


Gin 


Ala Leu Val Thr Gin Thr Pro 






20 










25 


30 


Pro Tyr 


Phe 


Thr 


Gin 


Leu 


Thr 


He 


Pro 


Lys Pro Asn Asp Ala Leu Ser 




35 










40 




45 


Ala His 


Ala 


Ser 


Ser 


Leu 


He 


Ser 


Leu 


Pro Asn Asp Asn Leu Leu Ser 


50 










55 






60 


Ala Tyr 


Phe 


Ser 


Gly 


Thr 


Lys 


Glu 


Gly 


Ala Arg Asp Val Lys He Ser 


65 








70 








75 80 


Ala Asn 


Leu 


Phe 


Asp 


Ser 


Lys 


Thr 


Asn 


Arg Trp Ser Glu Ala Phe He 








85 










90 95 


Leu Leu 


Thr 


Lys 


Glu 


Glu 


Leu 


Ser 


His 


His Ser His Glu Tyr He Lys 






100 










105 


110 



Lys He Arg 



115 



(2) INFORMATION FOR SEQ ID NO: 4 97: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 200 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 
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(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .200 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 497 

Met Leu Val Gly Pro Thr Gly Val Gly Lys Thr Thr Thr Leu Ala Lys 

1 5 10 15 

Leu Ala Ala Arg Tyr Ser Arg Met Leu Ala Lys Lys Tyr Lys Val Gly 

20 25 30 

lie lie Thr Leu Asp Asn Tyr Arg lie Gly Ala Leu Glu Gin Leu Ser 

35 40 45 

Trp Tyr Ala Asn Lys Met Lys Met Ser He Glu Ala Val He Asp Ala 

50 55 60 

Lys Asp Phe Ala Lys Glu He Glu Ala Leu Glu Tyr Cys Asp Phe He 
65 70 75 80 

Leu Val Asp Thr Thr Gly His Ser Gin Tyr Asp Lys Glu Lys He Ala 

85 90 95 

Gly Leu Lys Glu Phe He Asp Gly Gly Tyr Asn He Asp Val Ser Leu 

100 105 no 

Val Leu Ser Val Thr Thr Lys Tyr Glu Asp Met Lys Asp He Tyr Asp 

115 120 125 

Ser Phe Gly Val Leu Gly He Asp Thr Leu He Phe Thr Lys Leu Asp 

130 135 140 

Glu Ser Arg Gly Leu Gly Asn Leu Phe Ser Leu Val His Glu Ser Gin 
145 150 155 160 

Lys Pro He Ser Tyr Leu Ser Val Gly Gin Glu Val Pro Met Asp Leu 

165 170 175 

Lys Val Ala Thr Asn Glu Tyr Leu Val Asp Cys Met Leu Asp Gly Phe 

180 185 190 

Ser Asn Pro Asn Lys Glu Gin Ala 
195 200 



(2) INFORMATION FOR SEQ ID NO: 498 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 264 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .264 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:498 

Val Gly Gly Ala Ser Phe He Ser Gly Gly Asn Gly Thr Leu Tyr Glv 

1 5 10 15 

Leu Asn Val Gly Tyr Asp Arg Leu Val Lys Ser Val He Leu Gly Glv 

20 25 30 

Tyr Val Ala Tyr Gly Tyr Ser Gly Phe Asn Gly Asn He Met His Ser 

35 40 45 

Leu Ala Asn Asn Val Asp Val Gly Met Tyr Ala Arg Ala Phe Leu Lys 

50 55 60 

Arg Asn Glu Phe Thr Leu Ser Ala Asn Glu Thr Tyr Gly Gly Asn Ala 
65 70 75 "* 80 
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Ser His 

Tyr Asn 

Asp Phe 

Leu Ser 
130 
Asn Pro 
145 

Ser Val 

Lys Asn 

lie Lys 

Leu Leu 
210 
Thr Gly 
225 

Val Gly 
Asn Val 



lie Asn Ser 
85 

Tyr Asn Thr 
100 

Met Phe Lys 
115 

Tyr His Phe 

Ala Tyr Gin 

Leu Thr Leu 
165 

Ser Tyr Tyr 
180 

Ala Lys Gly 
195 

Tyr Arg Lys 

Gly Glu Met 

Leu Lys Met 
245 

Gly Met Arg 
260 



Ser Asn 

Trp Thr 

Gin Lys 

lie Gly 
135 
Gin Phe 
150 

Asn Met 

Phe Val 

Asp Asn 

Gly Glu 
215 
His Leu 
23 0 

Gly Leu 



Ser Leu 

Thr Ser 
105 
Ser Val 
120 

Leu Ser 
Val Met 
Gly Leu 



Leu Ser Val 
90 

Val Asn Gly 

Val Leu Lys 

Gly Met Lys 
140 

His Ser Asn 

155 
Glu Ser Arg 
170 

Arg Leu Gly 



Thr Ala 
185 

Val Val Arg Phe Val 
200 

lie Phe 



Trp Arg 
Gin Tyr 
Val Ala Phe 



Asn Thr Phe 
220 

Leu Met Tyr 

235 
Gin Asp Leu 
250 



Leu Asn 

Asn Tyr 
110 
Pro Gin 
125 

Gly Lys 

Pro Ser 

Lys Tyr 

Arg Asp 
190 
Gly Glu 
205 

Ala Ser 
Val Asn 
Asn lie 



Gin Arg 

Gly Tyr 

Val Gly 

Met Gin 

Asn Glu 
160 
Phe Gly 
175 

Leu Leu 

Asn Thr 

Val lie 

Ala Gly 
240 
Thr Gly 
255 



(2) INFORMATION FOR SEQ ID NO: 499: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 339 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 



<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_feature 

(B) LOCATION 1...339 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49 9 

Met Asp Gly Tyr Gly Phe Lys Met Gin Asp Leu Gly Gin Lys Thr Gin 

1 5 10 15 

Val He Gin His He Phe Ala Gly Asp Asp Val Ser Ala Leu Glu Val 

20 25 30 

Lys Glu Asn Glu Cys Val Lys He Met Thr Gly Ala Met Val Pro Lvs 

35 40 45 

Gly He Glu Thr He Val Pro He Glu Cys Met Leu Glu Ser His Lys 

50 55 60 

Asp Phe Ala Leu Ala Pro Lys Asp Phe Lys He His Ala Asn He Arg 
65 70 75 80 

Gin Lys Gly Glu Asn Ala Ser Leu Asn Ser Val Leu Val Pro Lys Asn 

85 90 95 

Thr Arg Leu Asn Tyr Gly His He Ala Leu He Ala Ser Gin Gly Phe 

100 105 no 

Lys Glu He Lys Ala Phe Arg Lys Leu Lys He Ala Leu Phe Ser Ser 

115 120 125 

Gly Asp Glu Leu Val Pro Leu Gly Gin Asn Ala Leu Glu Cys Gin Val 

130 135 140 

Tyr Asp Val Asn Ser Val Gly Val Phe Asn Met Leu Lys Asn Tyr Asn 
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145 150 155 160 

Thr His Phe Leu Gly Val Leu Lys Asp Asp Lys Asn Leu Gin Leu Lys 

165 170 175 

He Leu Glu Leu Gin Gly Tyr Asp Val He Leu Ser Ser Ala Gly Val 

180 185 190 

Ser Val Gly Asp Lys Asp Phe Phe Lys Asp Ala Leu Lys Glu Arg Asn 

195 200 205 

Ala Leu Phe Tyr Tyr Glu Lys Val Asn Leu Lys Pro Gly Lys Pro Val 

210 215 220 

Thr Leu Ala Gin Leu Asn Gin Ser He He He Gly Leu Pro Gly Asn 
225 230 235 240 

Pro Leu Ser Cys Leu Leu Val Leu Arg Val Leu He Leu Pro Leu Leu 

245 250 255 

Glu Arg Leu Ser Leu Asn Lys Asp Phe Lys Leu Lys Pro Phe Lys Ala 

260 265 270 

Gin He Asn Ala Pro Leu Lys Leu Asn Asn Lys Arg Thr His Leu He 

275 280 285 

Leu Gly Asn Tyr Ser Asn His Gin Phe He Pro Tyr Asn Asn Arg Tyr 

290 295 300 

Glu Ser Gly Ala He Gin Ala Leu Ala Gin Val Asp Ser He Thr Leu 
305 310 315 320 

He Asp Glu Gly Val Gly Leu Val Gin Gly Glu lie Glu He Leu Arg 
325 330 335 

Phe Glu Asn 



(2) INFORMATION FOR SEQ ID NO : 500: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_feature 

(B) LOCATION 1. ..146 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 500 



Met 


Pro 


Tyr* Ala 


Leu 


Arg 


Lys 


Arg 


Phe 


Phe 


Lys 


Arg Leu Leu Leu Phe 


1 






5 










10 




15 


Phe 


Leu 


He Val 
20 


Cys 


Met 


He 


Asn 


Leu 
25 


His 


Ala 


Lys Ser Tyr Leu Phe 
30 


Ser 


Pro 


Leu Pro 
35 


Pro 


Ala 


His 


Gin 
40 


Gin 


He 


He 


Lys Thr Glu Pro Cys 
45 


Ser 


Leu 
50 


Glu Cys 


Leu 


Lys 


Asp 
55 


Leu 


Met 


Leu 


Gin 


Asn Gin He Phe Ser 
60 


Phe 


Val 


Ser Gin 


Tyr 


Asp 


Asp 


Asn 


Asn 


Gin 


Asp 


Glu Ser Leu Lys Thr 


65 








70 










75 


80 


Tyr Tyr 


Lys Asp 


He 


Leu 


Asn 


Lys 


Leu 


Asn 


Pro 


Val Phe He Ala Ser 


Gin 






85 










90 




95 


Thr 


Pro Ala 
100 


Lys 


Glu 


Ser 


Tyr 


Glu 
105 


Pro 


Lys 


He Glu Leu Ala He 
110 


Leu 


Leu 


Pro Lys 


Lys 


Val 


Val 


Gly 
120 


Arg 


Tyr 


Ala 


He Leu Val Met Asn 
125 


Thr 


Leu 
130 


Leu Ala 


Tyr 


Phe 


Glu 
135 


His 


Gin 


Lys 


Gin 


Arg Phe Gin Tyr Pro 
140 
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Ser Leu 
145 



(2) INFORMATION FOR SEQ ID NO: 501: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE:' 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...60 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 501 

Met Pro lie Asn Pro Leu Tyr Leu Phe Pro Asn Leu Phe Thr Ala Ser 

15 10 15 

Ser He Phe Leu Gly Met Met Ser He Phe Tyr Ala Ser Ser Tyr Gin 

20 25 30 

Phe Val Met Ala Cys Trp Leu Val Val Ala Ser Leu He Leu Asp Gly 

35 40 45 

Leu Asp Gly Arg Val Ala Arg Leu Thr Lys His His 
50 55 SO 



(2) INFORMATION FOR SEQ ID NO: 502: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 350 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...350 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 502 

Met Ala Leu Arg Val Leu Leu Phe Phe Cys Phe Leu Phe Leu Gin Ala 

15 10 15 

Glu Asp Lys Ser Gin Glu Leu Ser Ser He Gin Lys Gin Met Ala Leu 

20 25 30 

Val Asp Lys Lys Leu Ala Lys Asp Asp Asn Val Trp Leu Lys Lys Phe 

35 40 45 

Glu Asn Tyr Lys He Tyr Asn Gin He Tyr Thr Glu Lys Glu Ser Val 

50 55 60 

Arg Gin Glu Leu Arg Arg Leu Lys Asn Lys Lys Ser Lys Asp Leu Leu 
65 70 75 ~ 80 

Lys He Ser Thr Leu Glu His Thr Leu Lys Ala Leu Glu Ser Gin Gin 
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85 


90 


95 


Lys 


Met 


Phe 


Glu 


Ser 


Tyr Gly Val Asn Pro 


Phe Lys Asp Leu He Glu 








100 




105 


110 


Arg 


Pro 


Asn 


He 


Pro 


Asn He Pro Asn He 


Ala Asn Pro He Ala He 






115 






120 


125 


lie 


Asp 


Gly 


He 


Ser 


Phe He Lys Ser Met 


Arg Leu Lys His Glu Asn 




13 0 








135 


140 


Leu 


Lys 


Asn 


Asn 


Gin 


Thr Ser Leu Gly Gl,u 


Val Leu Lys Leu Leu Asp 


145 










150 


155 160 


Gin 


Lys 


His 


Gin 


Leu 


Leu Asn Gin Trp His 


Ala Leu Asp Lys Ser Ala 










165 


170 


175 


Lys 


Leu 


Ser 


Asp 


Glu 


He Tyr Gin Thr Gin 


Ala Lys Arg Leu Glu Leu 








180 




185 


190 


Gin 


Gly 


Ala 


Gin 


Asn 


lie Leu Lys Thr Thr 


lie Gly He Phe Gin Lys 






195 






200 


205 


Asp 


Ser 


Asp 


Glu 


Ala 


He Ser He Val Lys 


Ser Gin Val Lys Asn Gin 




210 








215 


220 


Leu 


Phe 


Lys 


Leu 


Val 


Tyr Val Phe Leu Ala 


Ala Leu Leu Ser Val Val 


225 










230 


235 240 


Phe 


Ala 


Trp 


He 


Leu 


Lys lie lie Ser Ser 


Lys Tyr lie Glu Asn Asn 










245 


250 


255 


Glu 


Arg 


Val 


Tyr 


Thr 


Val Asn Lys Ala lie 


Asn Phe Val Asn Val Ser 








260 




265 


270 


Val 


lie 


Unk 


Unk 


He 


Unk Leu Phe Ser Tyr 


Leu Glu Asn Val Thr Tyr 






275 






280 


285 


Leu 


Val 


Thr 


Val 


Leu 


Gly Phe Ala Ser Ala 


Gly Leu Ala lie Unk Met 




290 








295 


300 


Lys 


Asp 


Leu 


Phe 


Met 


Ser Leu Leu Gly Trp 


Phe lie lie Leu lie Gly 


305 










310 


315 320 


Gly 


Ser 


Val 


His 


Val 


Gly Asp Arg Val Arg 


lie Ala Lys Gly Thr Asp 










325 


330 


335 


lie 


Phe 


He 


Gly 


Asp 


Val Leu Asp Thr Ser 


Asn Val Val His 








340 




345 


350 



(2) INFORMATION FOR SEQ ID NO: 502: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 350 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

lii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .350 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 502 

Met Ala Leu Arg Val Leu Leu Phe Phe Cys Phe Leu Phe Leu Gin Ala 

15 10 15 

Glu Asp Lys Ser Gin Glu Leu Ser Ser lie Gin Lys Gin Met Ala Leu 

20 25 " 30 

Val Asp Lys Lys Leu Ala Lys Asp Asp Asn Val Trp Leu Lys Lys Phe 

35 40 45 

Glu Asn iyr Lys lie Tyr Asn Gin lie Tyr Thr Glu Lys Glu Ser Val 

50 55 60 

Arg Gin Glu Leu Arg Arg Leu Lys Asn Lys Lys Ser Lys Asp Leu Leu 
65 70 75 80 
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Lys He Ser Thr Leu Glu His Thr Leu Lys Ala Leu Glu Ser Gin Gin 

85 90 95 

Lys Met Phe Glu Ser Tyr Gly Val Asn Pro Phe Lys Asp Leu He Glu 

100 105 * no 

Arg Pro Asn He Pro Asn He Pro Asn He Ala Asn Pro He Ala lie 

115 120 125 

He Asp Gly He Ser Phe He Lys Ser Met Arg Leu Lys His Glu Asn 

130 135 140 

Leu Lys Asn Asn Gin Thr Ser Leu Gly Glu Val Leu Lys Leu Leu Asp 
145 150 155 ^ 160 

Gin Lys His Gin Leu Leu Asn Gin Trp His Ala Leu Asp Lys Ser Ala 

165 170 175 

Lys Leu Ser Asp Glu lie Tyr Gin Thr Gin Ala Lys Arg Leu Glu Leu 

180 185 190 

Gin Gly Ala Gin Asn lie Leu Lys Thr Thr lie Gly lie Phe Gin Lys 

195 200 205 

Asp Ser Asp Glu Ala lie Ser lie Val Lys Ser Gin Val Lys Asn Gin 

210 215 220 

Leu Phe Lys Leu Val Tyr Val Phe Leu Ala Ala Leu Leu Ser Val Val 
225 230 235 24 0 

Phe Ala Trp lie Leu Lys lie lie Ser Ser Lys Tyr lie Glu Asn Asn 

245 250 255 

Glu Arg Val Tyr Thr Val Asn Lys Ala lie Asn Phe Val Asn Val Ser 

260 265 270 

Val He Unk Unk He Unk Leu Phe Ser Tyr Leu Glu Asn Val Thr Tyr 

275 280 285 

Leu Val Thr Val Leu Gly Phe Ala Ser Ala Gly Leu Ala lie Unk Met 

290 295 300 

Lys Asp Leu Phe Met Ser Leu Leu Gly Trp Phe He lie Leu lie Gly 
305 310 315 320 

Gly Ser Val His Val Gly Asp Arg Val Arg lie Ala Lys Gly Thr Asp 

325 330 335 

He Phe He Gly Asp Val Leu Asp Thr Ser Asn Val Val His 
340 345 350 

(2) INFORMATION FOR SEQ ID NO: 503: 

<i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 233 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...233 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 503 

Met Leu Ser Ala Leu Leu Ser Lys Met Gly Thr Tyr Ala Leu Leu Arg 

1 5 10 15 

Phe Leu Leu Pro Leu Phe Pro Glu Leu Ser Glu lie Tyr Leu Thr Pro 

20 25 30 

He Ala He Val Ala Leu Cys Met lie lie Tyr Gly Gly Phe Leu Ala 

35 40 45 

Tyr Ala Gin Lys Asp Leu Lys Thr Leu He Ala Tyr Ser Ser Phe Ser 

50 55 60 

His Met Gly Val Val Val Leu Gly Val Phe Ser Phe Asn Val Glu Gly 
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65 


70 




75 


80 


Val Ser 


Gly Ala Val Phe Met 


Met 


Phe Ala His Gly Val He 


Val Met 




85 




90 


95 


Gly Leu 


Phe Leu Leu Ala Gly He 


Leu Glu Glu Arg Ala Ser 


Ser Leu 




100 




105 110 




Glu lie 


Ala Arg Phe Gly Ser 


He 


Ala Lys Ser Ala Pro Val 


Phe Ala 




115 


120 


125 




Ala Phe 


Phe Met He Val Leu 


Met 


Ala Asn Val Gly Met Pro 


Leu Ser 


130 


135 




140 




lie Gly 


Phe Val Gly Glu Phe 


Leu 


Asn Leu Leu Gly Phe Phe 


Ala Thr 


145 


150 




155 


160 


Tyr Pro 


Leu Leu Ala He He 


Ala 


Gly Thr Ser Leu He Leu 


Ser Ala 


165 




170 


175 


Val Tyr 


He Leu Thr. Ser Tyr Lys 


Asp Val Phe Phe Gly Asn 


Leu Lys 




180 




185 190 




Thr Gly 


Asn Asn Gin He Ser 


Val 


Phe Glu Asp Leu Asn Ala 


Arg Glu 




195 


200 


205. 




Val Gly 


Val Leu Ser Val He 


Leu 


Ala Phe Asp Leu Asn Phe 


Arg Asp 


210 


215 




220 




Leu Tyr 


Lys Ser Ala Phe Lys 


Thr 


Asp 




225 


230 









(2) INFORMATION FOR SEQ ID NO: 504: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

{A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...32 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 504 

Val Glu Leu He Ser Asn Asn Pro Asn Ala Ser Gin Gin Ser He Val 
1 5 10 15 

He Pro Leu Glu Thr Phe Ala Leu Ala Arg Ala Leu Lys Gly He Phe 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 505: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 171 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 
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<B) LOCATION 1. . .171 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO:505 



Met 


T i ,r- Tift 

Lys lie 


Pne 


Gly 


Thr 


Asp 


Gly 


Val Arg 


Gly Lys 


Ala Gly Val Lys 


1 






5 








10 




15 


Lieu 


Thr Pro 


Met 


Pne 


Val 


Met 


Arg 


Leu Gly 


He Ala 


Ala Gly Leu Tyr 






20 










25 




30 


Pne 


Lys Lys 


His 


Ser 


Gin 


Thr 


Asn 


Lys He 


Leu He 


Gly Lys Asp Thr 




35 










40 






45 


Arg 


Lys Ser 


Gly 


Tyr 


Met 


Val 


Glu 


Asn Ala 


Leu Val 


Ser Ala Leu Thr 




50 








55 






60 




Ser 


lie Gly 


Tyr 


Asn 


Val 


lie 


Gin 


He Gly 


Pro Met 


Pro Thr Pro Ala 


65 








70 








75 


80 


lie 


Ala Phe 


Leu 


Thr 


Glu 


Asp 


Met 


Arg Cys 


Asp Ala 


Gly lie Met lie 








85 








90 




95 


Ser 


Ala Ser 


His 


Asn 


Pro 


Phe 


Glu 


Asp Asn 


Gly He 


Lys. Phe Phe Asn 






100 










105 




110 


Ser 


Tyr Gly 


Tyr 


Lys 


Leu 


Lys 


Glu 


Glu Glu 


Glu Arg 


Ala He Glu Glu 




115 










120 






125 


lie 


Phe His 


Asp 


Glu 


Glu 


Leu 


Leu 


His Ser 


Ser Tyr 


Lys Val Gly Glu 




130 








135 






140 


Ser 


Val Gly 


Ser 


Ala 


Lys 


Arg 


He 


Asp Asp 


Val He 


Gly Pro Leu Tyr 


145 








150 








155 


160 


Arg 


Ala Phe 


Glu 


Ala 


Leu 


Tyr 


Thr 


Gin Thr 


Phe 










165 








170 







(2) INFORMATION FOR SEQ ID NO: 506: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

{Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(Al NAME/KEY: misc_feature 

(B) LOCATION 1...33 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 506 

Val Arg Ala Val Phe Val Phe Gly Leu Lys Ala Ala Phe Cys He Gly 
1 5 10 15 

He Phe Phe Tyr Gly Ala Tyr Tyr Phe Leu Asp Glu Phe Leu lie Lys 
20 25 30 

Leu 



(2) INFORMATION FOR SEQ ID NO: 507: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 99 amino acids 

(B) TYPE: amino acid 
CD) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .99 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 507 

Met Lys Glu Gin' Glu Trp Asp Leu Ser Ala Leu Phe Glu Asn Lys Glu 

1 5 10 15 

Ser Ala Glu Glu Phe Leu Lys Thr Leu Gin Thr Glu Val Gin Glu Phe 

20 25 30 

Glu Asn Ala Tyr Gin Asn Asn Leu Lys Asn Leu Asp Ala Ala Lys Phe 

35 40 45 

Ala Asn Thr Leu Lys His Tyr Glu Asn Leu Ser Glu Lys He Ser Arg 

50 " 55 60 

Ala Met Ala Tyr Ala Asn Tyr Phe Leu Pro Arg Thr Leu Lys Lys Arg 
65 70 75 80 

Ser Phe He Arg Asn Ala Asn Gly Leu Cys Lys Tyr Pro Thr Thr Pro 
65 90 95 

Phe He Leu 



(2) INFORMATION FOR SEQ ID NO: 5 07: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 99 amino acids 
(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .99 





(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 507 




Met 


Lys Glu 


Gin 


Glu Trp Asp 


Leu Ser Ala Leu Phe Glu 


Asn Lys Glu 


1 






5 


10 


15 


Ser 


Ala Glu 


Glu 


Phe Leu Lys 


Thr Leu Gin Thr Glu Val 


Gin Glu Phe 






20 




25 


30 


Glu 


Asn Ala 


Tyr 


Gin Asn Asn 


Leu Lys Asn Leu Asp Ala 


Ala Lys Phe 




35 






40 * 45 


Ala 


Asn Thr 


Leu 


Lys His Tyr 


Glu Asn Leu Ser Glu Lys 


lie Ser Arg 




50 




55 


60 




Ala 


Met Ala 


Tyr 


Ala Asn Tyr 


Phe Leu Pro Arg Thr Leu 


Lys Lys Arg 


65 






70 


75 


80 


Ser 


Phe He 


Arg 


Asn Ala Asn 


Gly Leu Cys Lys Tyr Pro 


Thr Thr Pro 








85 


90 


95 


Phe 


He Leu 











(2) INFORMATION FOR SEQ ID NO: 508: 
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<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...78 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 508 

Leu Arg Val Gly Met Tyr Glu Val Cys Asn His Lys Asp Gly Thr Ala 

1 5 10 15 

Tyr His Ser Thr Arg Gly Ser Lys Val Thr Leu Ala Cys Lys Thr Gly 

20 25 30 

Thr Ala Gin Val Val Glu He Ala Gin Asn He Val Asn Arg Met Lys 

35 40 45 

Glu Lys Asp Met Glu Tyr Phe His Unk Ser His Unk Trp He Thr Unk 

50 55 60 

Tyr Leu Unk Pro Met Lys Asn Pro Asn Thr Leu Ser Leu Phe 
65 70 75 



<2) INFORMATION FOR SEQ ID NO; 50 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

{ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1. . .78 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 508 



Leu 


Arg Val Gly Met 


Tyr 


Glu Val Cys 


Asn 


His Lys 


Asp Gly Thr Ala 


1 


5 






10 




15 


Tyr 


His Ser Thr Arg 


Gly 


Ser Lys Val Thr Leu Ala 


Cys Lys Thr Gly 




20 




25 






30 


Thr 


Ala Gin Val Val 


Glu 


He Ala Gin 


Asn 


He Val 


Asn Arg Met Lys 




35 




40 






45 


Glu 


Lys Asp Met Glu 


Tyr 


Phe His Unk 


Ser 


His Unk 


Trp He Thr Unk 




50 




55 




60 


Tyr 


Leu Unk Pro Met 


Lys 


Asn Pro Asn 


Thr 


Leu Ser 


Leu Phe 


65 




70 






75 




(2) 


INFORMATION FOR 


SEQ 


ID NO: 509: 









(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 70 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

{XX) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .70 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50 9 

Val Arg Ser Gly Lys Arg Leu Gly Tyr Thr Asn Gin Val He Thr Asp 

15 10 15 

He Val Asn He Gly He Gly Gly Ser Asp Leu Gly Ala Leu Met Val 

20 25 30 

Cys Thr Ala Leu Lys Arg Tyr Gly His Pro Arg Leu Lys Met His' Phe 

35 40 45 

Val Ser Asn Val Glu Trp His Ala Asp Phe Arg Arg Phe Gly Lys Asn 

50 55 60 

Gin Pro Gly Gin Arg Ala 
65 70 



(2) INFORMATION FOR SEQ ID NO: 510: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 0 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .130 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 510 



Met Asn 


Leu 


Val 


Phe 


Leu 


Trp 


Ala 


Ala 


Leu 


Gly 


Gly Ala He Gly Ser 


1 






5 










10 




15 


Ser Leu 


Arg 


Tyr 
20 


Phe 


Val 


Gly 


Lys 


Met 
25 


Met 


Pro 


Ser Lys Phe Leu Met 
30 


Phe Glu 


Ser 
35 


Phe 


Pro 


Leu 


Gly 


Thr 
40 


Phe 


Ser 


Val 


Asn Leu He Gly Cys 
45 


Phe He 


He 


Gly 


Phe 


Met 


Gly 


His 


Leu 


Ala 


Ala 


Lys Lys Val Phe Gly 


50 










55 










60 


Asp Asp 


Phe 


Gly 


He 


Phe 


Phe 


Val 


Thr 


Gly 


Val 


Leu Gly Gly Phe Thr 


65 








70 










75 


80 


Thr Phe 


Ser 


Ser 


Tyr 
85 


Gly 


Leu 


Asp 


Thr 


Leu 
90 


Lys 


Leu Leu Gin Lys Ser 
95 


Gin iyr 


Leu 


Glu 
100 


Ala 


He 


Ser 


Tyr 


Val 
105 


Leu 


Gly 


Thr Asn Leu Leu Gly 
110 


Leu He 


Gly 
115 


Val 


Ala 


He 


Gly 


Trp 
120 


Phe 


Leu 


Ala 


Lys Asn Phe Val Gly 
125 
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Val Asn 
130 



(2) INFORMATION FOR SEQ ID NO:511: 

<i) SEQUENCE CHARACTERISTICS: ' 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .52 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 511 

Leu Gly Leu Val Unk Gly lie Ser Leu Leu His Leu Ser Leu Glu Gin 

1 5 10 15 

Lys He Ser Val Phe Leu Gly Unk Asn Leu Met Leu Tyr Pro Val Unk 

20 25 30 

Glu Val Leu Phe Ser He Leu Arg Arg Lys He Lys Arg Gin Lys Ala 

35 40 45 

Thr His Ala Gly 
50 



(2) INFORMATION FOR SEQ ID NO: 511: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE : 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1.. .52 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 511 

Leu Gly Leu Val Unk Gly He Ser Leu Leu His Leu Ser Leu Glu Gin 

15 10 15 

Lys He Ser Val Phe Leu Gly Unk Asn Leu Met Leu Tyr Pro Val Unk 

20 25 30 

Glu Val Leu Phe Ser He Leu Arg Arg Lys He Lys Arg Gin Lys Ala 

35 40 45 

Thr His Ala Gly 
50 



(2) INFORMATION FOR SEQ ID NO: 512: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 79 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

{ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .79 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 12 



Met Leu Glu Lys 


Leu 


He 


Glu Arg Val 


Leu 


Phe Ala Thr Arg Trp Leu 


1 


5 






10 


15 


Leu Ala Pro Leu 


Cys 


He 


Ala Met Ser 


Leu 


Val Leu Val Val Leu Gly 


20 






25 




30 


Tyr Val Phe Met 


Lys 


Glu 


Leu Trp His 


Met 


Leu Ser His Leu Asn Thr 


35 






40 




45 


He Ser Glu Thr 


Asp 


Leu 


Val Leu Ser 


Ala 


Leu Gly Leu Val Asp Leu 


50 






55 




60 


Leu Val His Gly 


Arg 


Ala 


Cys Phe Asp Gly 


Ala Ala Arg Gin Leu 


65 




70 






75 


(2) INFORMATION 


FOR 


SEQ 


ID NO: 513: 







(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 amino acids 

(B) TYPE: amino acid 
(D> TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. ..102 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:513 



Met His Tyr 


Gin 


Leu 


Thr 


Ser 


Phe Asn 


He 


He Gin Asp Leu Phe 


He 


1 




5 








10 


15 




Thr Cys His 


Val 


Leu 


Arg 


He 


Lys Met 


Arg 


Val Phe Val Cys Phe 


Leu 


20 








25 




30 




Gly Val Phe 


Val 


Ser 


Asn 


Gly 


Leu Ala 


Arg 


Phe Gly Tyr Val Val 


Leu 


35 










40 




45 




He Pro Leu 


Leu 


He 


Leu 


Ser 


Gly Ser 


Leu 


Thr Pro His Gin Ser 


Phe 


50 








55 






60 




Gin Leu Gly 


He 


Ala 


Val 


Leu 


Met Gly 


Tyr 


Val Phe Gly Ser Phe 


Leu 


65 






70 








75 


80 


He Gin Phe 


Leu 


Ser 
85 


Pro 


Leu 


Met Ser 


Leu 
90 


Lys Ser He Ala Lys 
95 


He 


Ser Phe Lys 


Leu 
100 


Thr 


Leu 
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(2) INFORMATION FOR SEQ ID NO: 514: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_f eature 
<B) LOCATION 1...15 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 514 

Val Asp Met Lys Asp Ala Val Gly Thr Tyr Lys Leu Unk Arg Ala 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 515: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 377 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .377 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 515 

Leu Ala Gin Pro Val Gin Val Arg Thr Val Phe Met Ser Met Thr Leu 

15 10 15 

Asn Ala Met Gly Gin Phe Ala Tyr Asn Phe Pro Ala Asn lie Ser Lys 

20 25 30 

Asp Lys Gin Lys Leu Thr Met Val Tyr Met Asp Lys Asp Tyr Gly Ala 

35 40 45 

Tyr Gly Asn lie Val Ala Met Gly Gly Glu Tyr Val Lys He Glu Leu 

50 55 60 

Gly Thr Asp Thr Gly Leu Asn Pro Phe Ala Trp Ala Ala Cys Val Gin 
65 70 75 " 80 

Lys Thr Asn Ala Thr Met Glu Gin Lys Gin Thr Ala He Ser Val Val 

AS 90 95 

Lys Glu Leu Val Lys Asn Leu Ala Thr Lys Ser Asp Glu Lys Asp Glu 

100 105 no 

Asn Gly Asn Ser He Ser Phe Ser Leu Ala Asp Ser Asn Thr Leu Ala 

115 120 125 

Ala Ala Val Thr Asn Leu He Thr Gly Asp Met Asn Leu Asp Tyr Pro 

130 135 140 

He Thr Gin Leu He Asn Ala Phe Gly Lys Asp His Asn Asp Pro Asn 
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145 150 155 160 

Gly Leu Val Ala Arg Leu Ala Pro Phe Cys Lys Ser Thr Asn Gly Glu 

165 170 175 

Phe Gin Trp Leu Phe Asp Asn Lys Ala Thr Asp Arg Leu Asp Phe Ser 

180 185 190 

Lys Thr He He Gly Val Asp Gly Ser Ser Phe Leu Asp Asn Asn Asp 

195 200 205 

Val Ser Pro Phe He Cys Phe Tyr Leu Phe Ala Atg He Gin Glu Ala 

210 215 220 

Met Asp Gly Arg Arg Phe Val Leu Asp He Asp Glu Ala Trp Lys Tyr 
225 230 235 240 

Leu Gly Asp Pro Lys Val Ala Tyr Phe Val Arg Asp Met Leu Lys Thr 

245 250 255 

Ala Arg Lys Arg Asn Ala He Val Arg Leu Ala Thr Gin Ser He Thr 

260 265 270 

Asp Leu Leu Ala Cys Pro He Ala Asp Thr He Arg Glu Gin Cys Pro 

275 280 285. 

Thr Lys He Phe Leu Arg Asn Asp Gly Gly Asn Leu Ser Asp Tyr Gin 

290 295 ~ 300 

Arg Leu Ala Asn Val Thr Glu Lys, Glu Phe Glu He He Thr Lys Gly 
305 310 315 320 

Leu Asp Arg Lys He Leu Tyr Lys Gin Asp Gly Ser Pro Ser Val lie 

325 330 335 

Ala Ser Phe Asn Leu Arg Gly He Pro Lys Glu Tyr Leu Lys He Leu 

340 345 350 

Ser Thr Asp Thr Val Phe Val Lys Glu He Asp Lys He He Gin Asn 

355 360 365 

His Ser He He Asp Lys Tyr Gin Pro 
370 375 



<2) INFORMATION FOR SEQ ID NO: 515: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 377 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_feature 

(B) LOCATION 1...377 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:515 



Leu Ala Gin 


Pro 


Val Gin Val 


Arg 


Thr Val 


Phe 


Met Ser Met Thr 


Leu 


1 




5 




10 




15 




Asn Ala Met 


Gly 


Gin Phe Ala 


Tyr 


Asn Phe 


Pro 


Ala Asn He Ser 


Lys 




20 






25 




30 


Asp Lys Gin 


Lys 


Leu Thr Met 


Val 


Tyr Met 


Asp 


Lys Asp Tyr Gly 


Ala 


35 






40 






45 




Tyr Gly Asn 


He 


Val Ala Met 


Gly 


Gly Glu 


Tyr 


Val Lys He Glu 


Leu 


50 




55 








60 




Gly Thr Asp 


Thr 


Gly Leu Asn 


Pro 


Phe Ala 


Trp 


Ala Ala Cys Val 


Gin 


65 




70 






75 


80 


Lys Thr Asn 


Ala 


Thr Met Glu 


Gin 


Lys Gin 


Thr 


Ala He Ser Val 


Val 






85 




90 




95 




Lys Glu Leu 


Val 


Lys Asn Leu 


Ala 


Thr Lys 


Ser 


Asp Glu Lys Asp 


Glu 




100 






105 




110 
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Asn Gly Asn Ser lie Ser Phe Ser Leu Ala Asp Ser Asn Thr Leu Ala 

115 120 12 5 

Ala Ala Val Thr Asn Leu lie Thr Gly Asp Met Asn Leu Asp Tyr Pro 

_ _ i?° 140 

lie Thr Gin Leu lie Asn Ala Phe Gly Lys Asp His Asn Asp Pro Asn 

? 150 155 160 

Gly Leu Val Ala Arg Leu Ala Pro Phe Cys Lys Ser Thr Asn Gly Glu 

165 170 17 c 

Phe Gin Trp Leu Phe Asp Asn Lys Ala Thr Asp Arg Leu Asp Phe Ser 

180 185 190 

Lys Thr lie lie Gly Val Asp Gly Ser Ser Phe Leu Asp Asn Asn Asp 
195 200 205 

Val f i « Pr ° PhS IlG ^ Phe LeU Phe Ala Ar 9 He Gin Glu Ala 

210 215 220 

Met Asp Gly Arg Arg Phe Val Leu Asp lie Asp Glu Ala Trp Lys Tyr 
230 235 240 

Leu Gly Asp Pro Lys Val Ala Tyr Phe Val Arg Asp Met. Leu Lys Thr 

245 250 255 

Ala Arg Lys Arg Asn Ala lie Val Arg Leu Ala Thr Gin Ser He Thr 

260 265 270 

Asp Leu Leu Ala Cys Pro He Ala Asp Thr He Arg Glu Gin Cys Pro 

275 280 285 

Thr Lys lie Phe Leu Arg Asn Asp Gly Gly Asn Leu Ser Asp Tyr Gin 

Arg Leu Ala Asn Val Thr Glu Lys Glu Phe Glu He He Thr Lys Gly 
310 315 3->o 

Leu Asp Arg Lys He Leu Tyr Lys Gin Asp Gly Ser Pro Ser Val lie 

325 330 335 

Ala Ser Phe Asn Leu Arg Gly He Pro Lys Glu Tyr Leu Lys He Leu 

340 345 ^crt 

Ser Thr Asp Thr Val Phe Val Lys Glu He Asp Lys n e He oln Asn 

360 355 
His Ser He He Asp Lys Tyr Gin Pro 
370 375 

(2) INFORMATION FOR SEQ ID NO: 516: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1027 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .1027 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 516 

Val Cys Leu Asp His Gin Val Gly Ala Gly Lys Thr Leu Cys Ala He 

it 10 is 

Ala Ser Cys Met Glu Gin Lys Arg Met Gly Leu Val Asn Lys Thr Leu 

20 25 3q 

He Ala Val Pro Asn His Leu Thr Lys Gin Trp Gly Asp Glu Phe Tvr 

35 40 45 

Lys Ala Tyr Pro Asn Ala Asn Val Leu Val Val Asp Ser Lys Asp Thr 

Thr Glu Lys Glu Arg Glu Leu Leu Phe Asn Gin He Ala Asn Asn Asn 
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65 70 75 80 

Tyr Asp Ala Val Val He Ala His Thr His Leu Glu Leu Leu Ser Asn 

85 90 95 

Pro Arg Gly He He Glu Glu Leu Lys Glu Glu Glu Leu Val Asn Ala 

100 105 HO 

Glu Lys Asn Phe Glu Arg Gin Glu Leu Ala Tyr Lys Asn Asn Pro Arg 

115 120 125 

Glu Thr Lys Lys Pro Asn Glu Arg Ala Phe Lys Asn Lys Leu Asp Lys 

130 135 140 

He Arg Ala Lys Tyr Asp Ala He Leu Glu Lys Gin Gly Ser His He 
145 150 155 160 

Asp He Ser Gin Met Gly He Asp Asn Leu He Val Asp Glu Ala His 

165 170 175 

Leu Phe Lys Asn Leu Ala Phe Glu Thr Ser Met Glu Lys He Ala Gly 

180 185 190 

Leu Gly Asn Gin Gin Gly Ser Asn Arg Ala Arg Asp Leu Phe He Lys 

195 200 205 . 

Thr Arg Tyr Leu His Gin Asn Asp Lys Lys He Met Phe Leu Thr Gly 

210 215 220 

Thr Pro He Ala Asn Ser Leu Ser Glu Met Tyr His Leu Gin Arg Tyr 
225 230 235 240 

Leu Thr Pro Asp Val Leu Lys Glu Arg Gly Leu Glu Phe Phe Asp Asp 

245 250 255 

Trp Ala Lys Thr Tyr Gly Glu Val Val Asn Asp Phe Glu Leu Asp Thr 

260 265 270 

Ser Ala Gin Ser Tyr Lys Met Val Asn Arg Phe Ser Lys Phe Ser Asp 

275 280 285 

Val Gin Gly Leu Ser Thr Met Tyr Arg Ala Phe Ala Asp He Val Ser 

290 295 300 

Asn Asp Asp He Leu Lys His Asn Pro His Phe Val Pro Lys Val Tyr 
305 ' 310 315 ' 320 

Gly Asp Lys Pro He Asn Val Val Val Lys Arg Ser Glu Glu Val Ala 

325 330 335 

Gin Phe He Gly Val Ala Leu Glu Asn Gly Lys Tyr Asn Glu Gly Ser 

340 . 345 350 

He lie Asp Arg Met Gin Lys Cys Glu Gly Lys Lys Ser Gin Lys Gly 

355 360 365 

Gin Asp Asn He Leu Ser Cys Thr Thr Asp Ala Arg Lys Val Ala Leu 

370 375 380 

Asp Tyr Arg Leu He Asp Pro Asn Ala Lys Val Glu Lys Glu Phe Ser 
38 * 390 395 400 

Lys Ser Tyr Ala Met Ala Lys Asn He Tyr Glu Asn Tyr Leu Glu Thr 

405 410 J ' 415 

His Ala Thr Lys Gly Thr Gin Leu Gly Phe He Gly Leu Ser Thr Pro 

420 425 430 

Lys Thr His Ser Gin Lys Val Ser Leu Glu Ala Leu Asp Asn Ala His 

435 440 445 

Glu Thr Glu Asn Lys Asn Pro Leu Asp Lys Ala Gin Glu Leu Leu Glu 

450 455 460 

Ser Leu Ser Ser Tyr Asp Glu Lys Gly Asn Leu He Ala Pro Ser Lys 
465 470 475 480 

Lys Glu Leu Glu Asn Glu Leu Lys Glu Lys Glu Ala Lys Ser Val Asn 

485 490 - 495 

Leu Asp Glu Glu He Ala Lys Gly Cys Ser Phe Asp Val Tyr Ser Asp 

500 505 510 

Val Leu Arg His Leu Val Gin Met Gly He Pro Gin Asn Glu He Ala 

515 520 525 

Phe He His Asp Ala Lys Thr Glu Glu Gin Lys Gin Asp Leu Phe Lys 

530 535 540 

Lys Leu Asn Arg Gly Gly Val Arg Val Leu Leu Gly Ser Pro Ala Lys 
545 550 555 560 

Met Gly Val Gly Thr Asn Val Gin Glu Arg Leu Val Ala Met His Glu 

565 570 575 

Leu Asp Cys Pro Trp Arg Pro Asp Glu Leu Leu Gin Met Glu Gly Arg 
580 585 590 
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Gly He Arg Gin Gly Asn He Leu His Gin Asn Asp Pro Glu Asn Phe 

595 600 605 

Arg Met Lys He Tyr Arg Tyr Ala Thr Glu Lys Thr Tyr Asp Ser Arg 

610 615 620 

Met Trp Gin He He Glu Thr Lys Ser Lys Gly He Glu Gin Phe Arg 
625 630 635 640 

Asn Ala His Lys Leu Gly Leu Asn Glu Leu Glu Asp Phe Asn Met Gly 

645 650 655 

Ser Ser Asn Ala Ser Glu Met Lys Ala Glu Ala Thr Gly Asn Pro Leu 

660 665 670 

He He Glu Glu Val Lys Leu Arg Ala Glu He Lys Ser Glu Glu Ser 

675 680 685 

Lys Tyr Lys Ala Phe Asn Lys Glu His Tyr Phe Asn Glu Glu Ser Leu 

690 695 700 

Lys Asn Asn Ala Ser Lys Leu Asp Tyr Leu Lys Gin Glu Leu Lys Asp 
705 710 715 720 

Leu Glu Thr Leu Gin Arg Ser Val He He Pro Thr His Thr Glu He 

725 730 735 

Lys Leu Tyr Asp Leu Lys Asn Glu Glu Ser Lys Asp Tyr Glu Leu He 

740 745 750 

Lys Val Lys Glu Val Glu Pro Leu Lys Glu Asn Ala Ser Met Ser Glu 

755 760 765 

Glu Leu Thr His Lys Lys Leu Lys Glu Gin Asn Lys Gin He Ala Glu 

770 775 780 

Gin Asn Lys Glu Lys Leu Asp Ala He Lys Lys Gin Phe Ala Ser Asn 
785 790 795 800 

Leu Asn Thr Leu Phe Val Asn Glu Glu Glu Asp Tyr Lys Leu Leu Glu 

805 810 815 

Tyr Lys Gly Phe Val Val Asn Ala Tyr Lys Thr Lys Tyr Gin Val Glu 

820 825 830 

Phe Ser Leu Ser Pro Lys Asp Asn Pro Asn He Ala Tyr Ser Pro Ser 

835 840 845 

Asn Met Val Tyr Lys. Asn Asp Thr He Asn Met Phe Ser Ser Tyr Asn 

850 855 860 

Phe Cys Ala Glu He Lys Phe Asp Gly Phe Leu Lys Arg Leu Asp Asn 
865 870 875 880 

Ala He Thr Lys Leu Pro Glu Lys He Lys Glu Leu Glu Asn Ser He 

885 890 895 

Glu He Thr Lys Lys Asn He Ala Lys Tyr Thr Arg Leu Val Glu Gin 

900 905 9io 

Lys Pro Ser Tyr Pro Arg Leu Glu Tyr Leu Gin Ala Leu Lys Trp Asp 

915 920 925 

His Lys Thr Leu He Asp Asp Leu Ala Lys Met Ser Lys Asp Arg Asn 

930 935 940 

Tyr Lys Pro Ala Phe Asn Pro Lys Ser Lys Glu Val Leu Lys Asn Leu 
945 950 955 96 0 

Asn Ala Glu Lys Arg Ala Ser Leu Glu Asn Glu Arg Glu Glu Gin Gly 

965 970 975 

Val Lys Gly Asn Thr Lys Ser His Asp Glu He Glu Pro Ala Thr Glu 

980 985 990 

Gin Val He Glu Lys Glu He Glu Lys Gly Asp Glu He Ala Asn Asn 

995 1000 1005 

Val Asp Tyr Tyr Glu Asn Glu Gin Glu Val Glu He Thr Lys Ser Met 

1010 1015 1020 

Gly Arg Arg 
1025 



(2) INFORMATION FOR SEQ ID NO: 517: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM; Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .154 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 517 

Met Lys Leu Val Ser Leu lie Val Ala Leu Val Phe Cys Cys Phe Leu 

1 5 10 15 

Gly Ala Val Glu Leu Pro Gly Val Tyr Gin Thr Gin Glu Phe Leu Tyr 

20 25 . 30 

Met Lys Ser Ser Phe Val Glu Phe Phe Glu His Asn Gly Lys Phe Tyr 

35 40 45 

Ala Tyr Gly He Ser Asp Val Unk Unk Ser Lys Ala Lys Lys Asp Lys 

50 55 60 

Leu Asn Pro Asn Pro Lys Leu Arg Asn Arg Ser Asp Lys Gly Val' Val 
65 70 75 80 

Phe Leu Ser Asp Leu He Lys Val Gly Glu Gin Ser Tyr Lys Gly Gly 

85 90 95 

Lys Ala Unk Asn Phe Unk Asp Gly Lys Thr Unk His Val Arg Val Thr 

100 105 no 

Gin Unk Ser Asn Gly Asp Leu Unk Phe Thr Ser Ser Tyr Unk Lys Trp 

115 120 125 

Gly Tyr Val Gly Lys Thr Phe Thr Trp Lys Arg Leu Ser Asp Glu Glu 

130 135 140 

He Lys Asn Leu Lys Leu Lys Arg Phe Asn 
145 . 150 



(2) INFORMATION FOR SEQ ID NO: 517: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 



(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .154 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 517 

Met Lys Leu Val Ser Leu He Val Ala Leu Val Phe Cys Cys Phe Leu 

15 10 is 

Gly Ala Val Glu Leu Pro Gly Val Tyr Gin Thr Gin Glu Phe Leu Tyr 

20 25 30 

Met Lys Ser Ser Phe Val Glu Phe Phe Glu His Asn Gly Lys Phe Tyr 

35 40 45 

Ala Tyr Gly He Ser Asp Val Unk Unk Ser Lys Ala Lys Lys Asp Lys 

50 55 60 

Leu Asn Pro Asn Pro Lys Leu Arg Asn Arg Ser Asp Lys Gly Val Val 
65 70 75 80 
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Pbe Leu Ser Asp Leu He Lys Val Gly Glu Gin Ser Tyr Lys Gly Gly 

85 90 95 

Lys Ala Unk Asn Phe Unk Asp Gly Lys Thr Unk His Val Arg Val Thr 

100 105 no 

Gin Unk Ser Asn Gly Asp Leu Unk Phe Thr Ser Ser Tyr Unk Lys Trp 

115 120 125 

Gly Tyr Val Gly Lys Thr Phe Thr Trp Lys Arg Leu Ser Asp Glu Glu 

130 135 140 

He Lys Asn Leu Lys Leu Lys Arg Phe Asn 
145 150 



<2) INFORMATION FOR SEQ ID NO; 518: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 amino acids 
<B) TYPE: amino acid 
<D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .62 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 518 

Met Ala Glu Glu Glu Lys Thr Glu Leu Pro Ser Ala Lys Lys He Gin 

1 5 10 is 

Lys Ala Arg Glu Glu Gly Asn Val Pro Lys Ser Met Glu Val Val Gly 

20 25 30 

Val Phe Arg Val He Gly Trp Ala Asn Glu Tyr Phe Cys Phe Phe Tyr 

35 40 45 

Met Val Gly Gly Met Ala Leu Ala Arg Cys He Ala Met Cys 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 519: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 237 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...237 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 519 

Met Lys Thr Leu Val Lys Asn Thr He Tyr Ser Phe Leu Leu Leu Ser 

15 10 15 

Val Leu Met Ala Glu Asp He Thr Ser Gly Leu Lys Gin Leu Asp Asn 
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Thr Tyr 



20 

Gin Glu Thr 
35 

Thr Thr Ser 



Phe Ser 
50 

Ala Leu Asn He Lys 
65 

Leu Leu 



Asp Val 
Tyr Met 



Lys Ala Asn 
85 

He Phe Lys 

100 
Lys He Asn 
115 

Ser Asp Lys 



Gly He 
130 

He Glu Gin Glu Lys 
145 

Lys Ala 



Ser Gin 

He Lys 

Glu Glu 
210 
Tyr Leu 
225 



Tyr Gin Ser 
165 

Thr Leu Val 
180 

Lys Leu Met 
195 

Leu Asp Ala 
Gin Glu Arg 



Asn Gin Gin 
40 

Pro Ser Ala 
55 

Lys Ala Ala 
70 

Phe Glu Ala 

Thr Tyr Met 

Pro Leu Asp 
120 

Val Leu Val 
135 

Gin Asn He 
150 

Asn He Gly 

Glu Ser Leu 

Leu Ala His 
200 

Leu Glu Arg 

215 
Gin Ser Ser 
230 



25 

Val Leu 

Asn Asn 

He Ala 

Asn Glu 

90 
Ser Ser 
105 

Gin Lys 

Leu Tyr 

Arg Glu 

Gly Thr 
170 
Lys Asn 
185 

Asn Lys 
Ser Leu 
Lys lie 



Lys Asn 

Lys He 
60 

Leu Arg 
75 

Leu Phe 

Pro Glu 

Thr Ala 

Cys Glu 
140 
Arg Leu 
155 

Ala Ser 

Lys Asn 

Val Phe 

Glu Gin 
220 
He Val 
235 



30 
Leu Asp 
45 

Gly Gin 

Gly Asp 

Phe He 

Leu Leu 
110 
Glu Gin 
125 

Gly Lys 

Glu Thr 

Leu He 

Phe He 
190 
Leu Asn 
205 

Ser Lys 



Glu He 

Glu Asp 

Leu Ala 

80 
Ser Glu 
95 

Leu Thr 

Gin Cys 

Leu Lys 

Ser Leu 
160 
Thr Ala 
175 

Lys Gly 
Tyr Leu 
Arg Gin 



Lys 



(2) INFORMATION FOR SEQ ID NO: 520: 

U) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 83 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

{vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_f eature 

(B) LOCATION 1...83 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 520 

Ala Phe Leu Leu Ala Ser Leu Ser Cys Val 

10 xs 
Gly Glu Asp Thr Pro He Lys Leu He Gin 

25 30 
Leu Val Lys Gly Ala Asp Tyr Leu Asn Lys 

40 45 
Leu Ala Lys Glu Thr Arg Leu He Glu Phe 
55 go 

Ser Ala He He Glu Lys He Lys Arg Thr 
75 80 



Val Ser Glu Lys 


Asp 


Arg 


1 


5 




Asp, Tyr Val Val 


Val 


Phe 


20 






Ala Leu Lys Pro 


Asp 


He 


35 






Glu Val He Gly 


Ser 


Glu 


50 






Glu Glu Gly Tyr 


Ser 


Thr 


€5 




70 


His Asn Asp 







(2) INFORMATION FOR SEQ ID NO: 521: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .7 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 521 

Leu Glu Thr Leu Phe Leu Val 
1 5 



(2) INFORMATION FOR SEQ ID NO: 521: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1...7 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 521 

Leu Glu Thr Leu Phe Leu Val 
1 5 



(2) INFORMATION FOR SEQ ID NO: 522: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...64 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 522 
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Val Tyr Asp Lys 


Ser 


Leu 


Cys 


Lys 


1 


5 








Leu Gly Val Lys 


Arg 


Ala 


Met 


Val 


20 




* 






He Val Leu His 


Asp 


He 


Thr 


His 


35 








40 


He Leu Glu Tyr 


Asp 


Leu 


Ser 


Ala 


50 






55 





Thr Met Ala Leu Ala Leu Lys Ala 

10 15 
Val Asn Gly Gly Gly Thr Gly Glu 
25 30 
Ala Cys Glu Leu Lys Asn Asn Glu 
45 

Lys Asp Phe Asp Leu Pro Pro Ser 
60 



(2) INFORMATION FOR SEQ ID NO: 523: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 228 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .228 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 523 



Met Leu Val 


Glu 


He 


Glu 


Asn 


Leu 


Thr Lys 


Thr Tyr Gly Ser Leu Lys 


1 




5 








10 


15 


Ala Leu Asp 


Asn 


He 


Ser 


Leu 


Lys 


Leu Pro 


Lys Gin Gin Phe He Gly 




20 










25 


30 


Leu Leu Gly 


Pro 


Asn 


Gly 


Ala 


Gly 


Lys Thr 


Thr Leu Leu Lys He Leu 


35 










40 




45 


Ala Gly Leu 


Asn 


Leu 


Asn 


Tyr 


Gin 


Gly Glu 


Val Lys He Leu Asn Gin 


50 








55 






60 


Lys He Gly 


He 


Glu 


Thr 


Lys 


Lys 


Ser Val 


Ala Phe Leu Ser Asp Gly 


65 






70 








75 80 


Asp Phe Leu 


Asp 


Pro 


Lys 


Leu 


Thr 


Pro Leu 


Lys Ala He Ala Phe Tyr 






85 








90 


95 


Lys Asp Phe 


Phe 


Ser 


Asp 


Phe 


Asp 


Glu Ser 


Lys Ala Leu Asn Leu Leu 




100 










105 


110 


Lys Arg Phe 


Ser 


Val 


Pro 


Leu 


Lys 


Arg Glu 


Phe Lys Ala Leu Ser Lys 


115 










120 




125 


Gly Met Arg 


Glu 


Lys 


Leu 


Gin 


Leu 


He Leu 


Thr Leu Ser Arg Asn Ala 


13 0 








135 






140 


Ser Leu Tyr 


Leu 


Phe 


Asp 


Glu 


Pro 


Val Ala 


Gly He Asp Pro He Ala 


145 






150 








155 160 


Arg Glu Glu 


He 


Phe 


Glu 


Leu 


He 


Ala Lys 


Glu Phe Ser Gin Asn Ala 






165 








170 


175 


Ser Leu Leu 


Val 


Ser 


Thr 


His 


Leu 


Val Val 


Asp Val Glu Lys Tyr Leu 




180 










185 


190 


Asp Ser Ala 


He 


Phe 


Leu 


Lys 


Glu 


Ala Lys 


Val Val Ala Phe Gly Asp 


195 










200 




205 


Val Gly Glu 


Leu 


Lys 


Lys 


Gly 


Tyr 


Ser Ser 


Leu Glu Ala Ala Tyr Lys 


210 








215 






220 


Glu Arg Leu 


Lys 















225 



(2) INFORMATION FOR SEQ ID NO: 524: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 273 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .273 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 524 

Met Asn Lys Leu Phe Leu Ala Phe He Val Gly Gly Met Leu Leu Ser 

1-5 10 15 

Ala Asp Ala Leu Asn Asp Lys He Glu Asn Leu Met Gly Glu Arg Ser 

20 25 30 

Tyr His Met Asn Lys Leu Phe Leu Glu Arg Leu Phe Lys Asn Ara Lvs 

35 40 45 

Asp Phe Tyr Glu Met Gly Arg Leu Asp Ser Leu Lys Leu Leu Asn Thr 

50 55 60 

Leu Lys Glu Asn Gly Leu Leu Ser Phe Asn Phe Asp Lys Pro Ser Val 
65 70 75 80 

Leu Lys He Thr Phe Lys Ala Ser Ser Asn Pro Leu Ala Phe Ala Lys 

85 90 95 

Ser He Asn Asn Ser Leu Asn Met Met Gly Tyr Ser Tyr Val Leu Pro 

100 105 no 

He Arg Met Gin Ser Ser Ser Gly Glu Asn Val Phe Ser Tyr Glu Leu 

115 120 125 

Lys Thr Glu Tyr Val Leu Asp Pro Asn He Leu He Glu Thr Met Lys 

130 135 140 

Arg His Gly Phe Asp Phe Met Asp He Arg Arg Val Ser Leu Lys Glu 
145 150 155 160 

Trp Glu Tyr Asp Phe Ala Leu Gin Lys He Lys Leu Pro Asn Ala Arg 

165 170 175 

Ala Leu Val Leu Ser Ser Asp Pro Val Glu Phe Lys Glu Ala Ser Gly 

180 185 190 

Lys Tyr Trp Leu Ser Val Asn Gin Asn Ala Tyr Leu Lys He Ser Ser 

195 200 205 

Asn Asn Pro Leu Trp Gin Pro Lys He He Phe Tyr Asp Glu Asn Leu 

210 215 220 

Lys He He Gin He He Ala Lys Glu Asn Arg Gin Gin Glu He Ala 
225 230 235 2 40 

leu Asn Leu Leu Asp Gly Val Arg Phe He His He Thr Asp Ala Lys 

245 250 255 

Asn Pro He He Leu Lys Asn Gly He Ser Val Val Phe Asp Ala Met 
260 265 270 

Pro 



(2) INFORMATION FOR SEQ ID NO: 52 5: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



437 

<iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .15 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 525 

Val Ser Arg Pro Phe Lys Thr He Lys Lys Pro Pro Gin Pro Pro 
1,5 10 15 



(2) INFORMATION FOR SEQ ID NO: 526: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .114 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 526 



Met Unk 


Thr 


His 


Asp 


Arg 


Arg 


Lys 


Leu 


Arg He Unk Leu Thr Gin Thr 


1 






5 










10 15 


Thr Thr 


Leu 


Val 


Ala 


Thr 


He 


Gly 


Ser 


Asn Ala Pro Tyr He Gly Leu 






20 










25 


30 


Leu Gly 


Thr 


Val 


Met 


Gly 


He 


Met 


Leu 


Thr Phe Met Asp Leu Gly Ser 




35 










40 




45 


Ala Ser 


Gly 


lie 


Asp 


Thr 


Lys 


Ala 


He 


Met Thr Asn Leu Ala Leu Ala 


50 










55 






60 


Leu Lys 


Ala 


Thr 


Gly 


Met 


Gly 


Leu 


Leu 


Val Ala He Pro Ala He Val 


65 








70 








75 80 


lie Tyr 


Asn 


Leu 


Leu 


Val 


Arg 


Lys 


Ser 


Glu He Leu Val Thr Lys Trp 








85 










90 95 


Asp lie 


Phe 


His 


His 


Pro 


Val 


Asp 


Thr 


Gin Ser His Glu Val Tyr Ser 






100 










105 


110 



Lys Ala 



(2) INFORMATION FOR SEQ ID NO: 526: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 
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<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .114 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 526 

Met Unx Thr His Asp Arg Arg Lys Leu Arg lie Unk Leu Thr Gin Thr 

1 5 10 15 

Thr Thr Leu Val Ala Thr lie Gly Ser Asn Ala Pro Tyr He Gly Leu 

20 25 30 

Leu Gly Thr Val Met Gly He Met Leu Thr Phe Met Asp Leu Gly Ser 

35 40 45 

Ala Ser Gly He Asp Thr Lys Ala He Met Thr Asn Leu Ala Leu Ala 

50 55 . 60 

Leu Lys Ala Thr Gly Met Gly Leu Leu Val Ala He Pro Ala He Val 
65 70 75 80 

He Tyr Asn Leu Leu Val Arg Lys Ser Glu He Leu Val Thr Lys Trp 

85 90 95 

Asp lie Phe His His Pro Val Asp Thr Gin Ser His Glu Val Tyr Ser 

100 105 110 ' 

Lys Ala 11U 



(2) INFORMATION FOR SEQ ID NO: 527: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter . pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .67 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 527 

Met He Ala Val Leu Pro Pro Leu Phe Ser Met Gly Ser Phe Asp Glu 

5 10 15 

Trp He Tyr Arg Gly Leu Val Ala Leu Met Val Ser Cys Pro Cys Ala 

20 25 30 

Leu Val He Ser Val Pro Leu Gly Tyr Phe Gly Gly Val Gly Ala Ala 

35 40 45 

Ser Arg Lys Gly He Leu Met Lys Gly Val His Val Leu Glu Gly Ala 
_ 1° 55 6 o 

Tyr Pro Asn 
65 



(2) INFORMATION FOR SEQ ID NO: 528 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 323 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 

HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .323 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52 8 

Val Gin His Phe Asn Phe Leu Tyr Lys Asp Ser Leu Phe Ser lie Ala 

15 10 15 

Leu Phe Thr Phe lie He Ala Leu Val He Leu Leu Glu Gin Ala Arg 

20 25 3 0 

Ala Tyr Phe Thr Arg Lys Arg Asn Lys Lys Phe Leu Gin Lys Phe Ala 

35 40 45 

Gin Asn Gin Asn Ala Tyr Ala Ser Ser Glu Asn Leu Asp Glu Leu Leu 

50 55 60 

Lys His Ala Lys He Ser Ser Leu Met Phe Leu Ala Arg Ala Tyr Ser 
65 70 75 80 

Lys Ala Asp Val Glu Met Ser He Glu He Leu Lys Gly Leu Leu Asn 

85 90 95 

Arg Pro Leu Lys Asp Glu Glu Lys He Ala Val Leu Asp Leu Leu Ala 

100 105 no 

Lys Asn Tyr Phe Ser Val Gly Tyr Leu Gin Lys Thr Lys Asp Thr Val 

115 120 125 

Lys Glu He Leu Arg Phe Ser Pro Arg Asn Val Glu Ala Leu Leu Lys 

130 135 140 

Leu Leu His Ala Tyr Glu Leu Glu Lys Asp Tyr Ser Lys Ala Leu Glu 
145 150 155 160 

Thr Leu Glu Cys Leu Glu Glu Leu Glu Val Pro Lys He Glu Thr He 

165 170 " 175 

Lys Asn Tyr Leu Tyr Leu Met His Leu He Glu Asn Lys Glu Asp Ala 

180 185 190 

Ala Lys He Leu His Val Ser Lys Ala Ser Leu Asp Leu Lys Lys He 

195 200 205 

Ala Leu Asn His Leu Lys Ser His Asp Glu Asn Leu Phe Trp Gin Glu 

210 215 220 

He Asp Thr Thr Glu Arg Leu Glu Asn Val He Asp Leu Leu Trp Asp 
225 2 30 235 240 

Met Asn He Pro Ala Phe He Leu Glu Lys His Ala Leu Leu Gin Asp 

2 45 250 255 

He Ala Arg Ser Gin Gly Leu Leu Leu Asp His Lys Pro Cys Gin He 

260 265 270 

Phe Glu Leu Glu Val Leu Arg Ala Leu Leu His Ser Pro He Lys Ala 

2 ?5 280 285 

Ser Leu Thr Phe Glu Tyr Arg Cys Lys His Cys Lys Gin He Phe Pro 

290 295 300 

Phe Glu Ser His Arg Cys Pro Val Cys Tyr Gin Leu Ala Phe Met Asp 
305 310 315 320 

Met Val Ala 



(2) INFORMATION FOR SEQ ID NO: 52 9: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 10 amino acids 
(B) TYPE: amino acid 
CD) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_f eature 

(B) LOCATION 1. . .10 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 529 

Met Glu His Leu Thr Arg Gly lie Lys His 
15 10 



<2) INFORMATION FOR SEQ ID NO: 530: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .12 

(xi) SEQUENCE DESCRIPTION v SEQ ID NO: 530 

Val Val lie Leu Gly Ser His Gly Lys Glu Glu Tyr 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 531: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 79 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...79 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 531 

Met Lys Lys Val lie Val Ala Leu Gly Val Leu Ala Phe Ala Asn Val 

1 5 10 is 

Leu Met Ala Thr Asp Val Lys Ala Leu Val Lys Gly Cys Ala Ala Cys 

20 25 30 

His Gly Val Lys Phe Glu Lys Lys Ala Leu Gly Lys Ser Lys He Val 
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35 40 45 

Asn Met Met Ser Glu Lys Glu lie Glu Glu Asp Leu Met Ala Phe Lys 

50 55 60 

Ser Gly Ala Asn Lys Asn Pro Val Met Thr Arg Lys Leu Lys Asn 
65 70 75 



(2) INFORMATION FOR SEQ ID NO: 532: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .95 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 532 



Met Gly lie 


Ala 


Thr 


Ser 


Leu 


He 


Ser 


Glu Val Ser Lys Phe Tyr Tyr 


1 




5 










10 15 


Ala Leu Lys 


Tyr 


His 


Ala 


Lys 


Phe 


Met 


Ser Leu Gly Glu Leu Gly Cys 




20 










25 


30 


Tyr Ala Ser 


His 


Tyr 


Ser 


Leu 


Trp 


Gin 


Lys Cys He Glu Leu Asn Glu 


35 










40 




45 


Ala He Cys 


He 


Leu 


Glu 


Asp 


Asp 


He 


Thr Leu Lys Glu Asp Phe Lys 


50 








55 






60 


Glu Gly Leu 


Asp 


Phe 


Leu 


Glu 


Lys 


His 


He Gin Glu Leu Gly Tyr Ala 


65 






70 








75 80 


Arg Leu Met 


His 


Leu 


Leu 


Tyr 


Asp 


Ala 


Ser Val Lys Ser Glu Pro 






85 










90 95 


(2) INFORMATION 


FOR 


SEQ 


ID NO: 533: 





<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1...154 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 533 

Met His I,eu Lys Ser Gly Ala Val Phe He Ser Asp Ala His Phe Leu 

15 10 15 

Pro Lys Ser Pro His Leu He His Thr Leu Lys Glu Leu Leu Ser Ala 

20 25 30 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



442 



LVS 


Pro 


Pro 


Gin 


Val 


Phe 


Phe 


Met 


Glv 


Asp 


lie Ph@ Hi «5 17a 1 T aii 17» 1 
J - c - * nis val Lieu val 






35 










40 








Glv 


Tvr 


Leu 


Pro 


Leu 


Asp 


Lys 


Glu 


Gin 

Vj All 


Gin 


-uys lie lie Asp Leu lie 




50 


















ou 


His 


Ala 


Leu 


Ser 


Glu 


lie 


Ser 


Gin 


Val 


Phe 


Tvr Phe Gill Aen Ui e 
A jr' t iriifej uiu v^-ty nSn nl5 


65 










70 










75 80 


Asp 


Phe 


Ser 


Met 


Arg 


Phe 


Val 


Phe 


Asn 


Ser 


Lys Val Met Val Phe Glu 










85 










90 


95 


Arg 


Gin 


Asn 


Gin 


Pro 


Ala 


Leu 


Phe 


Gin 


Tyr 


Asp Asn Lys Arg Phe Leu 








100 










105 




110 


Leu 


Ala 


His 


Gly 


Asp 


Leu 


Phe 


He 


Thr 


Lys 


Ala Tyr Glu Phe Tyr He 






115 










120 






125 


Thr 


Gin 


Leu 


Thr 


Ser 


Thr 


Trp 


Ala 


Arg 


Phe 


Phe Leu Thr Phe Leu Asn 




130 










135 








140 


Leu 


Leu 


Ser 


Phe 


Lys 


Thr 


Leu 


Tyr 


Pro 


Phe 





145 150 



(2) INFORMATION FOR SEQ ID NO: 534: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: . 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. ..67 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 53 4 

Met Gin Asp Leu Asp Asn Asn Met Ser Leu Asp Thr Ala His Asn Thr 

1 5 10 15 

Leu Ser Ser Asn Gly Lys Asn He Thr He Ala Gly Val Val Lys Ala 

.20 25 30 

Leu Gin Lys He Gly Val Ser Ala Lys Gly Met Val Ser He Leu Gin 

35 40 45 

Ala Leu Lys Lys Ser Gly Ala He Ser Ala Lys Trp Arg Tyr Tyr Asp 

50 55 60 

Lys Gin Gin 
65 



(2) INFORMATION FOR SEQ ID NO: 534: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 
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(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .67 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 534 

Met Gin Asp Leu Asp Asn Asn Met Ser Leu Asp Thr Ala His Asn Thr 

15 10 is 

Leu Ser Ser Asn Gly Lys Asn lie Thr He Ala Gly Val Val Lys Ala 

20 25 30 

Leu Gin Lys He Gly Val Ser Ala Lys Gly Met Val Ser He Leu Gin 

35 40 45 

Ala Leu Lys Lys Ser Gly Ala He Ser Ala Lys Trp Arg Tyr Tyr Asp 

50 55 60 

Lys Gin Gin 
65 



(2) INFORMATION FOR SEQ ID NO: 535: 

(i) SEQUENCE CHARACTERISTICS : 

<A) LENGTH: 313 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1...313 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53 5 

Val Gin Pro Met Lys Ser Lys Lys Leu Tyr Leu Ala Leu He He Gly 

1 5 10 15 

Val Leu Leu Ala Phe Leu Thr Leu Ser Ser Trp Leu Gly Asn Ser Gly 

20 25 30 

Leu Val Gly Arg Phe Gly Val Trp Phe Ala Ala He Asn Lys Lys Tyr 

35 40 45 

Phe Gly Tyr Leu Ser Leu He Asn Leu Pro Tyr Leu Ala Trp Val Leu 

50 55 60 

Phe Leu Leu Tyr Arg Ala Lys Asn Pro Phe Thr Glu He Val Leu Glu 
65 70 75 80 

Lys Thr Leu Gly His Leu Leu Gly He Leu Ser Leu Leu Phe Leu Gin 

85 90 95 

Ser Ser Leu Leu Asn Gin Gly Glu He Gly Asn Ser Ala Arg Leu Phe 

100 105 no 

Leu His Pro Phe He Gly Asp Phe Gly Leu Tyr Val Leu He Met Leu 

115 120 125 

Met Val Val He Ser Tyr Leu He Leu Phe Lys Leu Pro Pro Lys Ser 

130 135 140 

Val Phe Tyr Pro Tyr Met Asn Lys Thr Gin Ser Leu Leu Lys Glu He 
145 150 155 160 

Tyr Lys Gin Cys Leu Gin Ala Phe Ser Pro Asn Phe Ser Leu Lys Lys 

165 170 , 175 

Glu Gly Phe Glu Asn Thr Pro Ser Asp Ser Gin Lys Lys Glu Thr Asn 

180 185 190 

Asn Asp Lys Glu Lys Glu Asn Leu Lys Glu Asn Pro He Asp Glu Asn 

195 200 205 

His Asn Thr Pro Asn Glu Glu Ser Phe Leu Ala He Pro Thr Pro Tyr 
210 215 220 
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Asn 


Thr Thr Leu 


Asn 




Ser 


Glu 


225 






230 






Ser 


Pro His Pro 


Pro 


Thr 


His 


Tyr 






245 






Phe 


Asp Asp Leu 


Thr 


Asn 


Pro 


Thr 




260 










Lys 


Glu Arg Glu 


Pro 


Thr 


Leu Lys 




275 








280 


Pro 


lie Met Pro 


lie 


Ser 


Ala 


Ser 




290 






295 




Lys 


Thr Thr Lys 


Pro 


Leu 


Thr 


Thr 


305 






310 







444 

Pro Gin Glu Gly Leu Val Gin lie 
235 240 
Thr He Tyr Pro Lys Arg Asn Arg 

250 255 
Leu Lys Glu Pro Lys Gin Glu Thr 
265 270 
Lys Glu Thr Pro Thr Thr Leu Lys 
285 

Thr Gin Lys He Met Thr Lys Gin 
300 

Pro 



<2) INFORMATION FOR SEQ ID NO: 53 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 319 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .319 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53 6 

Val Met Leu Ser Arg Asp He Val Gin Tyr Ser Lys He Arg Thr Glu 

15 10 15 

Leu Tyr Ala Tyr Leu Thr Tyr Leu Phe Ser His Asn He Arg Asn His 

20 25 30 

Leu Pro Glu He Thr Leu Asp Tyr Leu Asn Arg Gin He Ser Lys Met 

35 40 ^45 

Gin Ala Glu He Lys Met Ala Lys Ser Phe Phe Val Leu Asp Ala Lvs 

50 55 eo 

Gly Met Leu Met Leu Lys Pro Ser Gin Phe Lys Glu Gin Gly His Lys 
65 70 75 80 

Glu Gly Leu Leu Glu His Asp Leu Thr Glu Gly He Glu Leu Glu Ser 

85 90 95 

His Val Ser Phe Ser Asp Lys Tyr Tyr Phe Tyr Gin Ala Val Asn Glu 

100 105 no 

Lys Arg Cys He Leu Thr Asp Pro Tyr Pro Ser Lys Lys Gly Asn His 

115 120 125 

Leu Val Val Ser Ala Ser Tyr Pro Val Tyr Asp Gin Asn Asn Asp Leu 

130 135 140 

Ala Phe Val Val Cys Leu Gin He Pro Leu Arg Val Ala He Glu He 
145 150 155 leo 

Ser Ser Pro Ser Lys Tyr Phe Lys Thr Phe Ser Glu Gly Ser Met Val 

165 170 175 

Met Tyr Phe Met He Ser He Met Leu Thr Leu Val Ser Leu Leu Leu 

180 185 190 

Phe Val Lys Cys He Ser Ser Phe Trp Thr Ala He Val His Phe Ser 

195 200 205 

Ser Phe Asp He Lys Glu Val Phe His Pro He Val Leu Leu Thr Leu 

210 215 220 

Ala Leu Ala Thr Phe Asp Leu Val Lys Ala He Phe Glu Glu Glu Val 
225 230 235 240 

Leu Gly Lys Asn Ser Gly Asp Asn His His Ala lie His Arg Thr Met 
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245 




250 




255 


lie Arg Phe Leu 


Gly 


Ser 


He He He Ala 


Leu Ala He 


Glu Ala Leu 


260 






265 




270 


Met Leu Val Phe 


Lys 


Phe 


Ser Val Ser Glu 


Pro Asp Lys 


He Thr Tyr 


275 






280 


285 




Ala Val Tyr Leu 


Ala 


He 


Gly Val Ala Val 


Leu Leu He 


Ser Leu Ala 


.290 






295 


300 




He Tyr Val Lys 


Phe 


Ala 


Tyr Ser Val Leu 


Pro Lys Arg Glu Arg 


305 




310 




315 




{2) INFORMATION 


FOR 


SEQ 


ID NO: 537: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .118 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 537 



Met Val He 


His 


Glu 


Lys 


He 


Lys 


Ser 


Arg Phe Ser Arg Asn Trp Ser 


1 




5 










10 .15 


Leu Arg Asn 


Arg 


Gly 


Arg 


His 


Phe 


Ala 


Ser Ser Ser Val Tyr Phe Phe 




20 










25 


30 


Ser Leu Leu 


Val 


He 


Thr 


Ala 


Val 


Asn 


Arg Ser Ser Ala Val Ala Trp 


35 










40 




45 


Leu Leu Met 


Pro 


Glu 


His 


Leu 


He 


Gly 


Trp Phe Leu He Ser Phe Ser 


50 








55 






60 


Gly Glu Phe 


Val 


Ala 


Asp 


Met 


Ala 


Phe 


Gly Lys Lys Ser Lys He Phe 


65 






70 








75 80 


Lys Thr Arg 


Phe 


Gly 


He 


Ser 


He 


Val 


Ser Gly Val Ser Leu Leu Leu 






85 










90 95 


Gly Ala Tyr 


Gin 


Arg 


Phe 


Tyr 


Phe 


Leu 


Tyr Gly Leu Ala Leu Leu He 




100 










105 


110 


Gly Gly Leu 


Ser 


Phe 


Leu 










115 
















(2) INFORMATION 


FOR 


SEQ 


ID NO:538: 





<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 88 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



{ix) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc — feature 
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(B) LOCATION 1. . .88 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 538 



Leu 


His Pro 


Leu 


Ala 


Asp 


Val 


Phe 


Val Val Asn Asp Lys Arg Unk Val 


1 






5 








10 15 


Leu 


Ala Met 


Val 


Unk 


Met 


Leu 


He 


Unk Ser Leu Ala Asn He Phe Phe 






20 










25 30 


Asn 


Tyr Leu 


Phe 


He 


Phe 


Unk 


Leu 


Glu Val Gly Val Gin Gly Unk Ala 




35 










40 


45 


He 


Val Thr 


Val 


He 


Gly 


His 


Ala 


lie Gly Gly Leu Val Leu Met Gin 




50 








55 




60 


His 


Phe Trp 


Arg 


Lys 


Lys 


Gly 


Glu 


Leu Tyr Phe He Lys Leu He Phe 


65 








70 






75 80 


Phe 


He Phe 


Ser 


His 


Phe 


Phe 


Ser 










85 











(2) INFORMATION FOR SEQ ID NO: 538: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 88 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 



<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

{ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...88 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 538 



Leu His Pro Leu 


Ala 


Asp 


Val 


Phe 


1 


5 








Leu Ala Met Val 


Unk 


Met 


Leu 


He 


20 










Asn Tyr Leu Phe 


He 


Phe 


Unk 


Leu 


35 








40 


He Val Thr Val 


He 


Gly 


His 


Ala 


50 






55 




His Phe Trp Arg 


Lys 


Lys 


Gly Glu 


65 




70 






Phe He Phe Ser 


His 
85 


Phe 


Phe 


Ser 



Val Val Asn Asp Lys Arg Unk Val 

10 . 15 
Unk Ser Leu Ala Asn He Phe Phe 
25 30 
Glu Val Gly Val Gin Gly Unk Ala 
45 

He Gly Gly Leu Val Leu Met Gin 
60 

Leu Tyr Phe He Lys Leu He Phe 
75 80 



(2) INFORMATION FOR SEQ ID NO: 53 9: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 



(iii) HYPOTHETICAL: YES 



<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 
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(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .92 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53 9 



Met 


Phe Lys Ser 


Arg 


Leu 


Asn 


Ser 


Trp 


He Leu Leu Gly He Leu Gly 


1 




5 










10 15 


Val 


Leu Val Val 


Val 


Phe 


Trp 


Asp 


Val 


He Lys Tyr Lys He Glu Asp 




20 










25 


30 


Leu 


Gin His Asp 


His 


Tyr 


Leu 


Ser 


Gin 


Val Lys Glu Arg Glu Glu Tyr 




35 








40 




45 


Tyr 


Lys Asn His 


He 


Glu 


Glu 


Ala 


Leu 


Lys Lys Asp Ser Glu Cys Phe 


50 






55 






60 


Glu 


Lys Gly Gly 


Asp 


Lys 


Val 


Asp 


Cys 


Ser Ala Ala Met Arg He Ala 


65 






70 








75 80 


Ala 


Gly Glu Arg 


Asn 


Arg 


Arg 


Met 


Leu 


Glu He Lys 






85 










90 


(2) 


INFORMATION 


FOR 


SEQ 


ID NO:540: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 138 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi> ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .138 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 540 



Met Val 


Phe 


Trp 


Gly 


Ala 


Val 


Phe 


Phe 


Leu 


Trp 


Asp Arg Thr Ala Trp 


1 






5 










10 




15 


Lys Arg 


Leu 


Met 


Val 


Phe 


Leu 


Asn 


Ser 


Leu 


Unk 


Unk Met Leu Ala Ala 




20 










25 






30 


Leu Ser 


Leu 


Gly 


Ser 


Phe 


Leu 


Gly 


Ala 


Trp 


He 


Lys Asn Glu Ala His 




35 










40 








45 


Thr Thr 


Gin 


He 


Val 


Leu 


He 


Ser 


Ser 


Leu 


Pro 


Leu He Phe Met Met 


50 










55 










60 


Gly Phe 


Val 


Trp 


Pro 


Phe 


Glu 


Ser 


Leu 


Pro 


Ser 


Tyr Leu Gin Val Phe 


65 








70 










75 


80 


Val Gin 


He 


Val 


Pro 


Ala 


Tyr 


His 


Gly 


He 


Ser 


Leu Leu Gly Arg Leu 








85 










90 




95 


Asn Gin 


Met 


His 


Ala 


Glu 


Phe 


He 


Asp 


Val 


Ser 


He His Phe Tyr Ala 






100 










105 






110 


Leu He 


Ala 


He 


Phe 


He 


Val 


Ser 


Phe 


He 


Gly 


Cys Val Phe Lys Leu 




115 










120 








125 


Ser Ser 


Leu 


Lys 


Lys 


Ala 


Cys 


Glu 


Asn 


Ala 







130 135 



(2) INFORMATION FOR SEQ ID NO: 541: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .276 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 541 



Met 


Leu 


Arg 


Lys 


Asn 


He 


Leu 


Ala 


Tyr 


Tyr 


Gly Ala Asn Phe 


Leu Leu 


1 








5 










10 




15 


lie 


He 


Ala 


Gin 


Ser 


Leu 


Pro 


His 


Ala 


He 


Leu Thr Pro Leu 


Leu Leu 








20 










25 




30 




Ser 


Lys 


Gly 


Leu 


Ser 


Leu 


Ser 


Glu 


He 


Leu 


Leu Val Gin Thr 


Phe Phe 




35 










40 






45 




Ser 


Phe 


Cys 


Val 


Leu 


Val 


Ala 


Glu 


Tyr 


Pro 


Ser Gly Val Leu 


Ala Asp 




50 










55 








60 




Leu 


Met 


Ser 


Arg 


Lys 


Asn 


Leu 


Phe 


Leu 


Val 


Ser Asn Val Phe 


Leu He 


65 










70 










75 


80 


Ala 


Ser 


Phe 


Ser 


Leu 


Val 


Leu 


Phe 


Phe 


Asp 


Ser Phe He Leu 


Met Leu 










85 










90 




95 


Leu 


Ala 


Trp 


Gly 


Leu 


Tyr 


Gly 


Leu 


Tyr 


Ser 


Ala Cys Ser Ser 


Gly Thr 








100 










105 




110 




He 


Glu 


Ala 


Ser 


Leu 


He 


Thr 


Asp 


He 


Lys 


Glu Asn Lys Lys 


Asp Leu 






115 










120 






125 




Ser 


Lys 


Phe 


Leu 


Ala 


Lys 


Asn 


Asn 


Gin 


He 


Thr Tyr Leu Gly 


Met He 




130 










135 








140 




He 


Gly 


Ser 


Ser 


Leu 


Gly 


Ser 


Phe 


Leu 


Tyr 


Leu Lys Val His 


Ala Met 


145 










150 










155 


160 


Leu 


Tyr 


Val 


Val 


Gly 


He 


Phe 


Leu 


He 


Met 


Leu Cys Ala Leu 


Thr He 










165 










170 




175 


He 


He 


Tyr 


Phe 


Lys 


Glu 


Lys 


Glu 


Gly 


Asp 


Phe Lys Ser Gin 


Lys Asn 








180 










185 




190 




Leu 


Lys 


Leu 


Leu 


Lys 


Glu 


Gin 


Val 


Lys 


Gly 


Ser Leu Lys Glu 


Leu Lys 






195 










200 






205 




Asp 


Asn 


Pro 


Lys 


Leu 


Lys 


He 


Leu 


Leu 


Val 


Gly His Leu He 


Thr Pro 




210 










215 








220 




Val 


Phe 


Phe 


Met 


Ser 


His 


Phe 


Gin 


Met 


Trp 


Gin Ala Tyr Phe 


Leu Lys 


225 










230 










235 


240 


Gin 


Gly 


Val 


Lys 


Glu 


Gin 


Tyr 


Leu 


Phe 


Val 


Phe Tyr He Ala 


Phe Gin 










245 










250 




255 


Val 


lie 


Ser 


He 


Pro 


His 


Ser 


Phe 


Phe 


Lys 


Ser Gin Lys Leu 


Unk Ala 








260 










265 




270 




Lys 


hys 


Ser 


Pro 






















275 




















b) 


INFORMATION 


FOR 


SEQ 


ID NO: 541: 









(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii> HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .276 

<xi> SEQUENCE DESCRIPTION: SEQ ID NO: 541 



Met 


Leu Arg 


Lys 


Asn 


TI- 
116 


Leu 


Ala 


Tyv 


Tyr Gly Ala Asn 


DViq T.aii T.Ait 
rlic Lieu ticu 


1 






3 










i ft 




lie 


lie Ala 


Gin 


Ser 


Leu 


Pro 


His 


Ala 


He Leu Thr Pro 


Leu Leu Leu 




















J u 


Ser 


Lys Gly 


Leu 


Ser 


Leu 


Ser 


Glu 


Ti- 
ne 


Leu Lieu vai (?in 


inr irne j^ne 














40 




43 




Ser 


Phe Cys 


Val 


Leu 


Val 


Ala 


Glu 


Tyr 


Pro Ser Gly Val 


Leu Ala Asp 




50 








55 






60 




Leu 


Met Ser 


Arg 


Lys 


Asn 


Leu 


Phe 


Leu 


Val Ser Asn Val 


Phe Leu He 


65 








70 








75 


80 


Ala 


Ser Phe 


Ser 


Leu 


Val 


Leu 


Phe 


Phe 


Asp Ser Phe He 


Leu Met Leu 








85 










90 


9 5 


Leu 


Ala Trp 


Gly 


Leu 


Tyr 


Gly 


Leu 


Tyr 


Ser Ala Cys Ser 


Ser Gly Thr 






100 










105 




110 


lie 


Glu Ala 


Ser 


Leu 


He 


Thr 


Asp 


He 


Lys Glu Asn Lys 


Lys Asp Leu 




115 










120 




125 




Ser 


Lys Phe 


Leu 


Ala 


Lys 


Asn 


Asn 


Gin 


He Thr Tyr Leu 


Gly Met He 




130 








135 






140 




lie 


Gly Ser 


Ser 


Leu 


Gly 


Ser 


Phe 


Leu 


Tyr Leu Lys Val 


His Ala Met 


145 








150 








155 


160 


Leu 


Tyr Val 


Val 


Gly 


He 


Phe 


Leu 


He 


Met Leu Cys Ala 


Leu Thr He 






165 










170 


175 


lie 


He Tyr 


Phe 


Lys 


Glu 


Lys 


Glu 


Gly 


Asp Phe Lys Ser 


Gin Lys Asn 






180 










185 




190 


Leu 


Lys Leu 


Leu 


Lys 


Glu 


Gin 


Val 


Lys 


Gly Ser Leu Lys 


Glu Leu Lys 




195 










200 




205 




Asp 


Asn Pro 


Lys 


Leu 


Lys 


He 


Leu 


Leu 


Val Gly His Leu 


He Thr Pro 




210 








215 






220 




Val 


Phe Phe 


Met 


Ser 


His 


Phe 


Gin 


Met 


Trp Gin Ala Tyr 


Phe Leu Lys 


225 








230 








235 


240 


Gin 


Gly Val 


Lys 


Glu 


Gin 


Tyr 


Leu 


Phe 


Val Phe Tyr He 


Ala Phe Gin 








245 










250 


255 


Val 


He Ser 


He 


Pro 


His 


Ser 


Phe 


Phe 


Lys Ser Gin Lys 


Leu Unk Ala 






260 










265 




270 


Lys 


Lys Ser 


Pro 

















275 



(2) INFORMATION FOR SEQ ID NO: 542: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 254 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1, . .254 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 542 



Met His 


Glu 


Gin 


Gly 


Ser 


He 


Ser 


Phe 


He 


Gly 


Glu Gin Gly Ala Lys 


a 






5 










10 




15 


Arg Leu 


Leu 


Tyr 


He 


Leu 


Tyr 


Lys 


Leu 


Ala 


Phe 


Asn Ala Lys Ser Asn 




20 










25 






30 


Lys lie 


Ala 


Leu 


Asp 


Arg 


His 


Tyr 


Ala 


Lys 


Met 


Phe Leu Gin Val Val 


35 










40 








45 


Ala Arg 


Thr 


Leu 


He 


Lys 


Asn 


Val 


Asn 


He 


Leu 


Glu Glu Gin Gly Phe 


50 










55 










60 


He Glu 


Val 


He 


Lys 


Gly 


Lys 


Gin 


Arg 


Tyr 


Leu 


Tyr Val Tyr Leu Lys 


65 








70 










75 


80 


Asp Tyr 


Arg 


Glu 


Leu 


Glu 


Cys 


Leu 


Val 


Lys 


Ser 


Lys Met Ala Lys Tyr 






85 










90 




95 


Val Met 


Tyr 


Leu 


Arg 


Gin 


Phe 


Phe 


Asp 


Tyr 


Leu 


Asp Arg Lys Arg Arg 






100 










105 






110 


Tyr Gly 


Phe 


Asp 


Phe 


Thr 


Leu 


Lys 


Asn 


Leu 


Ala 


Phe Ala Lys Thr Lys 


115 










120 








125 


Glu Ser 


Leu 


Pro 


Arg 


His 


Leu 


Asn 


Asp 


Lys 


Asp 


Leu Lys Ser Phe Leu 


130 










135 










140 


Lys Thr 


Leu 


Leu 


Asp 


Tyr 


Lys 


Pro 


Ala 


Thr 


Ser 


Phe Glu Lys Arg Asn 


145 








150 










155 


160 


Lys cys 


He 


Leu 


Leu 


He 


Val 


He 


Leu 


Gly 


Gly 


Leu Arg Lys Cys Glu 






165 










170 




175 


Val Leu 


Asn 


He 


Glu 


Leu 


Lys 


His 


He 


Gin 


Val 


Glu Glu Gin Asn Tyr 






180 










185 






190 


Ser He 


Leu 


He 


Gin 


Gly 


Lys 


Gly 


Arg 


Lys 


Glu 


Arg Lys Ala Tyr He 




195 










200 








205 


Lys Lys 


Ser 


Leu 


Leu 


Glu 


Pro 


Ser 


Leu 


Asn 


Ala 


Trp He Ser Asp Asp 


210 










215 










220 


Tyr Arg 


Leu 


Lys 


Tyr 


Phe 


Asn 


Gly 


Ala 


Tyr 


Leu 


Phe Lys Lys Asp Lys 


225 








230 










235 


240 


Gin Lys 


Ser 


Gin 


Asn 


Ser 


Leu 


Thr 


Leu 


Tyr 


Asn 


Leu Ser Pro 



245 250 



(2) INFORMATION FOR SEQ ID NO: 543: 

(i) SEQUENCE CHARACTERISTICS j 

(A) LENGTH: 185 amino acids 
<B) TYPE:, amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .185 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 543 

Val Val Phe Lys He Leu Ser Leu Trp Leu Gly Val Phe Cys Phe Leu 

1 5 10 15 

Arg Ala Thr His Leu Tyr Leu Gly Glu Glu Pro Lys Tyr Lys Asp Asn 

20 25 30 

Phe Thr His Phe Glu Tyr Ala Asn Pro Asn Ala Arg Lys Gly Gly Val 

35 40 45 

Leu Arg Asn Asp Ala He Gly Thr Phe Asp Ser Leu Asn Pro Phe Ala 

50 55 60 

Leu Lys Gly Thr Lys Ala Glu Gly Leu Asp Leu He Tyr Asp Thr Leu 
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€5 


70 






Met Val Gin 


Ser Leu Asp 


Glu 


Pro 




85 






Lys Asp Ala 


#*h i ft n i 

Glu Val Ala 


Lys Asp 




100 






Asp Lys Arg 


Ala Arg Phe 


Ser 


Asn 


115 






120 


Val Lys Phe 


Ser Phe Asp 


Thr 


He 


130 




135 




Arg Gin Tyr 


Tyr Gin Asp 


Val 


Lys 


145 


150 






His Val Lys 


Phe lie Tyr 


Lys 


Thr 




165 






lie Leu Gly 


Gin Leu Gin 


He 


Phe 




180 







75 80 
Phe Ala Glu Tyr Pro Leu He Ala 

90 95 
Asn Ser Tyr Val He Phe Thr Leu 
105 110 
Asn Ala Pro He Leu Ala Ser Asp 
125 

Met Lys Leu Gly Ser Pro Leu Tyr 
140 

Lys Ala Val He Leu Asp Lys His 
155 160 
Thr Glu Asn Lys Glu Leu Pro Leu 
170 175 

Ser 
185 



[2) INFORMATION FOR SEQ ID NO: 544: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .37 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 544 

Val Ala Met He Asp Cys Ala He He Gly Gly Gly Pro Ala Gly Leu 

15 10 15 

Ser Ala Gly Leu Tyr Ala Thr Arg Gly Gly Val Lys Asn Ala Val Leu 

20 25 30 

Phe Glu Lys Gly Met 
35 



(2) INFORMATION FOR SEQ ID NO: 545: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .93 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:545 
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Leu 


Tyr Pro Pro 


Gly 


Ser 


Val 


Val Lys 


Met 


Gly Val Gly Leu Ser Phe 


1 


5 








10 


15 


Leu 


Glu Asn Leu 


His 


He 


Thr 


Glu Asn 


Thr 


Thr He Pro Thr Pro Pro 




20 








25 




30 


Phe 


lie Glu Val 


Gly 


Lys 


Arg 


Lys Phe 


Arg 


Asp Trp Lys Lys Thr Gly 




35 








40 




45 


His 


Gly Asn Ser 


Asn 


Leu 


Tyr 


Lys Ala 


He 


Arg Glu Ser Val Asp Val 




50 






55 






60 


Tyr 


Phe Tyr Lys 


Phe 


Gly 


Leu 


Glu He 


Ser 


lie Glu Unk Leu Ser Lys 


€5 




70 








75 80 


Unk 


Phe Lys Unk 


Ser 


Gly 


Leu 


Trp Gly 


Lys 


Asn Gly Arg 






85 








90 




(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 545: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .93 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 545 



Leu Tyr Pro Pro 


Gly 


Ser 


Val Val 


Lys 


Met Gly Val Gly Leu Ser Phe 


1 


5 








10 15 


Leu Glu Asn Leu 


His 


He 


Thr Glu 


Asn 


Thr Thr He Pro Thr Pro Pro 


20 








25 


30 


Phe He Glu Val 


Gly 


Lys 


Arg Lys 


Phe 


Arg Asp Trp Lys Lys Thr Gly 


35 






40 




45 


His Gly Asn Ser 


Asn 


Leu 


Tyr Lys 


Ala 


He Arg Glu Ser Val Asp Val 


50 






55 




60 


Tyr Phe Tyr Lys 


Phe 


Gly 


Leu Glu 


He 


Ser He Glu Unk Leu Ser Lys 


65 




70 






75 80 


Unk Phe Lys Unk 


Ser 


Gly 


Leu Trp 


Gly 


Lys Asn Gly Arg 




85 








90 


(2) INFORMATION 


FOR 


SEQ 


ID NO:546: 





(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 182 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .182 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 546 



Val Gly 


Lys 


Ser 


Leu 


Arg 


Tyr 


Ser 


Jbeu 


Asn 


Lieu Asp beu 


Asn Gin Lys 


1 






c 

D 










J. u 






15 


Ala Asp 


Leu 


Phe 


Pne 


Thr 


Glu 


Leu 




riO 


lnr Vjiy jjeu 


Thr 


Leu Ser 




20 










0^ 
A D 






30 




Pro He 


Met 


Lys 


Arg 


t*ne 


Thr 




Lys 






Ser Gly Leu 




3d 




















Lys Ser 


Tyr 


Asp 


Met 


ser 


Tyr 


we u 


Tyr 


Ala 
Ala 


Car T.oil 1 n 

aei ucu V7j.11 


Ala 


He Ser 


50 


















ou 






Ala He 


Arg 


Arg 


Leu 


Pro 


Leu 


Giy 


Leu 


Tyr 


ASp vsXy Val 


His 


Val Tyr 


65 








70 










75 




80 


Ser Lys 


Thr 


Pro 


Met 


Lys 


Asp 


He 


Glu 


Lys 


Leu Arg Asn 


Ala 


Leu Lys 






85 










90 






95 


Thr He 


Asn 


His 
100 


His 


Gly 


He 


Gly 


He 
105 


Glu 


Gly Trp Trp 


Gin 
110 


Gin Asn 


Gly Asn 


Phe 


Phe 


Ser 


Ala 


Met 


Glu 


Leu 


Glu 


Lys Arg Ala 


Leu 


Phe He 


115 










120 






125 






Val Leu 


Met 


Leu 


He 


He 


Leu 


Met 


Ala 


Ser 


Leu Asn He 


He 


Ser Ser 


130 










135 








140 






Leu Leu 


Met 


Val 


Val 


Met 


Asn 


Arg 


Arg 


Lys 


Glu He Ala 


Leu 


Leu Phe 


145 








150 










155 




160 


Ser Met 


Gly 


Ser 


Ser 


Gin 


Lys 


Glu 


He 


Gin 


Lys Thr Phe 


Phe 


Tyr Leu 






165 










170 






175 


Gly Asn 


He 


He 
180 


Ser 


Leu 

















(2) INFORMATION FOR SEQ ID NO: 547: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 247 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .247 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 547 



Met Lys Lys 


Thr 


Phe 


Leu 


He 


Ala 


Leu 


Ala 


Leu 


Thr Ala Ser Leu He 


1 




5 










10 




15 


Gly Ala Glu 


Asn 


Thr 


Lys 


Trp 


Asp 


Tyr 


Lys 


Asn 


Lys Glu Asn Gly Pro 


20 










25 






30 


His Arg Trp 


Asp 


Lys 


Leu 


His 


Lys 


Asp 


Phe 


Glu 


Val Cys Lys Ser Gly 


35 










40 








45 


Lys Ser Gin 


Ser 


Pro 


He 


Asn 


He 


Glu 


His 


Tyr 


Tyr His Thr Gin Asp 


50 








55 










60 


Lys Ala Asp 


Leu 


Gin 


Phe 


Lys 


Tyr 


Ala 


Ala 


Ser 


Lys Pro Lys Ala Val 


65 






70 










75 


80 


Phe Phe Thr 


His 


His 


Thr 


Leu 


Lys 


Ala 


Ser 


Phe 


Glu Pro Thr Asn His 






85 










90 




95 


He Asn Tyr 


Arg 


Gly 


His 


Asp 


Tyr 


Val 


Leu 


Asp 


Asn Val His Phe His 


100 










105 






110 


Ala Pro Met 


Glu 


Phe 


Leu 


He 


Asn 


Asn 


Lys 


Thr 


Arg Pro Leu Ser Ala 


115 










120 








125 
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His 


Phe 
130 


Val 


His 


Lys 


Asp 


Ala 
135 


Lys 


Gly Arg 


Leu Leu Val Leu 
140 


Ala He 


Gly 


Phe 


Glu 


Glu 


Gly 


Lys 


Glu 


Asn 


Pro Asn 


Leu Asp Pro He 


Leu Glu 


145 










150 








155 


160 


Gly 


He 


Gin 


Lys 


Lys 


Gin 


Asn 


Leu 


Lys Glu 


Val Ala Leu Asp Ala Phe 










165 








170 




175 


Leu 


Pro 


Lys 


Ser 


He 


Asn 


Tyr 


Tyr 


His Phe 


Asn Gly Ser Leu Thr Ala 








180 










185 


190 




Pro 


Pro 


Cys 
195 


Thr 


Glu 


Gly 


Val 


Ala 
200 


Trp Phe 


Val He Glu Glu 
205 


Pro Leu 


Glu 


Val 
210 


Ser 


Ala 


Lys 


Gin 


Leu 
215 


Ala 


Glu He 


Lys Lys Arg Met 
220 


Lys Asn 


Ser 


Pro 


Asn 


Gin 


Arg 


Pro 


Val 


Gin 


Pro Asp 


Tyr Asn Thr Val 


He He 


225 










230 








235 


240 


Lys 


Ser 


Ser 


Ala 


Glu 
245 


Thr 


Arg 











(2) INFORMATION FOR SEQ ID NO: 548: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 422 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii> MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .422 



<xi> SEQUENCE DESCRIPTION: SEQ ID NO: 548 



Met Lys 


He 


Ser 


Leu 


Leu 


Gly 


His 


Gly 


Lys 


Thr 


Thr Leu Ala Leu Gly 


1 






5 










10 




15 


Arg Phe 


Phe 


Lys 


Lys 


Asn 


His 


Asn 


Glu 


Val 


Lys 


Phe Phe Asp Asp Lys 






20 










25 






30 


Phe Pro 


Ala 


Phe 


Phe 


Lys 


Asp 


Ser 


Glu 


Gly 


Phe 


Leu Cys Tyr Pro Ser 




35 










40 








45 


Lys Asp 


Phe 


Asn 


Pro 


Asn 


Asp 


Ser 


Gin 


Leu 


Glu 


He Val Ser Pro Gly 


50 










55 










60 


He Ser 


Phe 


Thr 


His 


Pro 


Leu 


Val 


Met 


Lys 


Ala 


Lys His Leu Met Ser 


65 








70 










75 


80 


Glu Tyr 


Asp 


Tyr 


He 


Asp 


Ser 


Leu 


Phe 


Asp 


His 


Ser Phe Thr Pro Thr 








85 










90 




95 


Met He 


Ser 


He 


Ser 


Gly 


Thr 


Asn 


Gly 


Lys 


Thr 


Thr Thr Thr Glu Met 






100 










105 






110 


Leu Thr 


Thr 


Leu 


Leu 


Glu 


Asp 


Phe 


Lys 


Ala 


Val 


Ser Gly Gly Asn He 




115 










120 








125 


Gly Thr 


Pro 


Leu 


He 


Glu 


Leu 


Phe 


Glu 


Lys 


Arg 


Ser Pro Leu Trp Val 


130 










135 










140 


Leu Glu 


Thr 


Ser 


Ser 


Phe 


Ser 


Leu 


His 


Tyr 


Thr 


Asn Lys Ala Tyr Pro 


145 








150 










155 


160 


Leu He 


Tyr 


Leu 


Leu 


He 


Asn 


Val 


Glu 


Ala 


Asp 


His Leu Thr Trp His 








165 










170 




175 


Cys Asn 


Phe 


Glu 


Asn 


Tyr 


Leu 


Asn 


Ala 


Lys 


Leu 


Lys Val Leu Thr Leu 






180 










185 






190 


Met Pro 


Lys 


Thr 


Ser 


Leu 


Ala 


He 


Leu 


Pro 


Leu 


Lys Phe Lys Glu His 




195 










200 








205 


Pro He 


Val 


Gin 


Asn 


Ser 


Gin 


Ala 


Gin 


Lys 


He 


Phe Phe Asp Lys Ser 
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210 
Glu Glu Val 
225 

Lys Gly Ala 

Gin Phe Leu 

Ala Leu Lys 
275 

Glu Phe Arg 

290 
Thr Asn lie 
305 

Lys lie His 

Pro Leu Phe 

Gly Ser Ser 
355 

Ser Cys Gin 

370 
Ser Val Leu 
385 

Ser Leu Asp 
Ala Phe Val 



Leu Glu 

Phe Leu 
245 
Lys lie 
260 

Arg Leu 

Asp Lys 

Asp Ala 

Leu lie 
325 
Glu Glu 
340 

Ala Ser 

Val Cys 

Leu Gin 

Gin Phe 
405 
Leu Lys 
420 



215 
Cys Leu 
230 

Leu Asp 

Lys Asn 

Asn Ala 

Gin Gly 
295 
Thr Leu 
310 

Leu Gly 

Phe Lys 

He He 

Leu Lys 
375 
Asn Glu 
390 

Ser Ser 



220 

Lys He Pro Ser Asn Ala Leu Phe Phe 
235 240 
Ala Ala Leu Ala Leu Leu Val Tyr Glu 

250 255 
Leu Lys Trp Gin Asp Tyr Arg Glu Asn 

265 270 
Phe Lys lie Gly Ser His Lys Met Glu 
280 285 
Arg Leu Trp Val Asp Asp Ser Lys Ala 
300 

Gin Ala Leu Lys Thr Phe Lys Asn Gin 
315 320 
Gly Asp He Lys Gly Val Asn Leu Thr 

330 335 
Asn Tyr Lys He Ser Leu Tyr Ala He 

345 350 
Gin Ala Leu Ala Leu Glu Phe Asn Val 
360 365 
Leu Glu Lys Ala Val Gin Glu He Lys 
380 

Val Ala Leu Leu Ser Pro Ser Ala Ala 
395 400 
Tyr Lys Glu Arg Gly Glu Lys Phe Lys 
410 415 



Asp 



(2) INFORMATION FOR SEQ ID NO: 54 9: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .60 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 549 

Met Ala His His Unk Glu Gin His Gly Gly His His His His His His 

! 5 10 15 

His Thr His His His His Tyr His Gly Gly Glu His His His His His 

20 25 30 

His Ser Ser His His Glu Glu Gly Cys Cys Ser Thr Ser Asp Ser His 

35 40 45 

His Gin Glu Glu Gly Cys Cys His Gly Unk His Glu 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 549: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1. . .60 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 549 

Met Ala His His Unk Glu Gin His Gly Gly His His His His His His 

15 10 15 

His Thr His His His His Tyr His Gly Gly Glu His His His His His 

20 25 30 

His Ser Ser His His Glu Glu Gly Cys Cys Ser Thr Ser Asp Ser His 

35 40 45 

His Gin Glu Glu Gly Cys Cys His Gly Unk His Glu 
50 55 60 



<2) INFORMATION FOR SEQ ID NO: 550: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...54 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 550 

Met Lys Glu He He Val Ala Leu Val Gly Gin Pro Asn Val Gly Lys 

1 5 10 15 

Ser Ser Leu He Asn Ala Leu Ser Asn Thr His Leu Lys Val Gly Asn 

20 25 30 

Phe Thr Glu Val Thr Val Asp Lys Met Glu Val Ser Leu He Gin Lys 

35 40 45 

Asp His Gin He Asn Ser 
50 



(2) INFORMATION FOR SEQ ID NO: 551: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 297 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE : 

(A) NAME /KEY : misc_f eature 

(B) LOCATION 1. . .297 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:551 • 



Leu Val 


Lys 


He 


Arg 


Leu 


Phe 


Asp 


Phe 


Thr 


He Arg Leu 


Phe Lys Pro 


1 




5 










10 




15 


Glu Phe 


His 


He 


Phe 


Asp 


Phe 


Leu 


Lys 


Gly 


He Arg Val 


Leu Met He 






20 










25 






30 


Glu Trp 


Met 


Gin 


Asn 


His 


Arg 


Lys 


Tyr 


Leu 


Val Val Thr 


He Trp He 


35 










40 






45 




Ser Thr 


He 


Ala 


Phe 


He 


Ala 


Ala 


Gly 


Met 


He Gly Trp 


Gly Gin Tyr 


50 










55 








60 




Ser Phe 


Ser 


Leu 


Asp 


Ser 


Asp 


Ser 


Ala 


Ala 


Lys Val Gly 


Gin He Lys 


65 








70 










75 


80 


He Ser 


Gin 


Glu 


Glu 


Leu 


Ala 


Gin 


Glu 


Tyr 


Arg Arg Leu 


Lys Asp Ala 








85 










90 




95 


Tyr Ala 


Glu 


Ser 


He 


Pro 


Asp 


Phe 


Lys 


Glu 


Leu Thr Glu 


Asp Gin lie 




100 










105 






110 


Lys Ala 


Met 


His 


Leu 


Glu 


Lys 


Ser 


Ala 


Leu 


Asp Ser Leu 


He Asn Gin 


115 










120 






125 




Ala Leu 


Leu 


Ara 


Asn 


Phe 


Ala 


Leu 


Asp 


Leu 


Gly Leu Gly 


Ala Thr Lys 


130 










135 








140 




Gin Glu 


Val 


Ala 


Lys 


GlU 


He 


Arg 


Lys 


Thr 


Asn Val Phe 


Gin Lys Asp 


145 








150 










155 


160 


Gly Val 


Phe 


Asp 


Glu 


Glu 


Leu 


Tyr 


Lys 


Asn 


He Leu Lys 


Gin Ser His 






165 










170 




175 


Tyr Arg 


Pro 


Lys 


His 


Phe 


Glu 


Glu 


Ser 


Val 


Glu Arg Leu 


Leu He Leu 




180 










185 






190 


Gin Lys 


He 


Ser 


Ala 


Leu 


Phe 


Pro 


Lys 


Thr 


Thr Thr Pro 


Leu Glu Gin 


195 










200 






205 




Ser Ser 


Leu 


Ser 


Leu 


Trp 


Ala 


Lys 


Leu 


Gin 


Asp Lys Leu 


Asp He Leu 


210 










215 








220 




He Leu 


Asn 


Pro 


Asn 


Asp 


Val 


Lys 


He 


Ser 


Leu Asn Glu 


Glu Glu Met 


225 








230 










235 


240 


Lys Lys 


Tyr 


Tyr 


Glu 


Asn 


His 


Arg 


Lys 


Asp 


Phe Lys Lys 


Pro Thr Ser 






245 










250 




255 


Phe Lys 


Thr 


Arg 


Ser 


Leu 


Tyr 


Phe 


Asp 


Ala 


Ser Leu Glu 


Lys Thr Asp 




260 










265 






270 


Leu Lys 


GlU 


Leu 


Glu 


Glu 


Tyr 


Tyr 


His 


Lys 


Asn Lys Val 


Ser Tyr Leu 


275 










280 






285 




Asp Unk 


Unk 


Gly 


Glu 


He 


Thr 


Gly 


Phe 









290 295 



(2) INFORMATION FOR SEQ ID NO: 551: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 297 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
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(B) LOCATION I.. .291 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 551 

Leu Val Lys lie Arg Leu Phe Asp Phe Thr He Arg Leu Phe Lys Pro 

15 10 15 

Glu Phe His He Phe Asp Phe Leu Lys Gly He Arg Val Leu Met He 

20 25 30 

Glu Txp Met Gin Asn His Arg Lys Tyr Leu Val Val Thr He Trp He 

35 40 45 

Ser Thr He Ala Phe He Ala Ala Gly Met He Gly Trp Gly Gin Tyr 

50 55 60 

Ser Phe Ser Leu Asp Ser Asp Ser Ala Ala Lys Val Gly Gin He Lys 
65 70 75 80 

He Ser Gin Glu Glu Leu Ala Gin Glu Tyr Arg Arg Leu Lys Asp Ala 

85 90 95 

Tyr Ala Glu Ser He Pro Asp Phe Lys Glu Leu Thr Glu Asp Gin He 

100 105 110 

Lys Ala Met His Leu Glu Lys Ser Ala Leu Asp Ser Leu He Asn Gin 

115 120 125 

Ala Leu Leu Arg Asn Phe Ala Leu Asp Leu Gly Leu Gly Ala Thr Lys 

130 135 140 

Gin Glu Val Ala Lys Glu He Arg Lys Thr Asn Val Phe Gin Lys Asp 
145 150 155 160 

Gly Val Phe Asp Glu Glu Leu Tyr Lys Asn He Leu Lys Gin Ser His 

165 170 175 

Tyr Arg Pro Lys His Phe Glu Glu Ser Val Glu Arg Leu Leu He Leu 

180 185 190 

Gin Lys He Ser Ala Leu Phe Pro Lys Thr Thr Thr Pro Leu Glu Gin 

195 200 205 

Ser Ser Leu Ser Leu Trp Ala Lys Leu Gin Asp Lys Leu Asp He Leu 

210 215 220 

He Leu Asn Pro Asn Asp Val Lys He Ser Leu Asn Glu Glu Glu Met 
225 230 235 240 

Lys Lys Tyr Tyr Glu Asn His Arg Lys Asp Phe Lys Lys Pro Thr Ser 

245 250 255 

Phe Lys Thr Arg Ser Leu Tyr Phe Asp Ala Ser Leu Glu Lys Thr Asp 

260 265 270 

Leu Lys Glu Leu Glu Glu Tyr Tyr His Lys Asn Lys Val Ser Tyr Leu 

275 280 285 

Asp Unk Unk Gly Glu He Thr Gly Phe 
290 295 



(2) INFORMATION FOR SEQ ID NO: 552: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

( ii ) MOLECULE TYPE : protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B> LOCATION 1...90 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 552 

Met Val Lys His Tyr Leu Phe Met Ala Val Ser Gin Val Phe Phe Ser 
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15 10 15 

Phe Phe Leu Val Leu Phe Phe lie Ser Ser lie Val Leu Leu He Ser 

20 25 30 

He Ala Ser Val Thr Leu Val lie* Lys Val Ser Phe Leu Asp Leu Val 

35 40 45 

Gin Leu Phe Leu Tyr Ser Leu Pro Gly Thr He Phe Phe He Leu Pro 

50 55 60 

He Thr Phe Phe Ala Ala Unk Arg Leu Gly Unk Ser Arg Leu Ser Tyr 
€5 70 75 80 

Asp His Glu Leu Leu Val Phe Phe Leu Unk 
85 90 



(2) INFORMATION FOR SEQ ID NO:552: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 90 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .90 



(xi) 


SEQUENCE DESCRIPTION: i 


>EQ ID NO: 552 


Met Val 


Lys 


His 


Tyr 


Leu 


Phe Met 


Ala 


Val 


Ser Gin Val Phe Phe Ser 


1 




5 








10 


15 


Phe Phe 


Leu 


Val 


Leu 


Phe 


Phe He 


Ser 


Ser 


He Val Leu Leu He Ser 






20 








25 




30 


He Ala 


Ser 


Val 


Thr 


Leu 


Val He 


Lys 


Val 


Ser Phe Leu Asp Leu Val 




35 








40 






45 


Gin Leu 


Phe 


Leu 


Tyr 


Ser 


Leu Pro 


Gly 


Thr 


He Phe Phe He Leu Pro 


50 










55 






60 


He Thr 


Phe 


Phe 


Ala 


Ala 


Unk Arg 


Leu 


Gly 


Unk Ser Arg Leu Ser Tyr 


65 








70 








75 80 


Asp His Glu 


Leu 


Leu 


Val 


Phe Phe 


Leu 


Unk 










85 








90 





(2) INFORMATION FOR SEQ ID NO: 553: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 

(B) TYPE: amino acid 
(D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...111 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 553 



Val His 


Arg 


Phe 


Ser 


Arg 


Asn 


Pro 


Cys 


Ala Ser Cys Asn Arg Ala Arg 


X 






5 










10 15 


Ser Cys 


Ser 


Arg 


Leu 


Ser 


Arg 


Ser 


Leu 


Val Ser Ala Val Thr Trp Trp 




20 










25 


30 


Leu Ser 


Leu 


Ser 


Phe 


Ser 


Val 


Val 


Ser 


Ala Leu Phe Ser Leu Val Ser 




35 










40 




45 


Ser Val 


lie 


Leu 


Trp 


Val 


Ser 


Ser 


Val 


Phe Ser Leu Phe Ser Leu Ser 


50 








55 






60 


Phe Ser 


Val 


Val 


Asn 


Ser 


Leu 


Phe 


Ser 


Ser Val Ser Arg Ser Leu Ala 


65 








70 








75 80 


Ala Asn 


Lys 


Arg 


Val 


Phe 


Ser 


Leu 


Ala 


Lys Met Ser Phe Ser Val Phe 








85 










90 95 


Ser Ser 


Ala 


Phe 


Ser 


Leu 


Val 


Ser 


Leu 


Leu Leu Phe Cys His Asn 






100 










105 


110 



(2) INFORMATION FOR SEQ ID NO: 554: 

<i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 137 amino acids 
<B) TYPE : amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .137 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 554 



Met 


Gin 


Lys 


Met 


Gly 


Val 


Val 


Ser 


Tyr 


Ser Val Phe Gin Ala Phe Glu 


1 








5 










10 15 


Lys 


Ala 


Leu 


Ser 


Arg 


Phe 


Lys 


Glu 


Gly 


Val Val Leu He Val Asp Ser 








20 










25 


30 


Leu 


Arg 


Arg 


Leu 


He 


Met 


Gly 


Ser 


Ala 


Ser Val Lys Glu Leu Ser Gly 






35 










40 




45 


Val 


lie 


Gly 


He 


Val 


Gly 


Ala 


Leu 


Ser 


His Ala Asn Ser Val Ser Met 




50 










55 






60 


Leu 


Leu 


Leu 


Phe 


Gly 


Ala 


Phe 


Leu 


Ser 


He Asn Leu Gly He Leu Asn 


65 










70 








75 80 


Leu 


Leu 


Pro 


He 


Pro 


Ala 


Leu 


Asp 


Gly 


Ala Gin Met Leu Gly Val Val 










85 










90 95 


Phe 


Lys 


Asn 


He 


Phe 


His 


He 


Ala 


Leu 


Pro Thr Pro He Gin Asn Ala 






100 










105 


110 


Leu 


Trp 


Leu 


Val 


Gly 


Val 


Gly 


Phe 


Leu 


Val Phe Val Met Phe Leu Gly 






115 










120 




125 


Leu 


Phe 


Asn 


Asp 


He 


Thr 


Arg 


Leu 


Leu 






130 










135 








(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 555: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .124 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55 5 



Val Met Ala 


Leu 


Leu 


Lys 


He 


Ser 


Val 


Val 


Val Pro Glu Gly Glu Val 


1 




5 








10 


15 


Tyr Thr Gly 


Glu 


Val 


Lys 


Ser 


Val 


Val 


Leu 


Pro Gly Val Glu Gly Glu 


20 










25 




30 


Phe Gly Val 


Leu 


Tyr 


Gly 


His 


Ser 


Asn 


Met 


He Thr Leu Leu Gin Ala 


35 










40 






45 


Gly Val Val 


Glu 


He 


Glu 


Thr 


Glu 


Asn 


Gin 


Lys Glu His He Ala He 


50 








55 








60 


Asn Trp Gly 


Tyr 


Ala 


Glu 


Val 


Thr 


Asn 


Glu 


Arg Val Asp He Leu Ala 


65 






70 










75 80 


Asp Gly Ala 


Val 


Phe 


He 


Lys 


Lys 


Gly 


Ser 


Asp Asp Arg Asp Asp Ala 




85 










90 


95 


lie Ser Arg 


Ala 


Lys 


Lys 


Leu 


Leu 


Glu 


Asp 


Ala Ser Ser Asp Arg Leu 


100 










105 




110 


Ala Val Ser 


Ser 


Val 


Leu 


Ala 


Lys 


He 


Glu 


Ser Leu 



115 120 



(2) INFORMATION FOR SEQ ID NO: 556: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .86 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 556 

Met Tyr Ser Leu Leu Leu Asp Leu Asn Lys Lys Thr Ala Leu Leu Gly 

15 10 15 

Thr Arg Gly Phe Phe He Asp Asp Lys His He Lys Glu Lys Gly Leu 

20 25 30 

Thr Thr Pro Thr Leu Leu Glu Leu Tyr Ser Asp Leu Glu Glu Ala He 

35 40 45 

Arg Leu Lys Cys Glu Tyr Phe He Met Glu Val Ser Ser His Ala He 

50 55 60 

Val Gin Asn Ala Ser Leu Gly Leu He Ser Leu Leu Lys Phe Ser Pro 
65 70 75 80 

lie Ser Gin Ala He He 
85 
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(2) INFORMATION FOR SEQ ID NO: 557: 

<i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 86 amino acids 
(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE; 

(A) NAME/KEY: misc__f eature 
<B) LOCATION 1. . .86 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 557 



Met Ser Lys 


Arg 


Ala 


He 


Arg 


Phe Pro 


Asn 


Lys Leu Phe Ser Tyr Pro 


1 




5 








10 










15 




Lys Pro Lys 


He 


Lys 


Ala 


Thr 


Asn Thr 


Ser 


His 


Thr 


Val 


Leu 


Phe 


Ala 




20 








25 










30 






Tyr Pro Leu 


Lys 


Pro 


His 


Glu 


Met Ala 


Leu 


Leu 


Ala 


Leu 


Ala 


Thr 


Ser 


35 










40 








45 








Leu Leu Ala 


Pro 


He 


Phe 


Asn 


Ala He 


His 


Ser 


Thr 


Asn 


Ala 


Leu 


Asn 


50 








55 








60 










Ala lie Lys 


Pro 


Asp 


Gly 


Thr 


Gly Ser Lys 


He 


Asn 


Pro 


He 


He 


Met 


65 






70 








75 










80 


Pro Met Lys 


He 


Gin 


Lys 
























85 






















<2) INFORMATION 


FOR 


SEQ 


ID NO:557: 

















(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 amino acids 
<B) TYPE; amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

Ciii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

< ix) FEATURE : 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...86 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 557 



Met Ser Lys 


Arg 


Ala 


He 


Arg 


Phe 


Pro 


Asn 


Lys Leu Phe Ser Tyr Pro 


1 




5 










10 










15 




Lys Pro Lys 


He 


Lys 


Ala 


Thr 


Asn 


Thr 


Ser 


His 


Thr 


Val 


Leu 


Phe 


Ala 




20 










25 










30 






Tyr Pro Leu 


Lys 


Pro 


His 


Glu 


Met 


Ala 


Leu 


Leu 


Ala 


Leu 


Ala 


Thr 


Ser 


35 










40 










45 








Leu Leu Ala 


Pro 


He 


Phe 


Asn 


Ala 


He 


His 


Ser 


Thr 


Asn 


Ala 


Leu 


Asn 


50 








55 










60 










Ala He Lys 


Pro 


Asp 


Gly 


Thr 


Gly Ser 


Lys 


He 


Asn 


Pro 


He 


He 


Met 


65 






70 










75 










80 


Pro Met Lys 


He 


Gin 


Lys 
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85 



(2) INFORMATION FOR SEQ ID NO: 558: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .108 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:558 



Met Lys Thr 


Asn 


Phe 


Tyr 


Lys 


He 


Lys 


Leu 


Leu Phe Ala Trp Cys Leu 


1 




5 










10 


15 


lie lie Gly 


Met 


Phe 


Asn 


Ala 


Pro 


Leu 


Asn 


Ala Asp Gin Asn Thr Asp 




20 










25 




30 


He Lys Asp 


He 


Ser 


Pro 


Glu 


Asp 


Met 


Ala 


Leu Asn Ser Val Gly Leu 


35 










40 






45 


Val Ser Arg 


Asp 


Gin 


Leu 


Lys 


He 


Glu 


He 


Pro Lys Glu Thr Leu Glu 


50 








55 








60 


Gin Lys Val 


Thr 


He 


Leu 


Asn 


Asp 


Tyr 


Asn 


Asp Lys Asn Val Asn He 


65 






70 










75 80 


Lys Phe Asp 


Asp 


He 


Ser 


Leu 


Gly 


Ser 


Phe 


Gin Pro Asn Asp Asn Leu 






85 










90 


95 


Gly lie Asn 


Ala 


Met 


Trp 


Gly 


He 


Gin 


Asn 


Leu Leu 



100 105 



{2) INFORMATION FOR SEQ ID NO: 559: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .141 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 559 

Val Tyr Ser Arg Phe Phe Ala Asn Gin His Glu Phe Asp Phe Glu Ala 

15 10 15 

Gin Gly Ala Leu Gly Ser Asp Gin Ser Ser Leu Asn Phe Lys Ser Thr 

20 25 30 

Leu Leu Gin Asp Leu Asn Gin Ser Tyr Asn Tyr Leu Ala Tyr Ser Ala 
35 40 45 
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Thr 


Ala 


Arg Ala 


Ser 


Tyr 


Gly 


Tyr 


Asp 


Phe 


Ala Phe 


Phe Arg Asn Ala 




50 








55 








60 




Leu 


Val 


Leu Lys 


Pro 


Ser 


Val 


Gly 


Val 


Ser Tyr Asn 


His Leu Gly Ser 


65 








70 










75 


80 


Thr 


Asn 


Phe Lys 


Ser 


Asn 


Ser 


Gin 


Ser 


Gin 


Val Ala 


Leu Lys Asn Gly 








85 










90 




95 


Ala 


Ser 


Ser Gin 


His 


Leu 


Phe 


Asn 


Ala 


Asn 


Ala Thr 


Trp Lys Arg Val 






100 










105 






110 


lie 


lie 


Met Gly 


Thr 


Leu 


His 


Thr 


Phe 


He 


Cys Met 


Trp Glu Phe Tyr 






115 








120 








125 


Lys 


Ser 


Ser Leu 


Thr 


Leu 


Asp 


Arg 


Met 


Met 


Trp Arg 


Leu 


130 








135 








140 





(2) INFORMATION FOR SEQ ID NO: 55 9: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 141 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .141 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 559 



Val Tyr 


Ser 


Arg 


Phe 


Phe 


Ala 


Asn 


Gin 


His 


Glu Phe 


Asp Phe Glu Ala 


1 






5 










10 




15 


Gin Gly 


Ala 


Leu 


Gly 


Ser 


Asp 


Gin 


Ser 


Ser 


Leu Asn 


Phe Lys Ser Thr 






20 










25 






30 


Leu Leu 


Gin 


Asp 


Leu 


Asn 


Gin 


Ser 


Tyr Asn 


Tyr Leu 


Ala Tyr Ser Ala 




35 










40 








45 


Thr Ala 


Arg 


Ala 


Ser 


Tyr 


Gly 


Tyr 


Asp 


Phe 


Ala Phe 


Phe Arg Asn Ala 


50 










55 








60 




Leu Val 


Leu 


Lys 


Pro 


Ser 


Val 


Gly 


Val 


Ser 


Tyr Asn 


His Leu Gly Ser 


65 








70 










75 


80 


Thr Asn 


Phe 


Lys 


Ser 


Asn 


Ser 


Gin 


Ser 


Gin 


Val Ala 


Leu Lys Asn Gly 








85 










90 




95 


Ala Ser 


Ser 


Gin 


His 


Leu 


Phe 


Asn 


Ala 


Asn 


Ala Thr 


Trp Lys Arg Val 






100 










105 






110 


lie He 


Met 


Gly 


Thr 


Leu 


His 


Thr 


Phe 


He 


Cys Met 


Trp Glu Phe Tyr 




115 










120 








125 


Lys Ser 


Ser 


Leu 


Thr 


Leu 


Asp 


Arg 


Met 


Met 


Trp Arg 


Leu 


130 










135 








140 





(2) INFORMATION FOR SEQ ID NO: 560 : 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 231 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL : YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .231 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 560 • 



Met lie Asp 


Asn 


Leu 


Asp 


Gly 


Ala 


Lys 


Asp Ala Gin Leu He Lys Lys 


1 




5 










10 15 


Ala Tvx Ala 


Phe 


Leu 


Cvs 


Leu 


Gly 


Gly 


Asp Gly Thr He Leu Gly Ala 


20 










25 


30 


Leu Arg Met 


Thr 


His 


Ala 


His 


Asn 


Lys 


Pro Cys Phe Gly Val Arg He 


35 










40 




45 


Gly Asn Leu 


Gly 


Phe 


Leu 


Ser 


Ala 


Val 


Glu Leu Asn Gly Leu Lys Asp 


50 








55 






60 


Phe Leu Gin 


Asp 


Leu 


Lys 


Gin 


Asn 


Arg 


He Lys Leu Glu Glu His Leu 


65 






70 








75 80 


Ala Leu Glu 


Gly 


Arg 


He 


Gly 


Asn 


Thr 


Ser Phe Tyr Ala He Asn Glu 






85 










90 95 


He Val He 


Ala 


Lys 


Lys 


Lys 


Ala 


Leu 


Gly Val Leu Asp He Lys Ala 




100 










105 


110 


Cys Ala Gly 


His 


Thr 


Pro 


Phe 


Asn 


Thr 


Tyr Lys Gly Asp Gly Leu He 


115 










120 




125 


He Ala Thr 


Pro 


Leu 


Gly 


Ser 


Thr 


Ala 


Tyr Asn Leu Ser Ala His Gly 


130 








135 






140 


Pro He Val 


His 


Ala 


Leu 


Ser 


Gin 


Ser 


Tyr He Leu Thr Pro Leu Cys 


145 






150 








155 160 


Asp Phe Ser 


Leu 


Thr 


Gin 


Arg 


Pro 


Leu 


Val Leu Gly Ala Glu Phe Cys 




165 










170 175 


Leu Ser Phe 


Cys 


Ala 


His 


Glu 


Asp 


Ala 


Leu Val Val He Asp Gly Gin 




180 










185 


190 


Ala Thr Tyr 


Asp 


Leu 


Lys 


Ala 


Asn 


Gin 


Pro Leu Tyr He Gin Lys Ser 


195 










200 




205 


Pro Thr Thr 


Thr 


Lys 


Leu 


Leu 


Gin 


Lys 


Asn Ser Arg Asp Tyr Phe Lys 


210 








215 






220 


Val Leu Lys 


Glu 


Lys 


Leu 


Leu 









225 230 



<2) INFORMATION FOR SEQ ID NO:561: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 185 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: mi sc_ feature 

(B) LOCATION 1. . .185 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 561 

Met Unk Glu Asn Gly Arg Gly Val Pro Lys Asp Tyr Lys Lys Ala Val 
15 10 15 

Glu Tyr Phe Gin Lys Ala Val Asp Asn Asp He Pro Arg Gly Tyr Asn 
20 25 30 
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Asn 


Leu 


Gly 


Val 


Met 


Tyr 


Lys 


Glu 


Gly 


Lys 


Gly Val Pro Lys 


Asp Glu 
















a n 
4U 






A C 


Lys 


Lys 




vai 


G1U 


Tyr 


Irtie 

cc 
bb 


Arg 


i.xe 


r\±a. 


inr V7iu Liys GJLy 
oU 


Tyr Thr 


Asn 


Ala 


iyr 


XJ.e 


Asn 


Leu 


pi,. 
Giy 


lie 


Mat- 
wee 


Tyr 


Met Glu Gly Arg 


Gly Val 


65 










70 










T C 
ID 


80 


Pro 


Ser 


Asn 


Tyr 


Ala 
85 


Lys 


Ala 


Thr 


Glu 


Cys 
90 


Phe Arg Lys Ala 


Met His 
95 


Lys 


Gly 


Asn 


Val 
100 


Unk 


Ala 


Tyr 


He 


Leu 
105 


Leu 


Gly Asp He Tyr 
110 


Tyr Ser 


Gly 


Met 


He 
115 


Asn 


Trp 


Val 


Leu 


Ser 
120 


Arg 


Thr 


Lys He Arg Leu 
125 


Val His 


Tyr 


Lys 


Met 


Ala 


Ala 


Asp 


Val 


Ser 


Ser 


Ser 


Arg Ala Tyr Unk 


Gly Leu 




130 










135 








140 


Ser 


Glu 


Ser 


Tyr 


Unk 


Tyr 


Gly 


Leu 


Gly 


Val 


Glu Lys Unk Unk 


Lys Lys 


145 










150 










155 


160 


Ala 


Glu 


Glu 


Tyr 


Met 
165 


Gin 


Lys 


Ala 


Cys 


Asp 
170 


Phe Asp He. Asp 


Lys Asn 
175 


Cys 


Lys 


Lys 


Lys 
180 


Asn 


Thx 


Ser 


Ser 


Arg 
185 









(2) INFORMATION FOR SEQ ID NO: 561: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 185 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1. . .185 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 561 



Met 


Unk 


Glu 


Asn 


Gly 


Arg 


Gly 


Val 


Pro 


Lys 


Asp 


Tyr Lys Lys Ala Val 


1 








5 










10 




15 


Glu 


Tyr 


Phe 


Gin 


Lys 


Ala 


Val 


Asp 


Asn 


Asp 


He 


Pro Arg Gly Tyr Asn 








20 










25 






30 


Asn 


Leu 


Gly 


Val 


Met 


Tyr 


Lys 


Glu 


Gly 


Lys 


Gly 


Val Pro Lys Asp Glu 






35 










40 








45 


Lys 


Lys 


Ala 


Val 


Glu 


Tyr 


Phe 


Arg 


He 


Ala 


Thr 


Glu Lys Gly Tyr Thr 




50 










55 










60 


Asn 


Ala 


Tyr 


He 


Asn 


Leu 


Gly 


He 


Met 


Tyr 


Met 


Glu Gly Arg Gly Val 


€5 










70 










75 


80 


Pro 


Ser 


Asn 


Tyr 


Ala 


Lys 


Ala 


Thr 


Glu 


Cys 


Phe 


Arg Lys Ala Met His 










85 










90 




95 


Lys 


Gly 


Asn 


Val 


Unk 


Ala 


Tyr 


He 


Leu 


Leu 


Gly 


Asp He Tyr Tyr Ser 








100 










105 






110 


Gly 


Met 


He 


Asn 


Trp 


Val 


Leu 


Ser 


Arg 


Thr 


Lys 


He Arg Leu Val His 






115 










120 








125 


Tyr 


Lys 


Met 


Ala 


Ala 


Asp 


Val 


Ser 


Ser 


Ser 


Arg 


Ala Tyr Unk Gly Leu 




130 










135 










140 


Ser 


Glu 


Ser 


Tyr 


Unk 


Tyr 


Gly 


Leu 


Gly 


Val 


Glu 


Lys Unk Unk Lys Lys 


145 










150 










155 


160 


Ala 


Glu 


Glu 


Tyr 


Met 


Gin 


Lys 


Ala 


Cys 


Asp 


Phe 


Asp He Asp Lys Asn 










165 










170 




175 


Cys 


Lys 


Lys 


Lys 


Asn 


Thr 


Ser 


Ser 


Arg 
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180 185 



(2) INFORMATION FOR SEQ ID NO: 562: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 183 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .183 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 562 



Met 


lie Val 


Gly 


Leu 


He 


Gly 


Val 


Val 


Glu 


Lys He Ser Ala 


Leu 


Glu 


1 






5 










10 




15 




Ala 


His lie 


Glu 


Val 


Gin 


Gly 


Val 


Val 


Tyr 


Gly Val Gin Val 


Ser 


Met 






20 










25 




30 






Arg 


Thr Ala 


Ala 


Leu 


Leu 


Gin 


Thr 


Gly 


Gin 


Lys Ala Arg Leu 


Lys 


He 




35 










40 






45 






Leu 


Gin Val 


He 


Lys 


Glu 


Asp 


Ala 


His 


Leu 


Leu Tyr Gly Phe 


Leu 


Glu 




50 








55 








60 






Glu 


Ser Glu 


Lys 


He 


Leu 


Phe 


Glu 


Arg 


Leu 


Leu Lys He Asn 


Gly Val 


65 








70 










75 




80 


Gly 


Gly Arg 


He 


Ala 


Leu 


Ala 


He 


Leu 


Ser 


Ser Phe Ser Pro 


Asn 


Glu 




85 










90 




95 




Phe 


Glu Asn 


He 


He 


Ala 


Thr 


Lys 


Glu 


Val 


Lys Arg Leu Gin 


Gin 


Val 






100 










105 




110 






Pro 


Gly lie 


Gly 


Lys 


Lys 


Leu 


Ala 


Asp 


Lys 


He Met Val Asp 


Leu 


He 




115 










120 






125 






Gly 


Phe Phe 


He 


Gin 


Asp 


Glu 


Asn 


Arg 


Pro 


Ala Arg Asn Glu 


Val 


Phe 




130 








135 








140 






Leu 


Ala Leu 


Glu 


Ser 


Leu 


Gly 


Phe 


Lys 


Ser 


Ala Glu He Asn 


Pro 


Val 


145 








150 










155 




160 


Leu 


Lys Thr 


Leu 


Lys 


Pro 


His 


Leu 


Ser 


He 


Glu Ala Ala He 


Lys 


Glu 






165 










170 




175 




Ala 


Leu Gin 


Gin 


Leu 


Arg 


Ser 















180 



(2) INFORMATION FOR SEQ ID NO: 5 63: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

( ix) FEATURE : 

(A) NAME/KEY: misc_feature 
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468 

(B) LOCATION 1. . .154 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 563 



Vol 


o ±y vqi 


Leu 


Leu 




Leu 


fne 


irne 


T)U a 


J.yr Ala Lys Asn Asn Leu 








c 

3 










i n 
1 u 


15 


Leu 


Glu Asn 


xnx 


bin 


J. ie 


Arg 


wee 


t?in 


Tyr 


inr Ala Asp Ala He Ala 
















Zd 




30 




Ser Leu 


Leu 


Glu 


T.CHI 


Sen 


nail 


Ala 

Aid 




set Lieu biu fro Lieu L»ys 




35 










40 






45 


lie 


Leu Glu 


Glu 


Arg 


Phe 


Lys 


Asn 


Thr 


Pro 


Phe Val Leu Leu Asp Ala 




50^ 








55 








60 


Asp 


Asn Arg 


Val 


Lys 


Phe 


Ser 


Asn 


He 


Gly 


Val Phe Val Ala Ser Phe 


65 








70 










75 80 


Lys 


Asn Asp 


Ala 


Leu 


He 


Lys 


Thr 


Pro 


Tyr 


Phe Ala Leu Lys Lys Gin 








65 










90 


95 


Gly 


Phe Tyr 


Leu 


Thr 


Asp 


Ser 


Ala 


Pro 


Thr 


Asn Arg Leu Gly Val Ser 






100 










105 




110 


Lys 


lie He 


He 


Ala 


Glu 


Glu 


Glu 


He 


Gin 


Lys He Phe He Pro Leu 




115 










120 






125 


Tyr 


Lys Met 


He 


Gly 


Tyr 


Val 


Phe 


Leu 


Gly 


Ala Ser Leu Phe Val Ala 




130 








135 








140 


Leu 


He Ala 


Met 


Trp 


Leu 


Tyr 


Lys 


He 


Pro 





145 150 



(2) INFORMATION FOR SEQ ID NO: 564: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 288 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .288 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 64 



Val Val 


He 


Met 


He 


Leu 


Val 


Cys 


Phe 


Leu 


Ala 


Cys Ser Gin Glu Ser 


1 






5 










10 




15 


Phe He 


Lys 


Met 


Gin 


Lys 


Lys 


Ala 


Gin 


Glu 


Gin 


Glu Asn Asp Gly Ser 






20 










25 






30 


Lys Arg 


Pro 


Ser 


Tyr 


Val 


Asp 


Ser 


Asp 


Tyr 


Glu 


Val Phe Ser Glu Thr 




35 










40 








45 


He Phe 


Leu 


Gin 


Asn 


Met 


Val 


Tyr 


Gin 


Pro 


He 


Glu Glu Arg Asn Ala 


50 










55 










60 


Phe Phe 


Gin 


Leu 


Thr 


Lys 


Asp 


Glu 


Asp 


Asn 


Ser 


Phe Asn Pro Glu Asn 


65 








70 










75 


80 


Ser Val 


He 


Leu 


Leu 


Asn 


Glu 


Pro 


Ser 


Asp 


Asn 


Ser Glu Lys Asn Leu 








85 










90 




95 


Leu Ser 


Tyr 


Pro 


Asn 


Asp 


Pro 


Asn 


Asn 


Asn 


Glu 


Asp Asn Ala Asn Asn 






100 










105 






110 


Ser Gin 


Lys 


Asn 


Pro 


Phe 


Leu 


Tyr 


Lys 


Pro 


Lys 


Arg Lys Thr Lys Asn 




115 










120 








125 


Pro Lys 


Leu 


He 


Glu 


Tyr 


Ser 


Gin 


Gin 


Asp 


Phe 


Tyr Pro Leu Lys Asn 


130 










135 










140 


Gly Asp 


He 


He 


Met 


Ser 


Lys 


Glu 


Gly 


Asp 


Gin 


Trp Leu He Glu He 
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145 




inn 
150 






Gin 


Ser Lys 


Ala Leu Lys 


Arg 


pne 






1 c c 

165 






Arg Gin lie 


Gin Thr Phe 


Thr 


Pne 






180 






Gin 


lie Lys 


Gly Lys lie 


Ser 


Ser 




195 






200 


Ser 


Leu Ser 


Leu Arg Pro 


Phe 


Tyr 




210 




215 




Ser Asp Asn 


Val Tyr Thr 


lie 


Glu 


225 




230 






lie 


Ser Lys 


Cys Gin Met 


Val 


Leu 






245 






Asp 


Ser Gin 


His Lys Ala 


He 


Ser 






260 






Arg 


Phe Lys 


Ser Asp Thr 


Glu 


Leu 




275 






280 



185 



265 



155 

Lys Asp Gin 
170 

Asp Thr Lys 

Val Tyr Thr 

Ser Phe Leu 
220 

Lys Ala Leu 

235 
Lys His Ser 
250 

Asp Leu Asp 
Leu Glu Cys 



Asn Asp 

Thr Gin 
190 
Thr Asn 
205 

Leu Glu 

Asp Thr 

Thr Asp 

Phe Lys 
270 
Leu Lys 
285 



160 
Lys Asp 
175 

He Ala 

Asn Gly 

Lys Lys 

Met Glu 
240 
Lys Leu 
255 

Lys Glu 
Glu Ser 



(2) INFORMATION FOR SEQ ID NO: 5 65: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 420 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .420 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO:565 



Met Ala 


Ala 


Pro 


Leu 


Leu 


Ala 


Leu 


Pro 


Phe 


Leu 


Ser Asn Pro Leu Val 


1 






5 










10 




15 


Leu Gly 


Ala 


Leu 


Ala 


Val 


He 


Gly 


Val 


Gly 


Ala 


Tyr Leu Tyr Pro Asn 




20 










25 






30 


Lys Gin 


Asp 


Ser 


Leu 


Val 


Val 


Gin 


Ala 


Asp 


Gly 


Leu Tyr Ser Glu He 




35 










40 








45 


Leu Gly 


Phe 


Phe 


He 


Ser 


Phe 


Ser 


Ser 


Lys 


He 


Leu Lys Gly He Gly 


50 










55 










60 


Glu Pro 


Leu 


Ala 


Asn 


Val 


He 


Gin 


Pro 


Phe 


Gly 


Met Val Leu Gly Met 


65 








70 










75 


80 


Leu Leu 


He 


Leu 


Leu 


Tyr 


Ser 


Phe 


Lys 


Arg 


Tyr 


Gin Asn Asn Asp Leu 








85 










90 




95 


Phe Glu 


He 


Lys 


Thr 


Phe 


Leu 


Met 


Leu 


Phe 


Val 


Phe Val Gly Tyr Leu 






100 










105 






110 


Ser Leu 


Tyr 


His 


Tyr 


Ala 


Phe 


Lys 


Ser 


Asp 


Gly 


Ser Ser Ser Gly Asn 




115 










120 








125 


Gly Arg 


Ser 


Ser 


Phe 


Ala 


Phe 


Gin 


Asn 


His 


Val 


Thr Glu He Phe Asp 


130 










135 










140 


Thr Pro 


Ala 


Asn 


Leu 


Leu 


Asn 


Ala 


Gly 


He 


Ser 


Asn Val Val Lys Glu 


145 








150 










155 


160 


Tyr Gin 


Thr 


Asn 


Ser 


Ala 


Arg 


Glu 


His 


Lys 


Asn 


He Asp Thr His His 






165 










170 




175 


Ser He 


Thr 


Asn 


Ala 


Asn 


He 


Ser 


Phe 


His 


Val 


Arg Gin lie Leu Thr 






180 










185 






190 


Ser Leu 


Asn 


Lys 


Leu 


Tyr 


Glu 


Asp 


Phe 


Lys 


He 


Asn Asn Gly Leu Ser 



195 200 205 
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Leu Lys 


Thr 


Leu 


He 


Ala 


Ala 


Val 


210 










215 




Glu Leu 


Phe 


Leu 


Leu 


Phe 


Lys 


Val 


225 








230 






Leu Glu 


Lys 


He 


He 
245 


Tyr 


Leu 


Ser 


Gly Phe 


Phe 


Gin 
260 


Gin 


Thr 


Arg 


Gly 


He He 


Ser 
275 


Leu 


Thr 


Phe 


Tyr 


Met 
280 


Phe Asn 


Ser 


Phe 


Ala 


Leu 


Gin 


Tyr 


290 










295 




Glu He 


Val 


Ala 


Lys 


Phe 


Gly 


He 


305 








310 






Thr Phe 


He 


Gin 


Lys 
325 


Val 


Pro 


Glu 


Gin Gly 


Gly 


Leu 
340 


Thr 


Asp 


Ala 


Lys 


Met Ala 


Ser 
355 


Ala 


Gly 


Ala 


Gly 


Ala 
360 


Gly Arg 


Ser 


Ala 


Phe 


Gly 


Arg 


Thr 


370 










375 




Ser Thr 


He 


Asn 


Ser 


Thr 


Thr 


Ala 


385 








390 






Pro Gly 


Val 


Arg 


Val 
405 


Gly 


Val 


Glu 


Arg Ala 


Ser 


Lys 
420 











470 



Leu 


Leu 


Leu 


Val He Leu Gly 


Leu 








220 




Phe 


Cys 


Tyr 


Val Phe Met Thr 


Tyr 






235 




240 


Leu 


Val* 


He 


Phe Met Leu Leu 


Leu 




250 




255 




Phe 


Leu 


Val 


Ser Tyr Val Lys 


Lys 


265 






270 




Pro 


Leu 


Leu 


Leu Leu Leu Val 


Leu 








285 




Ala 


He 


Lys 


Val Gly. Gly Ser 


Asn 








300 




He 


Val 


Ala 


He Gly He Ser 


Leu 






315 




320 


Met 


He 


Asn 


Ala He Phe Gly 


Thr 




330 




335 




Ser 


Phe 


He 


Tyr Gin Gly Val 


Gin 


345 






350 




He 


Ala 


Gly 


Ser Leu Lys Ser 


Val 








365 




Leu 


Glu 


Ala 


Tyr Lys Asp Ala 


Lys 








380 




Asn 


Met 


Arg. 


Asp Met Pro Gly 


His 






395 




400 


Thr 


He 


Glu 


Leu Pro Lys Ser 


His 




410 




415 





(2) INFORMATION FOR SEQ ID NO: 566: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 72 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1, . .72 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 566 



Val Leu Lys Phe Gin Lys Leu Pro Leu Leu Phe Val Ser He Leu Tyr 

15 10 15 

Asn Gin Ser Pro Leu Leu Ala Phe Asp Tyr Lys Phe Ser Gly Val Ala 

20 25 30 

Glu Ser Val Ser Lys Val Gly Phe Asn His Ser Lys Leu Asn Ser Lys 

35 40 45 

Glu Gly lie Phe Pro Thr Ala Thr Phe Val Thr Ala Thr He Lys Leu 

50 55 60 

Gin Val Asn Tyr Lys Ser Ala Pro 
65 70 



(2) INFORMATION FOR SEQ ID NO: 5 67: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 205 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 



(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .205 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 567 




Met Gly Asn 


His Phe 


Ser 


Lys 


Leu 


Gly Phe Val Leu Ala Ala 


Leu Gly 


1 


5 








10 


15 


Ser Ala He 


Gly Leu 


Gly 


His 


He 


Trp Arg Phe Pro Tyr Met 


Thr Gly 




20 








25 30 




Val Ser Gly 


Gly Gly 


Ala 


Phe 


Val 


Leu Leu Phe Leu Phe Leu 


Ser Leu 


35 






40 


45 




Ser Val Gly 


Ala Ala 


Met 


Phe 


He 


Ala Glu Met Leu Leu Gly 


Gin Ser 


50 






55 




60 




Thr Gin Lys 


Asn Val 


Thr 


Glu 


Ala 


Phe Lys Glu Leu Asp He 


Asn Pro 


65 




70 






75 


80 


Lys Lys Arg 


Trp Lys 


Tyr 


Ala 


Gly 


He Met Leu He Ser Gly 


Pro Leu 


85 








90 


95 


He Leu Thr 


Phe Tyr 


Gly 


Thr 


He 


Leu Gly Trp Val Leu Tyr 


Tyr Leu 




100 






105 110 




Val Ser He 


Ser Phe 


Asn 


Leu 


Pro 


Ser Ser He Gin Glu Ser 


Glu Gin 


115 








120 


125 




He Phe Thr 


Gin Thr 


Leu 


Gin 


Ser 


He Gly Leu Gin Ser He 


Gly Leu 


130 






135 




140 




Phe Ser Val 


Leu Phe 


He 


Thr 


Gly 


Trp He Val Ser Arg Gly 


He Lys 


145 




150 






155 


160 


Glu Gly He 


Glu Lys 


Leu 


Asn 


Leu 


Val Leu Met Pro Leu Leu 


Phe Ala 


165 








170 


175 


Thr Phe Phe 


Gly Leu 


Leu 


Phe 


Tyr 


Ala Met Ser Met Asp Ser 


Phe Ser 




180 








185 190 




Lys Ala Phe 


His Phe 


Met 


Leu 


He 


Ser Ser Gin Lys lie 




195 








200 


205 





(2) INFORMATION FOR SEQ ID NO: 568: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 328 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .328 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 568 



SMSmUIE SHEET (RME26) 
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Met 


Glu 


Lys Val 


Cys 


Val 


Ser 


Ala 


1 






5 








Glu 


Arg 


Leu Lys 


Glu 


Lys 


Tyr 


Gly 






20 










Ala 


Lys 


Ala He 


Asn 


Glu 


Glu 


Glu 






35 








40 


Ala 


Lys 


Glu Gin 


Gin 


Lys 


Thr 


Gin 




50 








55 




Leu 


Lys 


Lys Val 


Gly 


Leu 


Lys 


Lys 


65 








70 






Leu 


Phe 


Asp Glu 


Val 


Lys 


Glu 


Ala 








85 








Lys 


He 


Gly Asp 


Trp 


lie 


Phe 


Ser 






100 










Ala 


Leu 


He Glu 


Ala 


He 


He 


He 






115 








120 


Lys 


Val 


Pro Tyr 


Leu 


Val 


Thr 


Phe 




130 








135 




He 


Val 


Gin Arg 


Ala 


Asp 


Lys 


Ser 


145 








150 






Arg 


Gin 


Leu Val 


Ala 


Ser 


Tyr 


Val 








165 








He 


Lys 


Glu Gin 


Asn 


Glu 


He 


Ala 






180 










Ala 


Phe 


Glu Val 


Trp 


Asp 


Phe 


Phe 






195 








200 


Ser 


He 


Tyr Thr 


Asn 


He 


Asn 


Leu 




210 








215 




He 


Ala 


Leu He 


Ser 


Lys 


Thr 


Gin 


225 








230 






Leu 


Phe 


His Lys 


Glu 


Lys 


Leu 


Glu 








245 








Met 


Thr 


Phe Glu 


Phe 


Glu 


Pro 


He 






260 










Leu 


Asn 


Pro Thr 


Gly 


Phe 


He 


Val 






275 








280 


Ala 


He 


Leu Lys 


Asp 


Leu 


Asp 


Glu 




290 








295 




Val 


Lys 


Ser Arg 


He 


He 


His 


Val 


305 








310 






Gin 


Tyr 


Lys Asp 


Val 


Lys 


Glu 


Gin 



325 



472 



Trp 


Gly Leu 


Pro 


Lys He Leu Glu 




10 




15 


Asp 


Asp Trp 


Glu 


Lys His Val Lys 


25 






30 


Leu 


Glu Glu 


Gin 


Val Lys Ala Lys 








45 


Arg 


Glu Lys 


Thr 


Leu Asn Gly Phe 






60 




Arg 


Asp Met 


Leu 


Gin Ser Thr Met 




75 




80 


Asp 


Val Leu 


Phe 


Gin Ala Glu Arg 




90 




95 


Ser 


Ala Val 


Phe 


Phe Phe Ala Leu 


105 






110 


Val 


Cys Leu 


Leu 


Pro Leu Lys Glu 








125 


Ser 


Asn Ala 


Thr 


Gin Asn Phe Ala 






140 




He 


Arg Ala 


Asn 


Gin Ala Leu Val 




155 




160 


Asn 


Asn Arg 


Glu 


Asn He Ser Ser 




170 




175* 


His 


Glu Thr 


He 


Arg Leu Gin Ser 


185 






190 


Glu 


Lys Leu 


Val 


Ser Tyr Glu His 








205 


Thr 


Arg Lys 


He 


Ser He He Asn 






220 




Ala 


Asn He 


Glu 


He Ser Ala Gin 




235 




240 


Ser 


Glu Lys 


Arg 


Tyr Arg He He 




250 




255 


Glu 


He Asp 


Thr 


Lys Ser Val Pro 


265 






270 


Thr 


Gly Tyr 


Asp 


Val Thr Glu He 








285 


Lys 


Asn Lys 


Val 


Lys Asp Asp Gly 






300 




Glu 


Lys Lys 


Asp 


Pro His Met Ser 




315 




320 



(2) INFORMATION FOR SEQ ID NO: 569 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

{A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .139 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 69 
Leu Leu Asn Met Trp Asp Glu Ala Lys Lys Glu Gly He Asn He Asn 
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1 


5 




10 


15 




Thr Glu Lvs 


Leu Ser Gin 


Glu Leu Gly 


Val 


Val Cys Val Pro Thr 


Ser 


20 


25 




30 




Ala Arg Unk 


Lys Glu Asp Arg Leu Asn 


Thr 


Glu Leu Leu Leu Asp 


Glu 


35 




40 




45 




lie Val Arg 


Leu Tyr Ser 


Gin Asn Thr 


Thr 


Asn Asn Glu Asn He 


Lys 


50 




55 




60 




Val Pro Ser 


Gin Ser Phe 


Lys Glu Ser 


Leu 


Lys Tyr Ser Gin Ser Ala 


65 


70 






75 


80 


Gin Arg lie 


Ala Lys Ser 


Val He Ser 


Glu 


Asn Lys Gin Asn Ala 


Ser 


85 




90 


95 




Phe Glu His 


Thr Tyr Lys 


He Asp Lys 


He 


Phe Asn Ala Pro Ala 


Leu 




100 


105 




110 




Trp Asp Phe 


His Phe Phe 


Unk Val Tyr 


Val 


Tyr His Leu Phe Phe Glu 


115 




120 




125 




Leu Phe Asn 


Arg Arg Gly Ser Ala Lys 


Ser 


Pro 




130 




135 









(2) INFORMATION FOR SEQ ID NO: 569: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 



(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .139 





<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 569 


Leu 


Leu Asn 


Met 


Trp 


Asp 


Glu 


Ala 


Lys 


Lys 


Glu 


Gly He Asn He Asn 


1 






5 










10 




15 


Thr 


Glu Lys 


Leu 


Ser 


Gin 


Glu 


Leu 


Gly 


Val 


Val 


Cys Val Pro Thr Ser 




20 










25 






30 


Ala 


Arg Unk 


Lys 


Glu 


Asp 


Arg 


Leu 


Asn 


Thr 


Glu 


Leu Leu Leu Asp Glu 




35 










40 








45 


He 


Val Arg 


Leu 


Tyr 


Ser 


Gin 


Asn 


Thr 


Thr 


Asn 


Asn Glu Asn He Lys 




50 ' 








55 










60 


Val 


Pro Ser 


Gin 


Ser 


Phe 


Lys 


Glu 


Ser 


Leu 


Lys 


Tyr Ser Gin Ser Ala 


65 








70 










75 


80 


Gin 


Arg He 


Ala 


Lys 


Ser 


Val 


He 


Ser 


Glu 


Asn 


Lys Gin Asn Ala Ser 






85 










90 




95 


Phe 


Glu His 


Thr 


Tyr 


Lys 


He 


Asp 


Lys 


He 


Phe 


Asn Ala Pro Ala Leu 






100 










105 






110 


Trp 


Asp Phe 


His 


Phe 


Phe 


Unk 


Val 


Tyr 


Val 


Tyr 


His Leu Phe Phe Glu 


115 










120 








125 


Leu 


Phe Asn 


Arg 


Arg 


Gly 


Ser 


Ala 


Lys 


Ser 


Pro 






130 








135 












(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 570: 









<i) SEQUENCE CHARACTERISTICS: 

(A> LENGTH: 76 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: mis cofeature 

(B) LOCATION 1. - .76 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 570 



Met Leu His Lys 


Ala 


Lys 


Val Gly He Val 


Phe Gin Ala Leu Leu Gly 


1 


5 




10 


15 


He Phe Cys Val 


Phe 


Leu 


Leu Leu Phe Tyr 


Leu Ser Ala Phe Leu Met 


20 






25 


30 


Val Ala Phe Lys 


Asp 


Thr 


Lys Arg Met Phe 


He Ser Val Leu He Gly 


35 






40 


45 


Ser Val Val Phe 


Leu 


Trp 


Ser Asp Leu Leu 


Val Phe Val Gly Phe Lys 


50 






55 


60 


Asn He Ser Phe 


Val 


Leu 


Asp He Gly Tyr 


Glu lie 


65 




70 




75 


<2) INFORMATION 


FOR 


SEQ 


ID NO: 571: 





<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 193 amino acids 
<B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...193 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 571 



Met Gin Glu Ala Leu 


Leu Arg 


Phe 


Gin 


Glu 


Gly 


Phe Lys Glu Trp Gly 


1 5 










10 




15 


Tyr Leu He Leu Phe 


Leu Tyr 


Ser 


Leu 


Gly 


Gly 


Gly Tyr Val Gly He 


20 








25 






30 


Val He Ala Ser He 


Leu 


Ser 


Ala 


Thr 


Thr 


His 


Ala Leu Asp He Lys 


35 






40 








45 


He Thr He Leu Val 


Ala 


Phe 


Leu 


Gly 


Asn 


Leu 


He Gly Ser Gly Ala 


50 




55 










60 


Leu Val He Phe Ala 


Arg 


Tyr 


Gin 


Lys 


Arg 


Glu 


Phe Leu Lys Tyr Phe 


65 


70 










75 


80 


Gin Lys His Arg Arg 


Lys 


Leu 


Ala 


Leu 


Ala 


Ser 


Leu Trp Val Lys Arg 


85 










90 




95 


Tyr Ala Leu Leu Met 


He 


Phe 


Val 


Asn 


Lys 


Tyr 


Leu Tyr Gly He Lys 


100 








105 






110 


Ser Val Val Pro Leu 


Ala 


He 


Gly 


Phe 


Ser 


Lys 


Tyr Pro Leu Lys Lys 


115 






120 








125 


Phe Leu Trp Leu Asn 


Val 


Phe 


Ser 


Ser 


Phe 


Leu 


Trp Ala Leu He Val 


130 




135 










140 


Gly Ser Val Ser Phe 


Gin 


Ala 


Ser 


Asp 


Trp 


Val 


Lys Thr Leu Tyr Glu 
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145 150 155 160 

Arg Leu Ser His Tyr Thr Ser Phe Phe Val lie Ser Phe Val Leu lie 

165 170 175 

Ala Leu Leu lie Trp Phe Leu Leu Lys Arg Tyr Ser Arg Lys Met Gly 
180 185 190 

Phe 



(2) INFORMATION FOR SEQ ID NO: 571: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 193 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .193 



(Xi) SEQUENCE DESCRIPTION: SEQ. ID NO: 571 



Met Gin 


Glu 


Ala 


Leu 


Leu 


Arg 


Phe 


Gin 


Glu Gly Phe Lys Glu Trp Gly 


1 






5 










10 15 


Tyr Leu 


He 


Leu 


Phe 


Leu 


Tyr 


Ser 


Leu 


Gly Gly Gly Tyr Val Gly He 




20 










25 


30 


Val He 


Ala 


Ser 


He 


Leu 


Ser 


Ala 


Thr 


Thr His Ala Leu Asp He Lys 




35 










40 




45 


He Thr 


He 


Leu 


Val 


Ala 


Phe 


Leu 


Gly 


Asn Leu He Gly Ser Gly Ala 


50 










55 






60 


Leu Val 


He 


Phe 


Ala 


Arg 


Tyr 


Gin 


Lys 


Arg Glu Phe Leu Lys Tyr Phe 


65 








70 








75 80 


Gin Lys 


His 


Arg 


Arg 


Lys 


Leu 


Ala 


Leu 


Ala Ser Leu Trp Val Lys Arg 






85 










90 95 


Tyr Ala 


Leu 


Leu 


Met 


He 


Phe 


Val 


Asn 


Lys Tyr Leu Tyr Gly He Lys 




100 










105 


110 


Ser Val 


Val 


Pro 


Leu 


Ala 


He 


Gly 


Phe 


Ser Lys Tyr Pro Leu Lys Lys 




115 










120 




125 


Phe Leu 


Trp 


Leu 


Asn 


Val 


Phe 


Ser 


Ser 


Phe Leu Trp Ala Leu He Val 


130 










135 






140 


Gly Ser 


Val 


Ser 


Phe 


Gin 


Ala 


Ser 


Asp 


Trp Val Lys Thr Leu Tyr Glu 


145 








150 








155 160 


Arg Leu 


Ser 


His 


Tyr 


Thr 


Ser 


Phe 


Phe 


Val He Ser Phe Val Leu He 






165 










170 175 


Ala Leu 


Leu 


He 


Trp 


Phe 


Leu 


Leu 


Lys 


Arg Tyr Ser Arg Lys Met Gly 






180 










185 


190 



Phe 



(2) INFORMATION FOR SEQ ID NO: 572: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL : YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: mis cofeature 

(B) LOCATION 1. . .140 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 572 



Met Pro Phe 


Leu 


Lys 


Asn 


Trp 


He 


Trp Ser 


Leu Lys Met Ala Leu 


Ser 


1 




5 








10 


15 




Ala He Ser 


Gly 


Ala 


Ser 


Gly 


Val 


Gly Lys 


Ser Val Leu He Ala 


Ser 




20 










25 


30 




Leu Leu Gly 


Ala 


Phe 


Gly 


Leu 


Lys 


Glu Ser 


Asn Ala Ser Asn He 


Glu 


35 










40 




45 




Val Glu Leu 


He 


Ala 


Pro 


Phe 


Leu 


Asp Thr 


Glu Glu Tyr Gly He Phe 


50 








55 






60 




Arg Glu Asp 


Glu 


His 


Glu 


Pro 


Leu 


Val He 


Ser Val He Lys Lys 


Glu 


€5 






70 








75 


80 


Lys Thr Arg 


Tyr 


Phe 


Leu 


Asn 


Gin 


Thr Ser 


Leu. Ser Lys Asn Thr 


Leu 


85 








90 


95 




Lys Ala Leu 


Leu 


Lys 


Gly 


Leu 


He 


Lys Arg 


Leu Ser Asn Asp Arg 


Phe 


100 










105 


110 




Ser Gin Asn 


Glu 


Leu 


Asn 


Asp 


He 


Leu Met 


Leu Ser Leu Leu Asp Gly 


115 










120 




125 




Tyr He Gin 


Asn 


Lys 


Asn 


Lys 


Arg 


Leu Ala 


Pro Phe 




130 








135 






140 





<2) INFORMATION FOR SEQ ID NO: 573: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 308 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .308 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 573 



Met 


Pro Gin Asn 


Gin 


Leu 


Val 


He 


Thr 


He 


He Asp Glu Ser 


Gly Ser 


1 




5 










10 




15 


Lys 


Gin Leu Lys 


Phe 


Ser 


Lys 


Asn 


Leu 


Lys 


Arg Asn Leu He 


He Ser 


20 










25 




30 




Val 


Val He Leu 


Leu 


Leu 


He 


Val 


Gly 


Leu 


Gly Val Gly Phe 


Leu Lys 




35 








40 






45 




Phe 


Leu He Ala 


Lys 


Met 


Asp 


Thr 


Met 


Thr 


Ser Glu Arg Asn 


Ala Val 




50 






55 








60 




Leu 


Arg Asp Phe 


Arg 


Gly 


Leu 


Tyr 


Gin 


Lys 


Asn Tyr Ala Leu 


Ala Lys 


65 






70 










75 


80 


Glu 


He Lys Asn 


Lys 


Arg 


Glu 


Glu 


Leu 


Phe 


He Val Gly Gin 


Lys He 






85 










90 




95 


Arg 


Gly Leu Glu 


Ser 


Leu 


He 


Glu 


He 


Lys 


Lys Gly Ala Asn 


Gly Gly 
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100 










105 


110 


Gly His 


Leu 


Tyr 


Asp 


Glu 


Val 


Asp 


Leu Glu 


Asn Leu Ser Leu Asn Gin 




115 










120 




125 


Lys His 


Leu 


Ala 


Leu 


Met 


Leu 


He 


Pro Asn 


Gly Met Pro Leu Lys Thr 


130 










135 






140 


Tyr Ser 


Ala 


lie 


Lys 


Pro 


Thr 


Lys 


Glu Arg 


Asn His Pro He Lys Lys 


145 






150 








lOD lbO 


lie Lys 


Gly 


Val 


Glu 


Ser 


Gly 


lie 


Asp Phe 


lie Ala Jrro Lieu Asn mr 




165 








1 1 n 
1 / U 


1 / D 


Pro Val 


Tyr 


Ala 


Ser 


Ala 


Asp 


Gly 


116 val 


Asp xrrie veil ijys nix nxy 




180 










loo 


i on 

1?U 


Ser Asn 


Ala 


Gly 


Tyr 


Gly 


Asn 


Leu 


vai Arg 


Tl a r»ln Uie TiTa Dho fM-vr 

lie uiu nis /iia Jrne biy 




195 










inn 






Phe Ser 


Ser 


lie 


Tyr 


Thr 


His 


Leu 


Asp His 


vai Asn vai bin fro Liys 


210 










one 

215 








Ser pne 


lie 




Lys 






Leu 


Tip C±}\r 


xyi uci uiy LjjfS9 »JCi oiy 


225 








230 








235 240 


Asn Ser 


Gly 


Gly 


Glu 


Lys 


Leu 


His 


Tyr Glu 


Val Arg Phe Leu Gly Lys 




245 








250 


255 


lie Leu 


Asp 


Ala 


Glu 


Lys 


Phe 


Leu 


Ala Trp 


Asp Leu Asp His Phe Gin 




260 










265 


270 


Ser Ala 


Leu 


Glu 


Glu 


Asn 


Lys 


Phe 


He Glu 


Trp Lys Asn Leu Phe Trp 




275 










280 




285 


Val Leu 


Glu 


Asp 


He 


Val 


Gin 


Leu 


Gin Glu 


His Val Asp Lys Asp Thr 


290 








295 






300 


Leu Lys 


Gly 


Gin 















305 



(2) INFORMATION FOR SEQ ID NO: 574: 

<i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 339 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .339 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 574 



Met 


lie Thr 


Gly 


Ser 


His 


Asn 


Pro 


Lys 


Glu 


Tyr 


Asn Gly Phe 


Lys He 


1 






5 










10 






15 


Thr 


Leu Asn 


Gin 


Asn 


Pro 


Phe 


Tyr 


Gly 


Lys 


Asp 


He Gin Ala 


Leu Lys 






20 










25 






30 




Asn 


Thr Leu 


Leu 


Asn 


Ala 


Lys 


His 


Glu 


He 


Lys 


Pro Leu Lys 


Glu Thr 




35 










40 








45 




Pro 


Glu Lys 


Val 


Asn 


Ala 


Leu 


Glu 


Ala 


Tyr 


His 


Arg Tyr Leu 


He Lys 




50 








55 










60 




Asp 


Phe Lys 


His 


Leu 


Lys 


Asn 


Leu 


Lys 


Tyr 


Lys 


He Ala Leu 


Asp Phe 


€5 






70 










75 




80 


Gly 


Asn Gly 


Val 


Gly 


Ala 


Leu 


Gly 


Leu 


Glu 


Pro 


He Leu Lys 


Ala Leu 






85 










90 






95 


Asn 


He Asp 


Phe 


Ser 


Ser 


Leu 


Tyr 


Ser 


Asp 


Pro 


Asp Gly Asp 


Phe Pro 




100 










105 






110 




Asn 


His His 


Pro 


Asp 


Pro 


Ser 


GlU 


Ala 


Lys 


Asn 


Leu Lys Asp 


Leu Glu 




115 










120 








125 
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Lys His 


Met 


Arg 


bill 


Asn 


Ala 


lie 


130 










nc 

Ub 




Asp Ala 


Asp 


Arg 


lie 


Ala 


Met 


lieu 


145 








150 






Asp Glu 


Leu 


Ala 


lie 


Leu 


Phe 


Ala 






165 








Thr Pro 


Phe 


Val 


He 


Gly 


Glu 


Val 






180 










Ala He 


Asn 


Thr 


Phe 


Gly 


Lys 


Thr 




195 










200 


Asn Leu 


Lys 


He 


Lys 


Leu 


Lys 


Glu 


210 










215 




Met Ser 


Gly 


His 


He 


Phe 


Phe 


Lys 


225 








230 






Ala Leu 


Tyr 


Ala 


Cys 


Leu 


Arg 


Ala 






245 








Pro Ser 


Asp 


Leu 


Glu 


Asn 


Thr 


He 






260 










Thr Pro 


Glu 


Glu 


Lys 


He 


Ala 


Val 




275 










280 


He Arg 


Asn 


Leu 


Gin 


Glu 


Ala 


Leu 


290 










295 




Thr He 


Lys 


Glu 


He 


He 


Ser 


He 


305 








310 






His Gly 


Phe 


Gly 


Leu 


He 


Arg 


Ala 



325 
Gin Pro Leu 



478 



Leu 


Tie 
lie 


Gly 


Pho 11a DVia Sen 
iriit? r\±cx rne Asp vsiy 








l*u 


Ser 


Car 


His 


Hi<5 Tlo Tvrr Ala Glv 
nis lie lyi Aid oiy 






i ^ 


1 0 v 


Lys 


Arg 


Leu 


TT J _ 7v 1 ^ /■> T , . Ties 

nis Ala Gin Gly lie 




1 ^ ft 

1 /u 




1 / D 


Lys 


Cys 


Ser 


Gin vai wet ryr Asn 


185 






190 


Leu 


Met 


Tyr 


Lys Thr Gly His Ser 








205 


Thr 


Asn 


Ala 


His Phe Ala Ala Glu 








220 


Glu 


Arg 


Tyr 


Phe Gly Tyr Asp Asp 






235 


240 


Leu 


Glu 


Leu 


Leu Leu Glu Gin Ser 




250 




255 


Lys 


Asn 


Leu 


Pro Tyr Ser Tyr Thr 


265 






270 


Ser 


Glu 


Glu 


Glu Lys Phe Glu He 








285 


Lys 


Asn 


Pro 


Pro Ser His Phe Pro 








300 


Asp 


Gly 


Val 


Arg Val Val Phe Glu 






315 


320 


Ser 


Asn 


Thr 


His Pro Leu Phe Ser 




330 




335 



(2) INFORMATION FOR SEQ ID NO: 575: 

(i) SEQUENCE CHARACTERISTICS : 

<A) LENGTH: 207 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL : YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 



(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1...207 





<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 575 


Met 


Ser Lys 


Asn 


Leu 


Gin 


Lys 


Lys 


Asn 


Pro 


Lys 


Lys Ser Unk Pro Gin 


1 






5 










10 




15. 


Ala 


Gin Lys 


Ala 


He 


Arg 


GlU 


Met 


Lys 


Met 


Phe 


Glu Thr He Ala Phe 




20 










25 






30 


Tyr 


Phe Phe 


Ala 


He 


Leu 


Thr 


Leu 


Ser 


Met 


Ala 


Leu Val Val He Thr 


35 










40 








45 


Thr 


Thr Asn 


He 


Leu 


Tyr 


Ala 


He 


Thr 


Ala 


Leu 


Ala Ser Ser Met Val 




50 








55 










60 


Phe 


He Ser 


Ala 


Phe 


Phe 


Phe 


Leu 


Leu 


Asp 


Ala 


Glu Phe Leu Gly Val 


65 








70 










75 


80 


Val 


Gin He 


Thr 


Val 


Tyr 


Val 


Gly 


Ala 


Val 


He 


Val Met Tyr Ala Phe 








85 










90 




95 


Gly 


Met Met 


Phe 


Phe 


Asn 


Ser 


Ala 


Ala 


Glu 


Val 


Val Glu Arg Lys Gin 




100 










105 






110 


Ser 


Pro Lys 


He 


Leu 


Cys 


Val 


Leu 


Ser 


Phe 


Gly 


Val Ala Leu Leu Leu 
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115 










120 








125 


Thr Leu He 


Leu 


Ser 


Ala 


Pro 


Ser 


He 


Unk 


Glu Asn 


Leu Ser Lys Gin 


130 








135 








140 




Val Asn Ser 


Asn 


Ala 


lie 


Asp 


Ala 


Gin 


Unk 


Pro Asn 


Tl 0 T ,\rc Ala Tip 
lie jjys hid 11c 


145 






150 










155 


160 


Gly Tyr Val 


Leu 


Phe 


Thr 


Asn 


Tyr 


Leu 


He 


Pro Phe 


Glu Ala Ala Ala 




165 










170 




175 


Leu Met Leu 


Leu 


Val 


Ala 


Met 


Val 


Gly Gly He Ala 


Thr Gly He Gin 




180 










185 






190 


Lys He His 


Gly 


Lys 


Asn 


His 


Thr 


Gin 


Phe 


He Lys 


Glu Ser Leu 


195 










200 








205 


(2) INFORMATION 


FOR 


SEQ 


ID NO: 576: 









(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 251 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .251 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57 6 



Met 


Gly Ala 


He 


Leu 


Ser 


He 


Leu 


Lys 


Leu 


Glu 


He 


Lys Ser Tyr Leu 


1 




5 










10 






15 


Thr 


Asn Thr 


Ser 


Ala 


Leu 


Phe 


Trp 


Thr 


Phe 


He 


Tyr 


Pro He Leu Met 






20 










25 








30 


Leu 


Leu Leu 


Leu 


He 


Phe 


Val 


Phe 


Ser 


Lys 


Asn 


Thr 


Thr Glu He Phe 




35 










40 










45 


Tyr 


Phe Asn 


Asn 


He 


He 


Gly 


Leu 


Met 


Gly 


Leu 


Leu 


He He Ser Ser 


50 








55 










60 




Ala 


He Phe 


Gly 


Leu 


Thr 


Gin 


Ala 


He 


Thr 


Ser 


Ser 


Arg Ser His Asn 


65 








70 










75 




80 


He 


Phe Leu 


Phe 


Tyr 


Met 


Leu 


Ser 


Pro 


Ala 


Thr 


Phe 


Lys Gin He Thr 








85 










90 






95 


Leu 


Ala Leu 


He 


Ala 


Ser 


Arg 


Leu 


He 


Val 


Val 


He 


Leu Tyr Ala Phe 






100 










105 








110 


He 


Phe He 


Val 


Leu 


Ser 


Phe 


Tyr 


Ala 


Leu 


Asn 


He 


He Thr He Leu 




115 










120 










125 


Asn 


Phe Lys 


Ala 


Leu 


He 


Leu 


Gly 


Phe 


He 


Ser 


He 


Phe Ser Ser Ala 




130 








135 










140 




Leu 


Phe Cys 


Phe 


Cys 


Leu 


Ala 


He 


Phe 


Val 


Ala 


Arg 


He Phe Gin Asn 


145 






150 










155 




160 


Glu 


Gin Ser 


He 


Leu 


Gly 


Phe 


Cys 


Asn 


He 


He 


Asn 


Leu Tyr Ala Leu 








165 










170 






175 


Met 


Ser Cys 


Asn 


Val 


Phe 


Val 


Pro 


Leu 


Glu 


Tyr 


Leu 


Pro Asn He Gly 




180 










185 








190 


Gin 


Leu Phe 


He 


Lys 


Thr 


Ser 


He 


Phe 


Tyr 


Tyr 


Leu 


Asn Gin Leu Leu 




195 








200 










205 


He 


Lys Ala 


Phe 


Gin 


Gly 


He 


Asp 


Thr 


He 


Leu 


Val 


Leu Ala Thr Ser 




210 








215 










220 




Thr 


Phe Phe 


He 


He 


Gly 


Gly 


He. He 


Leu 


Phe 


Leu 


Leu Ser Ala Asn 


225 








230 










235 




240 


Arg 


Met Leu 


Leu 


Thr 


Pro 


Lys 


Glu Arg 


Met 


Arg 







245 250 
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(2) INFORMATION FOR SEQ ID NO: 577: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix> FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .69 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 577 

Met Ala Gly Thr Gin Ala He Tyr Glu Ser Ser Ser Ala Gly Phe Leu 

15 10 15 

Ser Gin Val Ser Ser He He Ser Ser Thr Ser Gly Val Ala Gly Pro 

20 25 30 

Phe Ala Gly He Val Ala Gly Ala Met Thr Ala Ala He He Pro He 

35 40 45 

Val Val Gly Phe Thr Asn Pro Gin Met Thr Asp He He Asn Pro He 

50 55 60 

Lys Ser Lys His Arg 
65 



(2) INFORMATION FOR SEQ ID NO: 578: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .112 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 578 

Val Ser Arg He Leu Gly Leu Ser Asp Asp Leu Ala Met Thr Leu Cys 

15 10 15 

Ala Glu Ser He Arg He Gin Ala Pro He Lys Gly Lys Asp Val Val 

20 25 30 

Gly He Glu He Pro Asn Ser Gin Ser Gin He He Tyr Leu Arg Glu 

35 40 45 

He Leu Glu Ser Glu Leu Phe Gin Lys Ser Ser Ser Pro Leu Thr Leu 

50 55 60 

Ala Leu Gly Lys Asp He Val Gly Asn Pro Phe He Thr Asp Leu Lys 
65 * 70 75 80 

Lys Leu Pro His Leu Leu He Ala Gly Thr Thr Gly Ser Gly Lys Ser 
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85 90 95 

Val Gly Val Asn Ala Met He Leu Ser Leu Leu Tyr Lys Lys Pro Pro 
100 105 110 



(2) INFORMATION FOR SEQ ID NO: 579: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 152 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL : YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .152 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57 9 

Met Asp Glu Unk Leu Val Tyr Gly Val He Cys Met Pro Ser Gin Val 

15 10 15 

Phe Ala Asn Thr Gly Thr Asn Val Ser He He Phe Phe Gin Lys Thr 

20 25 30 

Pro Ser Ala Lys Glu Val He Leu lie Asp Ala Ser Lys Leu Gly Glu 

35 40 45 

Glu Tyr Thr Glu Asn Lys Asn Lys Lys Thr Arg Leu Arg Pro Ser Asp 

50 55 60 

Met Asp Leu He Leu Glu Thr Phe Gin Asn Lys Ala Pro Lys Ser Asp 
65 70 75 80 

Phe Cys Ala Leu Val Ser Phe Asp Glu He Thr Glu Lys Asn Tyr Ser 

85 90 95 

Leu Asn Pro Gly Gin Tyr Phe Thr He Glu Asp Thr Ser Glu Thr He 

100 105 110 

Ser Gin Ala Glu Phe Glu Asn Leu Met Gin Gin Tyr Ser Ser Glu Leu 

115 120 125 

Ala Ser Leu Phe Asp Glu Ser Gin Asn Leu Gin Gin Glu lie Leu Glu 

130 135 140 

Thr Leu Lys Gly Val Arg Phe Glu 
145 " 150 



(2) INFORMATION FOR SEQ ID NO: 580: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 129 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...129 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 580 



Met Arg. 


Lys 


Gly 


Arg 


Val 


Met 


Leu 


\SYS VaJ. jrlie rvsp lie vji u 


Thr 


He 


1 




5 








1 A 

10 


15 




Pro Asn 


He 


Ser 


Leu 


Cys 


Lys 


Glu 


His rne vain L»eu jjys oiu 


Asp Asp 




20 










30 






Ala Leu 


Lys 
35 


He 


Cys 


G1U 


Trp 


Cor 

sex 
40 


P"h<a CI n I.vs Gin Lvs Glu 
45 


Lys 


Ser 


Gly Ser 


Glu 


Phe 


Leu 


Pro 


Leu 


Tyr 


Leu His Glu He He Ser 


He Ala 


50 










55 




60 




Phe 


Ala Val 


He 


Gly 


Asp 


Asp 


Tyr 


Gly 


Gin Phe He Lys Val Gly 


Asn 


65 




70 






75 




80 


Gly Gin 


Lys 


His 


Glu 


Asn 


Lys 


Glu 


Asp Phe Ala Ser Glu Lys 


Glu 


Leu 




85 








90 


95 




Leu Glu 


Asp 


Phe 


Phe 


Lys 


Tyr 


Phe 


Asn Glu Lys Gin Pro Arg 


Leu 


He 


100 










105 110 






Ser Phe 


Unk 


Gly 


Arg 


Gly 


Phe 


Gly 


Tyr Ser Pro Thr His Ala 


Gin 


Ser 




115 








120 


125 






Pro 





















(2) INFORMATION FOR SEQ ID NO: 580: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 129 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME /KEY: misc_f eature 

(B) LOCATION 1.. .129 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 580 



Met 


Arg Lys 


Gly Arg Val 


Met 


Leu 


Cys 


Val Phe Asp He Glu Thr He 


1 


5 








10 15 


Pro 


Asn He 


Ser Leu Cys 


Lys 


Glu 


His 


Phe Gin Leu Lys Glu Asp Asp 




20 






25 


30 


Ala 


Leu Lys 


He Cys Glu 


Trp 


Ser 


Phe 


Glu Lys Gin Lys Glu Lys Ser 




35 




40 




45 


Gly 


Ser Glu 


Phe Leu Pro 


Leu 


Tyr 


Leu 


His Glu He He Ser He Ala 


50 




55 






60 


Ala 


Val He 


Gly Asp Asp 


Tyr 


Gly 


Gin 


Phe He Lys Val Gly Asn Phe 


65 




70 








75 80 


Gly 


Gin Lys 


His Glu Asn 


Lys 


Glu 


Asp 


Phe Ala Ser Glu Lys Glu Leu 


85 








90 ' 95 


Leu 


Glu Asp 


Phe Phe Lys 


Tyr 


Phe 


Asn 


Glu Lys Gin Pro Arg Leu He 


100 






105 


110 


Ser 


Phe Unk 


Gly Arg Gly 


Phe 


Gly 


Tyr 


Ser Pro Thr His Ala Gin Ser 




115 




120 




125 



Pro 



(2) INFORMATION FOR SEQ ID NO: 581: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 113 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 
(iii) HYPOTHETICAL: YES 



<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1...113 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:581 



Met 


Arg Arg 


lie 


He 


Lys 


Asn 


Thr 


Leu 


Ser Arg Leu Gly Tyr Glu Asp 


1 






5 










10 15 


Val 


Leu Glu 


Ala 


Glu 


His 


Gly 


Val 


Glu 


Ala Trp Glu Lys Leu Asp Ala 






20 










25 


30 


Asn 


Ala Asp 


Thr 


Lys 


Val 


Leu 


He 


Thr 


Asp Trp Asn Met Pro Glu Met 




35 










40 




45 


Asn 


Gly Leu 


Asp 


Leu 


Val 


Lys 


Lys 


Val 


Arg Ala Asp Asn Arg Phe Lys 




50 








55 






60 


Glu 


lie Pro 


He 


He 


Met 


He 


Thr 


Thr 


Glu Gly Gly Lys Ala Glu Val 


65 








70 








75 80 


lie 


Thr Thr 


Leu 


Lys 


Ala 


Gly 


Val 


Asn 


Asn Tyr He Val Lys Pro Phe 








85 










90 95 


Thr 


Pro Gin 


Val 


Leu 


Lys 


Glu 


Lys 


Leu 


Glu Val Val Leu Gly Thr Asn 






100 










105 


110 



Asp 



(2) INFORMATION FOR SEQ ID NO: 582: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 174 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .174 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 582 

Met Ala Glu Glu Gin Glu Asn Thr Ala Gin Gin Pro Gin Lys Lys Ser 

15 10 15 

Lys Ala Leu Leu Phe Val He He Gly Ser Val Leu Val Met Leu Leu 

20 25 30 

Leu Val Gly Val He He Met Leu Leu Met Gly Asn Lys Glu Glu Ser 

35 40 45 

Lys Glu Asn Ala Ser Lys Asn Thr Gin Glu Val Gin Ala Asn Pro Met 

50 55 60 

Ala Asn Lys Asn Gin Glu Ala Lys Glu Gly Ser Asn He Gin Gin Tyr 
65 70 75 80 
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Leu Val Leu 


Gly 


Pro 


Leu 


Tyr Ala 


He 


Asp 


Ala Pro Phe Ala 


Val Asn 




85 








90 




95 


Leu Val Ser 


Gin 


Asn 


Gly 


Arg Arg 


Tyr 


Leu 


Lys Ala Ser He 


Ser Leu 




100 








105 




110 




Glu Leu Ser 


Asn 


Glu 


Lys 


Leu Leu 


Asn 


Glu 


Val Lys Val Lys Asp Thr 


115 








120 






125 




Ala lie Lys 


Asp 


Thr 


lie 


He Glu 


He 


Leu 


Ser Ser Lys Ser 


Val Glu 


130 








135 






140 




Glu Val Val 


Thr 


Asn 


Lys 


Gly Lys 


Asn 


Lys 


Leu Lys Asp Glu 


He Lys 


145 






150 








155 


160 


Ser His Leu 


Asn 


Ser 


Phe 


Leu He 


Asp 


Gly 


Phe He Lys Asn 








165 








170 






(2) INFORMATION 


FOR 


SEQ 


ID NO: 583: 









(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 583 

Met Gly Cys Phe Ser Thr He Cys Cys Lys Gly Leu Thr Leu Ser Val 
1 5 10 15 

Gly Gly Phe Leu Val Met Met Arg Phe Leu He Phe Lys Asp Phe Cys 
20 25 30 

Lys Asp Phe 
35 



(2) INFORMATION FOR SEQ ID NO: 584: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 307 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .307 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 584 

Met Ala Lys Lys Lys He Ala He Ser Cys Gly Asp He Gin Gly Val 

15 10 15 

Gly Leu Glu Leu He Leu Lys Ser His Lys Glu Val Ser Ala Leu Cys 
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20 



Glu 


Pro 


Leu 


Tyr Leu Val His Ser 






JO 


A f\ 

40 


Leu 


Leu 


Asp 


Asn Ala Tyr Glu Thr 




50 




55 


Asp Ala 


Pro 


Leu Pro Leu Leu Asn 


65 






70 


Thr 


Gin 


Ser 


Gly Ala Tyr Ser Phe 










Leu Ala 


Asp 


Ser Lys Glu Val Asp 








inn 
100 


Lys 


Leu 


Ala 


Trp Gin Gin Ala Gin 






lib 


n ^ n 
120 


Phe 


Leu 


Lys 


Gin Arg Tyr Lys Asp 




13 0 




135 


Cys 


Ser 


Lys 


Leu Phe Val Gly Leu 


145 






150 


Ala 


Val 


Ser 


Gin Leu He Gin Val 








165 


Ala 


Phe 


Gin 


Lys Ser Thr Gin Ala 








180 


Asn 


Pro 


His 


Ala Gly Glu Glu Gly 






195 


200 


lie 


Leu 


Lys 


Ala He Gin Glu Ser 




210 




215 


Phe 


Leu 


Gly 


Pro Leu Pro Ala Asp 


225 






230 


Lys 


He 


Thr 


Pro Phe Tyr Val Ser 








245 


Pro 


Leu 


Lys 


Ala Leu Tyr Phe Asp 








260 


Ala 


Pro 


He 


Leu Arg Ala Ser Thr 






275 


280 


Ala Tyr 


Gin 


Asn Lys Ala Asn His 




290 




295 


Tyr 


Leu 


Ala 




305 









485 



25 






3 0 


Glu 


Leu 


Leu Glu Arg 


Ala Asn Gin 






A C 

4b 




Lys Thr 


Leu Asn Ala 


lie Ala lie 






60 




Ser 


Ser 


Thr He Gly 


Lys vai ser 






7b 




Glu 


Ser 


Phe Lys Lys 


Ala Cys Glu 




90 




yb 


Gly 


He 


KSys inr j_*eu 


Tin len 

fro lie rtsn 


105 






11 u 


He 


Pro 


4*ne vai oiy 


nis inr /isp 










His 


Gin 


1 1 e lie ne t 


I16l ii6U \j±y 






i a n 
14U 




Phe 


Ser 


Asp HIS val 


Pro Leu Ser 






155 


160 


Lys Ala 


Leu Val Lys 


Phe Leu Leu 




170 




175 


Lys 


He 


Val Gin Val 


Cys Gly Phe 


185 






190 


Leu 


Phe 


Gly Glu Glu 


Asp Glu Lys 






205 




Asn 


Gin 


Thr Leu Gly 


Phe Glu Cys 






220 




Ser 


Ala 


Phe Ala Pro 


Asn Lys Arg 






235 


240 


Met 


Ser 


His Asp Val 


Gly Leu Ala 




250 




255 


Glu 


Ser 


He Asn Val 


Ser Leu Asn 


265 






270 


Asp His 


Gly Thr Ala 


Phe Asp He 






285 




Lys 


Ser 


Tyr Leu Asn 


Ala He Lys 






300 





(2) INFORMATION FOR SEQ ID NO: 584: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 307 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
{B) LOCATION 1...307 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 584 



Met Ala Lys Lys Lys He Ala He 
1 5 
Gly Leu Glu Leu He Leu Lys Ser 
. 20 

Glu Pro Leu Tyr Leu Val His Ser 
35 40 



Ser Cys Gly Asp He Gin Gly Val 

10 15 
His Lys Glu Val Ser Ala Leu Cys 
25 30 
Glu Leu Leu Glu Arg Ala Asn Gin 
45 
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Leu 


Leu 


Asp 


Asn 


Ala 


Tyr 


Glu 


Thr 


Lys 


Thr 


Leu Asn Ala He Ala He 




50 








55 








60 


Asp 


Ala 


Pro 


Leu 


Pro 


Leu 


Leu 


Asn 


Ser 


Ser 


Thr He Gly Lys Val Ser 


65 










70 










75 80 


Thr 


Gin 


Ser 


Gly 


Ala 


Tyr 


Ser 


Phe 


Glu 


Ser 


Phe Lys Lys Ala Cys Glu 








85 










90 


95 


Leu 


Ala 


Asp 


Ser 


Lys 


Glu 


Val 


Asp 


Gly He 


Cys Thr Leu Pro He Asn 








100 










105 




110 


Lys 


Leu 


Ala 


Trp 


Gin 


Gin 


Ala 


Gin 


He 


Pro 


Phe Val Gly His Thr Asp 




115 








120 






125 


Phe 


Leu 


Lys 


Gin 


Arg 


Tyr 


Lys 


Asp 


His 


Gin 


He He Met Met Leu Gly 




130 








13 5 








140 


Cys 


Ser 


Lys 


Leu 


Phe 


Val 


Gly 


Leu 


Phe 


Ser 


Asp His Val Pro Leu Ser 


145 








150 










155 160 


Ala 


Val 


Ser 


Gin 


Leu 


He 


Gin 


Val 


Lys Ala 


Leu Val Lys Phe Leu Leu 










165 










170 


175 


Ala 


Phe 


Gin 


Lys 
180 


Ser 


Thr 


Gin 


Ala 


Lys 
185 


He 


Val Gin Val Cys Gly Phe 
190 


Asn 


Pro 


His 
195 


Ala 


Gly 


Glu 


Glu 


Gly 
200 


Leu 


Phe 


Gly Glu Glu Asp Glu Lys 
205 


He 


Leu 
210 


Lys 


Ala 


He 


Gin 


Glu 
215 


Ser 


Asn 


Gin 


Thr Leu Gly Phe Glu Cys 
220 


Phe 


Leu 


Gly 


Pro 


Leu 


Pro 


Ala 


Asp 


Ser 


Ala 


Phe Ala Pro Asn Lys Arg 


225 










230 










235 240 


Lys 


He 


Thr 


Pro 


Phe 
245 


Tyr 


Val 


Ser 


Met 


Ser 
250 


His Asp Val Gly Leu Ala 
255 


Pro 


Leu 


Lys 


Ala 
260 


Leu 


Tyr 


Phe 


Asp 


Glu 
265 


Ser 


He Asn Val Ser Leu Asn 
270 


Ala 


Pro 


He 
275 


Leu 


Arg 


Ala 


Ser 


Thr 
280 


Asp 


His 


Gly Thr Ala Phe Asp He 
285 


Ala 


Tyr 
290 


Gin 


Asn 


Lys 


Ala 


Asn 
295 


His 


Lys 


Ser 


Tyr Leu Asn Ala He Lys 
300 



Tyr Leu Ala 
305 



<2) INFORMATION FOR SEQ ID NO: 585: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 702 amino acids 

(B) TYPE: , amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .702 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 585 

Val Ala Arg Leu Val Val Lys Arg Arg Lys He Asp Tyr Lys Gin Ser 

15 10 15 

He Gin Ser Asp Ser Gin Tyr Leu Gin Ala Unk Leu Asn Gin Phe Glu 

20 25 30 

Asn Lys Glu Val Tyr Glu Asn Gin Tyr Phe Leu Val Leu Glu Ser Thr 

35 40 45 

His Ser Leu His Gly Val Leu Glu His Lys Lys Lys Ser Phe Met His 

50 55 60 

Ala Asn Arg Glu Asn Phe Lys Asp He Leu Ser Tyr Lys Ala His Phe 
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65 70 75 80 

Leu Gin Glu Thr Leu Lys Ser Leu Glu lie Gin Leu Lys Asn Tyr Ala 

85 90 95 

Pro Lys Leu Leu Asn Ser Lys Glu Val Leu Asn Phe Tyr Ala Glu Tyr 

100 105 110 

lie Asn Gly Phe Glu Leu Pro Leu Lys Pro Leu Val Gly Gly Tyr Leu 

115 120 125 

Ser Asp Ser Tyr lie Ala Ser Ser He Thr Phe Glu Lys Asp Tyr Phe 

130 135 140 

He Gin Glu Ser Phe Asn Gin Lys Thr Tyr Asn Arg Leu He Gly He 
145 150 155 160 

Lys Ala Tyr Glu Ser Glu Arg He Thr Ser He Ala Val Gly Ala Leu 

165 170 175 

Leu Tyr Gin Glu Thr Pro Leu Asp He He Phe Ser He Glu Pro Met 

180 185 190 

Ser Val Asn Lys Thr Leu Ser Phe Leu Lys Glu Arg Ala Lys Phe Ser 

195 200 205 

Met Ser Asn Leu Val Lys Asn Glu Leu Leu Glu Tyr Gin Glu Leu Val 

210 215 220 

Lys Thr Lys Arg Leu Ser Met Gin Lys Phe Ala Leu Asn Val Leu He 
225 230 235 240 

Lys Ala Pro Ser Leu Glu Asp Leu Asp Ala Gin Thr Ser Leu He Leu 

245 250 255 

Gly Leu Leu Phe Lys Glu Asn Leu Val Gly Val He Glu Thr Phe Gly 

260 265 270 

Leu Lys Gly Gly Tyr Phe Ser Phe Phe Pro Glu Arg He His Leu Asn 

275 ~ 280 285 

His Arg Leu Arg Phe Leu Thr Ser Lys Ala Leu Ala Cys Leu Met Val 

290 295 300 

Phe Glu Arg Gin Asn Leu Gly Phe Lys Ala Asn Ser Trp Gly Asn Ser 
305 310 315 320 

Pro Leu Ser Val Phe Lys Asn Leu Asp Tyr Ser Pro Phe Leu Phe Asn 

325 330 335 

Phe His Asn Gin Glu Val Ser His Asn Asn Ala Lys Glu He Ala Arg 

340 345 350 

Val Asn Gly His Thr Leu Val He Gly Ala Thr Gly Ser Gly Lys Ser 

355 360 365 

Thr Leu He Ser Tyr Leu Met Met Ser Ala Leu Lys Tyr Gin Asn Met 

370 ^ 375 380 

Arg Leu Leu Ala Phe Asp Arg Met Gin Gly Leu Tyr Ser Phe Thr Glu 
385 390 395 400 

Phe Phe Lys Gly His Tyr His Asp Gly Gin Ser Phe Ser He Asn Pro 

405 410 415 

Phe Cys Leu Glu Pro Asn Leu Gin Asn Leu Glu Phe Leu Gin Ser Phe 

420 425 430 

Phe Leu Ser Met Leu Asp Leu Ala Pro Ser Arg Asp Lys Glu Ala Leu 

435 440 445 

Glu Asp Met Asn Ala He Ser Gly Ala He Lys Ser Leu Tyr Glu Thr 

450 455 460 

Leu Tyr Pro Lys Asp Phe Ser Leu Leu Asp Phe Lys Glu Thr Leu Lys 
465 470 475 480 

Arg Thr Ser Ser Asn Gin Leu Gly Leu Ser Leu Glu Pro Tyr Leu Asn 

485 490 495 

Asn Pro Leu Phe Asn Ala Leu Asn Asp Ala Phe Asn Ser Asn Ala Phe 

500 505 510 

Leu Asn Val He Asn Leu Asp Ala He Thr Gin Asn Pro Lys Asp Leu 

515 520 525 

Gly Leu Leu Ala Tyr Tyr Leu Phe Tyr Lys He Leu Glu Glu Ser Arg 

530 535 540 

Lys Asn Asp Ser Gly Phe Leu Val Phe Leu Asp Glu Phe Lys Ser Tyr 
545 " 550 555 560 

Val Glu Asn Asp Leu Leu Asn Thr Lys He Asn Ala Leu He Thr Gin 

565 570 575 

Ala Arg Lys Ala Asn Gly Val Val Val Leu Ala Leu Gin Asp He Tyr 
580 585 590 
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Gin 


Leu 


Ser 

roc 


Gly 


Val 


Lys 


Asn 


Ala 

£ n n 
bUU 


His 


Thr 


Leu 
olU 


He 


Leu 


Tyr 


Pro 


Gin 
615 


Lys 


Asn 


Phe 


Asn 


Val 


Pro 


Leu 


Ser 


Glu 


Thr 


Glu 


625 










630 








Pro 


Leu 


Tyr 


Ala 


Arg 
645 


Gin 


Val 


Leu 


Val 


Ser 


Asn 


Met 


He 
660 


Asp 


Val 


Ser 


Leu 


Glu 
665 


He 


Phe 


Asn 
675 


Ser 


Asp 


Ser 


Ser 


His 
680 


Val 


Lys 


Asp 
690 


Tyr 


Pro 


Thr 


Glu 


Trp 
695 


Arg 


Glu 
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Ser Phe Leu Ser Asn Met Gly 
605 

Ala Arg Glu Leu Lys His Asn 
620 

He Ser Phe Leu Glu Asn Thr 
635 640 
Lys Asn Leu Gly Asn Gly Ser 
650 655 
Gly Leu Gly Cys Tyr Leu Lys 
670 

Asn Lys Val Lys Ala Leu Gin 
685 

Lys Leu Leu Lys Ser 
700 



(2) INFORMATION FOR SEQ ID NO: 586: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 293 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .293 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 586 



Met Gin 


Glu 


Asp 


Trp Gin 


Ala 


Val 


Gin 


Asp 


Thr 


He Lys Val Val 


Ser 


1 






5 








10 




15 




Asp Val 


Lys 


Ala 


Gly Asn 


Phe 


Ala 


Val 


Arg 


lie 


Thr Ala Glu Pro 


Ala 






20 








25 






30 




Ser Pro 


Asp 


Leu 


Lys Glu 


Leu 


Arg 


Asp 


Ala 


Leu 


Asn Gly He Met 


Unk 




35 








40 








45 




Tyr Leu 


Gin 


Glu 


Ser Val 


Gly 


Thr 


His 


Met 


Pro 


Ser He Phe Lys 


He 


50 








55 










60 




Phe Glu 


Ser 


Tyr 


Ser Gly 


Leu 


Asp 


Phe 


Arg 


Gly 


Arg He Gin Asn 


Ala 


65 






70 










75 




80 


Ser Gly 


Arg 


Val 


Glu Leu 


Val 


Thr 


Asn 


Ala 


Leu 


Gly Gin Glu He 


Gin 








85 








90 




95 


Lys Met 


Leu 


Glu 


Thr Ser 


Ser 


Asn 


Phe 


Ala 


Lys 


Asp Leu Ala Asn 


Asp 






100 








105 






110 


Ser Ala 


Asn 


Leu 


Lys Glu 


Cys 


Val 


Gin 


Asn 


Leu 


Glu Lys Ala Ser 


Asn 




115 








120 








125 




Ser Gin 


His 


Lys 


Ser Leu 


Met 


Glu 


Thr 


Ser 


Lys 


Thr He Glu Asn 


He 


130 








135 










140 




Thr Thr 


Ser 


He 


Gin Gly 


Val 


Ser 


Ser 


Gin 


Ser 


Glu Ala Met He 


Glu 


145 






150 










155 




160 


Gin Gly 


Lys 


Asp 


He Lys 


Ser 


He 


Val 


Glu 


He 


He Arg Asp He 


Ala 








165 








170 




175 




Asp Gin 


Thr 


Asn 


Leu Leu 


Ala 


Leu 


Asn 


Ala 


Ala 


He Glu Ala Ala 


Arg 






180 








185 






190 


Ala Gly 


Glu 


His 


Gly Arg 


Gly 


Phe 


Ala 


Val 


Val 


Ala Asp Glu Val 


Arg 




195 








200 








205 


Lys Leu 


Ala 


Glu 


Arg Thr 


Gin 


Lys 


Ser 


Leu 


Ser 


Glu He Glu Ala 


Asn 


210 








215 










220 




He Asn 


He 


Leu 


Val Gin 


Ser 


He 


Ser 


Asp 


Thr 


Ser Glu Ser He 


Lys 
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225 230 235 240 

Asn Gin Val Lys Glu Val Glu Glu lie Asn Ala Ser lie Glu Ala Leu 

245 250 255 

Arg Ser Val Thr Glu Gly Asn Leu Lys lie Ala Ser Asp Ser Leu Glu 

260 265 270 

lie Ser Gin Glu lie Asp Lys Val Ser Asn Asp He Leu Glu Asp Val 

275 280 285 

Asn Lys Lys Gin Phe 
290 



(2) INFORMATION FOR SEQ ID NO: 587: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .52 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 587 

Met Pro Lys Ser Phe Thr Leu Pro Thr Phe Val Trp Cys Leu Phe Val 

1 5 10 15 

Gly Val He Leu Arg Asn Ala Leu Ser Phe Phe Lys He His Ser Val 

20 25 30 

Phe Asp Arg Glu Val Ser Val He Gly Asn Val Ser Leu Ser Leu Phe 

35 40 45 

Leu Ala Tyr Ala 
50 



(2) INFORMATION FOR SEQ ID NO: 588: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 182 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .182 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 588 

Val Gly Leu Leu Asn Ser Lys Ala Phe Lys Pro Tyr Arg Lys He Leu 
1 5 10 15 

Gin Met Val Phe Gin Asp Pro Tyr Ala Ser Leu Asn Pro Arg Leu Ser 
20 25 30 
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lie 


Gin 


Ser 


He 


Leu 


He 


Glu 


Ala 


Leu 


Arg Phe Ala Tyr Pro Lys Ala 






35 










40 




45 


Ser 


Gin 


Gin 


Glu 


Trp 


His 


His 


Leu 


Ala 


Glu Leu Cys Leu Glu Glu Val 




50 










55 






60 . 


Cys 


Leu 


Asn 


Pro 


Glu 


Leu 


Leu 


Asn 


Phe 


Tyr Ala Tyr Glu Leu Ser Gly 


65 










70 








75 80 


Gly 


Glu 


Arg 


Gin 


Arg 


Val 


Ala 


He 


Ala 


Arg Ala He Ala Leu Lys Pro 










85 










90 95 


Arg 


He 


He 


Leu 


Leu 


Asp 


Glu 


Pro 


Thr 


Ser Ala Leu Asp Lys Ser He 








100 










105 


110 


Gin 


Lys 


Ser 


Val 


Leu 


Glu 


Leu 


Leu 


Leu 


Asn Leu Gin Glu Lys Gin Asp 






115 










120 




125 


Leu 


Ser 


Tyr 


Leu 


Phe 


He 


Ser 


His 


Asp 


Leu Asp Val He Lys Ala Phe 




130 










135 






140 


Cys 


Asp 


Arg 


Val 


Leu 


Val 


Val 


Ser 


Glu 


Gly Lys He Val Glu Thr Gly 


145 










150 








155 160 


Ala 


He 


Glu 


Glu 


Val 


Phe 


Asp 


Asn 


Pro 


Lys His Ala Tyr Thr Lys Arg 










165 










170 175 


Leu 


Leu 


Glu 


Ser 


Arg 


Leu 
















180 














(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 589: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 251 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B> LOCATION 1...251 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58 9 



Val Ser 


Leu 


He 


Lys 


Val 


Ser 


Gly 


Asp 


Lys 


Lys 


Val He Glu Val Ser 


1 . 






5 










10 




15 


He Pro 


Leu 


Thr 


Ser 


He 


Ser 


Gly 


Lys 


Ala 


Arg 


Val Lys He Arg His 






20 










25 






30 


Ala Phe 


Ser 


Asp 


Tyr 


Gly 


He 


Ser 


Thr 


Ala 


Thr 


Arg Lys He Pro Phe 




35 










40 








45 


Ser Leu 


Lys 


His 


Tyr 


Val 


Glu 


Trp 


Gin 


He 


Gly 


Tyr Asp Val Pro lie 


50 










55 










60 


Lys Asp 


Lys 


Glu 


Lys 


Phe 


Glu 


Leu 


Thr 


Thr 


Leu 


Lys Asp Glu Lys Tyr 


65 








70 










75 


80 


His Phe 


Leu 


Gly 


Ala 


Asn 


Asn 


Lys 


Val 


Lys 


Thr 


Leu Tyr Glu Leu Ser 








85 










90 




95 


Glu Met 


He 


Tyr 


Tyr 


Ala 


Lys 


Arg 


Leu 


Gly 


Leu 


He Ser Leu Glu Asn 






100 










105 






110 


Leu Glu 


Asn 


Thr 


Leu 


Lys 


Phe 


Leu 


Glu 


Lys 


Gin 


Lys Gin Phe He Glu 




115 










120 








125 


Asp Asn 


Phe 


Met 


He 


Thr 


Arg 


Glu 


Arg 


Phe 


Arg 


Ser His Gin Phe Gly 


130 










135 










140 


Gly Met 


Asp 


Phe 


Glu 


Leu 


Ser 


Arg 


He 


Ser 


Tyr 


Pro Leu Leu He His 


145 








150 










155 


160 


Ser Phe 


Asp 


Asp 


Asn 


Glu 


Leu 


Ser 


Glu 


He 


Val 


He Lys Glu Gin Gin 








165 










170 




175 


Tyr Gly 


Ser 


Lys 


Thr 


Gin 


Ala 


Met 


Leu 


Tyr 


Phe 


Cys Phe Ser He Leu 
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180 








185 




190 


Glu Leu Lys 


Thr 


Ala 


Thr 


Pro 


Leu Leu 


Asn 


Arg Thr Ala Met Pro Lys 


195 










200 




205 


Glu His Ala 


Leu 


Leu 


He 


He 


His Glu 


Thr 


Asn Ala Leu Val Phe Leu 


210 








215 






220 


Glu Met Leu 


Lys 


lie 


Phe 


Gly Leu Leu 


Ser 


Gin Val His His Asn Asp 


225 






230 








235 240 


Val Leu Lys 


lie 


Leu 


Glu 


Lys 


He Leu 


Gin 


Asn * 




245 








250 





(2) INFORMATION FOR SEQ ID NO: 590: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 40 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .40 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 590 

Val He Thr Ala Cys Phe Asn Arg Glu Lys Thr He Glu Asp Thr He 

15. 10 15 

Leu Ser Val Leu Asn Gin Thr Tyr Lys Asn He Glu Tyr He He He 

20 25 30 

Asp Gly Ala Ser Ala He Ala Leu 
35 40 



{2) INFORMATION FOR SEQ ID NO: 591: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 amino acids 

(B) TYPE: amino acid 
<D) .TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1...122 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 591 

Val Phe Val Gly Leu Tyr His Gly Ala Ser He Phe Asp Leu Lys Phe 

15 10 15 

Glu Val Tyr Leu Thr Met Leu He Ser Leu Met Pro Phe Val Ala Thr 

20 25 30 

He Tyr He Asn Phe Pro Lys Thr Thr Glu Thr Ser His Gly Tyr Ala 
35 40 45 
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Arg Trp Ala Asn 


Val 


Lys 


Asp lie Glu 


Cys 


Phe Lys He Phe Ser Lys 


50 






55 




60 


l?±U «J.y Jrlie LyS 


Lys 


vai 


val HIS ATy 


Leu 


t»iy vai bin Fne Asp Asn 


65 




70 






75 80 


Gly Phe lie Leu 


Gly 


Lys 


Phe Gly Phe 


Pro 


Lys Leu Arg Asn Val Cys 




85 






90 


95 


Tyr Asp Lys Pro 


Leu 


Gly 


Thr Met He 


Val 


Ala Pro Pro Gly Ala Glu 


100 






105 




110 


Lys Leu His Val 


Trp 


Leu 


Cys Gin He 


Tyr 




115 






120 






(2) INFORMATION 


FOR 


SEQ 


ID NO: 592: 







(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 113 amino acids 
(B) TYPE: amino acid 
<D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1.. .113 



(Xi) SEQUENCE DESCRIPTION.: SEQ ID NO: 592 



Met Lys Arg 


Leu 


Ala 


Val 


Ala 


Leu 


He 


Leu Val Leu Gly Val Val Trp 


1 




5 










10 15 


Gly Lys Ser 


Leu 


Pro 


Lys 


Trp 


Ala 


Lys 


Asp Cys Ser Lys Glu Met Arg 




20 










25 


30 


lie Glu Lys 


Thr 


Gin 


Thr 


Lys 


Asp 


Glu 


Lys He Leu Val Cys Gly Met 


35 










40 




45 


Ser Asp He 


Leu 


Leu 


Ser 


Asp 


Met 


Asp 


Tyr Ser Leu Ser Ser Ala Arg 


50 








55 






60 


Gin Asn Ala 


Leu 


Glu 


Lys 


Val 


Met 


Glu 


Ala Phe Lys Gly Asp Arg He 


65 






70 








75 80 


Glu He Lys 


Ala 


Gly 


Glu 


Leu 


Lys 


Ala 


Thr Phe He Asp Thr Asp Lys 






85 










90 95 


Val Tyr Val 


Leu 


Leu 


Arg 


He 


Thr 


Lys 


Lys His Val Ala Leu Met Asn 




100 










105 


110 



Glu 



(2) INFORMATION FOR SEQ ID NO: 593: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 437 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM : Helicobacter pylori 

(ix) FEATURE: 
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(A) NAME/KEY: roisc_feature 
<B) LOCATION 1. . .437 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 593 



Met 


Asn 


Pro 


Gin 


He 


Gin 


Pro 


Ala 


Thr 


Lys 


Lys 


Pro Leu Lys Ser 


Leu 


1 








5 










1 A 

1U 




lb 




Leu 


Ala 


Ala 


Ser 


Ser 


Gly 


Asn 


Leu 


IT. 1 


GIU 


Trp 


Tyr Asp Phe Tyr 


Ala 








20 










ZD 






J u 




Tyr 


Ala 


Phe 


Leu 


Ala 


Pro 


Tyr 


Phe 


Ala 


Lys 


Glu 


Phe Thr His Thr 


Asn 




35 










40 








45 




Asp 


Pro 


Thr 


Leu 


Ala 


Leu 


He 


Ser 


Ala 


Pne 


Leu 


Val Phe Met Leu 


Gly 


50 










55 










60 




Phe 


Phe 


Met 


Arg 


Pro 


Leu 


Gly 


Ser 


Leu 


Phe 


Phe 


Gly Lys Leu Gly 


Asp 


€5 










70 










75 




80 


Lys 


Lys 


Gly 


Arg 


Lys 


Thr 


Ser 


Met 


Val 


Tyr 


Ser 


He He Leu Met 


Ala 










85 










90 




95 




Leu 


Gly 


Ser 


Phe 


Met 


Leu 


Ala 


Leu 


Leu 


Pro 


Thr 


Lys Glu He Val 


Gly 








100 










105 






110 




GIu 


Trp 


Ala 


Phe 


Leu 


Phe 


Leu 


Leu 


Leu 


Ala 


Arg 


Leu Leu Gin Gly 


Phe 






115 










120 








125 




Ser 


Val 


Gly 


Gly 


Glu 


Tyr 


Gly 


Val 


Val 


Ala 


Thr 


Tyr Leu Ser Glu 


Leu 




130 










135 










. 140 




Gly 


Lys 


Asn 


Gly 


Lys 


Lys 


Gly 


Phe 


Tyr 


Gly 


Ser 


Phe Gin Tyr Val 


Thr 


145 










150 










155 




160 


Leu 


Val 


Gly 


Gly 


Gin 


Leu 


Leu 


Ala 


He 


Phe 


Ser 


Leu Phe He Val 


Glu 










165 










170 




175 




Asn 


Val 


Tyr 


Thr 


His 


Glu 


Gin 


He 


Ser 


Ala 


Phe 


Ala Trp Arg Tyr 


Leu 








180 










185 






190 




Phe 


Ala 


Leu 


Glu 


Gly 


He 


Leu 


Ala 


Leu 


Leu 


Ser 


Leu Phe Leu Arg 


Asn 






195 










200 








205 




lie 


Met 


Glu 


Glu 


Thr 


Met 


Asp 


Asn 


Glu 


Ala 


Thr 


Pro Gin Lys Lys 


Thr 




210 










215 










220 




Asn 


Val 


Asn 


Asn 


Thr 


Lys 


Glu 


Thr 


His 


He 


Lys 


Glu Thr Gin Arg 


Gly 


225 










230 










235 




240 


Ser 


Leu 


Lys 


Glu 


Leu 


Leu 


Asn 


His 


Lys 


Lys 


Ala 


Leu Met He Val 


Phe 








245 










250 




255 




Gly 


Leu 


Thr 


Met 


Gly 


Gly 


Ser 


Leu 


Cys 


Phe 


Tyr 


Thr Phe Thr Val 


Tyr 








260 










265 






270 




Leu 


Lys 


lie 


Phe 


Leu 


Thr 


Asn 


Ser 


Ser 


Ser 


Phe 


Ser Pro Lys Glu 


Ser 




275 










280 








285 




Ser 


Phe 


lie 


Met 


Leu 


Leu 


Ala 


Leu 


Ser 


Tyr 


Phe 


He Phe Leu Gin 


Pro 




290 










295 










300 




Leu 


Cys 


Gly 


Met 


Leu 


Ala 


Asp 


Lys 


lie 


Lys 


Arg 


Tnr Gin Met Leu 


Met 


3 05 










.510 










TIC 

J Id 




320 


Val 


Phe 


Ala 


lie 


Thr 


Gly 


Leu 


He 


val 


Thr 


Pro 


He Val Phe Tyr 


Gly 










325 










330 




335 




lie 


Lys 


His 


Ala 


Ifcr 


Ser 


Val 


Tyr 


Glu 


Ala 


Leu 


Phe Tyr Glu He 


Leu 






340 










345 






350 




Ala 


Leu 


Ser 


Ser 


Met 


Ser 


Phe 


Tyr 


Thr 


Cys 


He 


Ala Gly Val He 


Lys 






355 










360 








365 




Ala 


Glu 


Leu 


Phe 


Pro 


Glu 


His 


Val 


Arg 


Ala 


Leu 


Gly Val Gly Leu 


Ala 




•370 










375 










380 




Tyr 


Ala 


lie 


Ala 


Asn 


Ala 


Leu 


Phe 


Gly 


Gly 


Ser 


Ala Ser Tyr He 


Ala 


385 










390 










395 




400 


Leu 


Glu 


Phe 


Lys 


Gin 


His 


Gly 


Phe 


Glu 


Glu 


Gly 


Phe Val Gly Tyr 


Val 










405 










410 




415 




Met 


Leu 


Ser 


He 


Val 


He 


Phe 


Met 


Val 


Met 


Val 


He He Phe Pro 


Lys 








420 










425 






430 




Lys 


Tar 


Tyr 


Leu 


Glu 






















435 























1 

(2) INFORMATION FOR SEQ ID NO: 594: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 6 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

<A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .146 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 594 



Met Ser 


Ser 


Gly 


Leu 


He 


Tyr 


He 


Ser Leu 


Glu Val Leu Val Unk Cys 


1 






3 








10 


15 


Leu lie 


Tfar 


Ala 


Leu 


He 


Met 


Tyr 


Tyr Val 


Met Lys Lys He Tyr Tyr 






20 










25 


30 


Ala Arg 


Gly 


Gin 


Ala 


He 


Leu 


Lys 


Gly Ala 


Ser Ala Lys Ala Lys Leu 




35 










40 




45 


Met Glu 


Phe 


Gin 


Ala 


Lys 


Ser 


Phe 


Val Glu 


Ala Glu Glu Met Arg Met 


50 










55 






60 


Lys Ser 


Gin 


Glu 


Cys 


Lys 


Leu 


Gin 


Gin Gin 


Tyr Glu Asn Lys Asn Leu 


65 








70 








75 80 


Gin Leu 


Gin 


Thr 


His 


Phe 


Asp 


Lys 


Lys Glu 


Ala His Leu Lys His Leu 








85 








90 


95 


Glu Ala 


Gin 


His 


Lys 


Glu 


Phe 


Val 


Arg Asp 


Glu Lys Arg Tyr Leu Glu 






100 










105 


110 


Lys Glu 


Lys 


Lys 


Glu 


Leu 


Glu 


Lys 


Glu Arg 


Gin He Leu Glu Unk Glu 




115 










120 




125 


Arg Glu 


Asn 


Phe 


Unk 


Unk 


Gin 


Arg 


Ala Phe 


Val Unk Unk Unk Unk Ala 


130 










135 






140 



Lys Ala 
145 



(2) INFORMATION FOR SEQ ID NO: 594: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 146 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...146 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO:594 

Met Ser Ser Gly Leu He Tyr lie Ser Leu Glu Val Leu Val Unk Cys 

1 5 10 15 

Leu He Thr Ala Leu He Met Tyr Tyr Val Met Lys Lys He Tyr Tyr 

20 25 30 

Ala Arg Gly Gin Ala He Leu Lys Gly Ala Ser Ala Lys Ala Lys Leu 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



495 



Met Glu 

50 
Lys Ser 
65 

Gin Leu 

Glu Ala 

Lys Glu 

Arg Glu 
130 
Lys Ala 
145 



35 40 45 

Phe Gin Ala Lys Ser Phe Val Glu Ala Glu Glu Met Arg Met 

55 60 
Gin Glu Cys Lys Leu Gin Gin Gin Tyr Glu Asn Lys Asn Leu 

70 75 80 

Gin Thr His Phe Asp Lys Lys Glu Ala His Leu Lys His Leu 

85 90 95 

Gin His Lys Glu Phe Val Arg Asp Glu Lys Arg Tyr Leu Glu 

100 105 110 

Lys Lys Glu Leu Glu Lys Glu Arg Gin lie Leu Glu Unk Glu 
115 120 125 

Asn Phe Unk Unk Gin Arg Ala Phe Val Unk Unk Unk Unk Ala 
135 140 



<2) INFORMATION FOR SEQ ID NO: 595: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 127 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 



<iii) HYPOTHETICAL: YES 



<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1 ... 127 

<X1) SEQUENCE DESCRIPTION: SEQ ID NO: 595 

Met Asn lie Lys lie Leu Lys He Leu Val Gly Gly Leu Phe Phe Leu 

1 5 10 15 

Ser Leu Asn Ala His Leu Trp Gly Lys Gin Asp Asn Ser Phe Leu Gly 

20 25 30 

He Gly Glu Arg Ala Tyr Lys Ser Gly Asn Tyr Ser Lys Ala Ala Ser 

35 40 45 

Tyr Phe Lys Lys Ala Cys Asn Asp Gly Val Ser Glu Gly Cys Thr Gin 

50 - 55 60 

Leu Gly He He Tyr Glu Asn Gly Gin Gly Thr Arg He Asp Tyr Lys 
65 70 75 80 

Lys Ala Leu Glu Tyr Tyr Lys Thr Ala Cys Gin Ala Asp Asp Arg Glu 

85 90 95 

Gly Cys Phe Gly Leu Gly Gly Leu Tyr Asp Glu Gly Leu Gly Thr Ala 

100 105 110 

Gin Asn Tyr Gin Glu Ala Unk Asp Ala Tyr Ala Arg His Ala Phe 
115 120 125 



(2) INFORMATION FOR SEQ ID NO: 595: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(iii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_f eature 
<B) LOCATION 1. . .127 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 595 



Met Asn 


He 


Lys 


He 


Leu 


Lys 


He 


Leu Val Gly Gly Leu Phe Phe Leu 


1 






5 








10 • 15 


Ser Leu 


Asn 


Ala 


His 


Leu 


Trp 


Gly 


Lys Gin Asp Asn Ser Phe Leu Gly 






20 










25 30 


He Gly 


Glu 


Arg 


Ala 


Tyr 


Lys 


Ser 


Gly Asn Tyr Ser Lys Ala Ala Ser 




35 










40 


45 


Tyr Phe 


Lys 


Lys 


Ala 


Cys 


Asn 


Asp 


Gly Val Ser Glu Gly Cys Thr Gin 


50 










55 




60 


Leu Gly 


He 


He 


Tyr 


Glu 


Asn 


Gly 


Gin Gly Thr Arg He Asp Tyr Lys 


65 








70 






75 80 


Lys Ala 


Leu 


Glu 


Tyr 


Tyr 


Lys 


Thr 


Ala Cys Gin Ala Asp Asp Arg Glu 








85 








90 95 


Gly Cys 


Phe 


Gly 


Leu 


Gly 


Gly 


Leu 


Tyr Asp Glu Gly Leu Gly Thr Ala 






100 










105 HO 


Gin Asn 


Tyr 


Gin 


Glu 


Ala 


Unk 


Asp 


Ala Tyr Ala Arg His Ala Phe 




115 










120 


125 



(2) INFORMATION FOR SEQ ID NO: 596: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: mis c_f eature 

(B) LOCATION 1...95 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 596 



Met Asp He Ser 


He 


Phe 


Arg 


Glu 


Tyr 


Asp He Arg Gly He Tyr Pro 


1 


5 










10 15 


Thr Thr Leu Asp 


Glu 


Asn 


Thr 


Ala 


Phe 


Ser He Gly Val Glu Leu Gly 


20 










25 


30 


Lys He Met Arg 


Glu 


Tyr 


Asp 


Lys 


Ser 


Val Phe Val Gly His Asp Ala 


35 








40 




45 


Arg Val His Gly 


Arg 


Phe 


Leu 


Phe 


Glu 


Val Leu Ser Ala Gly Leu Gin 


50 






55 






60 


Ser Ser Gly Leu 


Lys 


Val 


Tyr 


Asp 


Leu 


Gly Leu He Pro Thr Pro Val 


65 




70 








75 80 


Ala Tyr Phe Ala 


Ala 


Phe 


Asn 


Glu 


He 


Asp Asn He Gin Trp Pro 




85 










90 95 


(2) INFORMATION 


FOR 


SEQ 


ID NO: 597: 





(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 102 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

'(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .102 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 597 



Val Cys Asp 


He 


Phe 


Ser 


Asp 


Gly 


Val 


Leu Leu Asp Lys 


Ala 


Leu Val 


1 




5 










10 




15 


lie Tyr Phe 


Lys 


Ala 


Pro 


Tyr 


Ser 


Phe 


Thr Gly Glu Asp 


Val 


Cys Glu 


20 










25 




30 




lie Gin Cys 


His 


Gly 


Ser 


Pro 


Leu 


Leu 


Ala Gin Asn He 


Leu 


Gin Ala 


35 










40 




45 






Cys Leu Asn 


Leu 


Gly 


Ala 


Arg 


Leu 


Ala 


Lys Ala Gly Glu 


Phe 


Ser Lys 


50 








55 






60 






Lys Ala Phe 


Leu 


Asn 


His 


Lys 


Met 


Asp 


Leu Ser Glu He 


Glu 


Ala Ser 


65 






70 








75 




80 


Val Gin Leu 


He 


Leu 


Cys 


Glu 


Asp 


Glu 


Ser Val Leu Asn 


Ala 


Leu Ala 






85 








90 




95 


Arg Gin Leu 


Gin 
100 


Gly 


Gly 















(2) INFORMATION FOR SEQ ID NO: 598: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .127 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:598 

Met Phe Lys Lys Met Cys Leu Ser Leu Leu Met He Ser Gly Val Cys 

1.5 10 15 

Val Gly Ala Lys Asp Leu Asp Phe Lys Leu Asp Tyr Arg Ala Thr Gly 

20 25 30 

Gly Lys Phe Met Gly Lys Met Thr Asp Ser Ser Leu Leu Ser He Thr 

35 40 45 

Ser Met Asn Asp Glu Pro Val Val He Lys Asn Leu He Val Asn Arg 

50 55 60 

Gly Asn Ser Val Glu Ala Thr Lys Lys Val Glu Pro Lys Phe Gly Asp 
65 70 75 80 

Lys Phe Lys Lys Glu Lys Leu Phe Asp His Glu Leu Lys Tyr Ser Gin 
85 90 95 
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Gin lie Phe Tyr Arg Leu Asp Cys Lys Pro Asn Gin Leu Leu Glu Val 

100 105 110 

Lys He He Thr Asp Lys Gly Glu Tyr Tyr His Lys Phe Ser Lys 

115 120 125 



(2) INFORMATION FOR SEQ ID NO: 599: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 502 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(ill) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...502 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 599 



Met 


Thr 


Leu 


Lys 


Pro 


Tyr 


Pro 


Thr 


Lys 


Glu 


Thr 


Gly 


Leu Ala Ser Gin 


1 








5 










10 






15 


Leu 


Ser 


Gly 


His 


Trp 


Phe 


Phe 


Gin 


Leu 


Ser 


Leu 


Phe 


Asn Lys Thr Asn 








20 










25 








30 


Phe 


Asn 


Pro 


Asn 


Lys 


He 


Trp 


lie 


Pro 


Leu 


Glu 


Phe 


Asn Lys Arg Ser 






35 










40 










45 


Lys 


He 


Lys 


Phe 


Asp 


Lys 


Asp 


Leu 


Glu 


lie 


Tyr 


Phe 


Asp Ser His Glu 




50 










55 










60 




Ser 


Phe 


Asn 


He 


Ser 


Lys 


Lys 


Tyr 


Leu 


Gin 


Glu 


lie 


Asp Gin Glu Ser 


65 










70 










75 




80 


Leu 


Lys 


Lys 


He 


Lys 


Gin 


Ser 


Lys 


Asp 


Phe 


Phe 


Ser 


lie Gin Lys lie 










85 










90 






95 


Glu 


Ser 


Lys 


His 


Asp 


Asn 


Asn 


Asp 


He 


Leu 


Gin 


Leu 


Glu Phe Phe Glu 








100 










105 








110 


Asn 


Asp 


Thr 


Ser 


Phe 


Leu 


Phe 


Ala 


Lys 


Gly 


Ser 


Phe 


Ala Glu lie Leu 






115 










120 










125 


Glu 


Tyr 


Asn 


Met 


Gin 


Leu 


Lys 


He 


Asp 


Ser 


Leu 


lie 


Thr Lys Glu Phe 




130 










135 










140 




Asn 


Lys 


Leu 


Leu 


Ala 


He 


Val 


Gin 


Asp 


Ser 


Pro 


Gin 


Asp Ser Tyr Gin 


145 










150 










155 




160 


Leu 


Lys 


He 


Arg 


Val 


Arg 


His 


Asn 


Asn 


Lys 


Leu 


Pro 


Arg Glu Lys Tyr 










165 










170 






175 


Thr 


Glu 


His 


Glu 


He 


Lys 


Leu 


Glu 


Val 


Tyr 


Asp 


Cys 


Arg Lys Ser His 








180 










185 








190 


Asp 


His 


Asn 


Glu 


Pro 


He 


lie 


Leu 


Ser 


Gin 


Gin 


Ser 


Thr Gly Phe Gin 






195 










200 










205 


Trp 


Ala 


Phe 


Asn 


Phe 


Met 


Phe 


Gly 


Phe 


Leu 


Tyr 


Asn 


Val Gly Ser His 




210 










215 










220 




Phe 


Ser 


Phe 


Asn 


His 


Asn 


lie 


He 


Tyr 


Val 


Met 


Asp 


Glu Pro Ala Thr 


225 










230 










235 




240 


His 


Leu 


Ser 


Val 


Pro 


Ala 


Arg 


Lys 


Glu 


Phe 


Arg 


Lys 


Phe Leu Lys Glu 










245 










250 






255 


Tyr 


Ala 


His 


Lys 


Asn 


His 


Val 


Thr 


Phe 


Val 


Leu 


Ala 


Thr His Asp Pro 








260 










265 








270 


Phe 


Leu 


Val 


Asp 


Thr 


Asp 


His 


Leu 


Asp 


Glu 


lie 


Arg 


He Val Glu Lys 






275 










280 










285 


Glu 


Thr 


Glu 


Gly 


Ser 


Val 


lie 


Lys 


Asn 


His 


Phe 


Asn 


Tyr Pro Leu Asn 




290 










295 










300 


Asn 


Ala 


Ser 


Lys 


Asp 


Ser 


Asp 


Ala 


Leu 


Asp 


Lys 


He 


Lys Arg Ser Leu 
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310 






Gly Val 


Gly Gin His Val 


Phe 


His 




325 






Phe Val 


Glu Gly He Thr 


Asp 


Tvr 




340 






Tyr Leu 


Arg Tyr Lys Glu 


Tyr 


Lys 




355 




360 


Leu Pro 


He Ser Gly Leu 


Lvs 


Asn 


370 




375 




He Glu 


Lys Leu Cys Glu 


Leu 


Asd 


385 


390 








Arn T.VS Cvs Val 


Phe 


Asn 




405 






Lys Arg 


Ala Asn Glu Glu 


Met 


His 




420 






Ser Asp 


Cys Asp Arg His 


Phe 


Lys 




435 




440 


Asn Asp 


Arg Asn Lys Tyr 


Ala 


Lys 


450 




455 




Ala Phe 


Lys Thr Arg Leu 


Leu 


Tyr 


465 


470 






Gin Thr 


Lys Arg Asn Phe 


Leu 


Lys 




485 






Thr Asn 


Leu He Lys Asn 







500 



499 







315 


320 


Asn 


Pro 


Gin Lys His 


Arg He He 




330 




335 


Cys 


Tyr 


Leu Ser Ala 


Phe Lys Leu 


345 






350 


Asp 


Asn 


Pro He Pro 


Phe Thr Phe 






365 




Asp 


Ser 


Asn Asp Met Lys Glu Thr 






380 




Asn 


His 


Pro lie Val 


Leu Thr Asp 






395 


400 


Gin 


Gin 


Ala Thr Ser Glu Arg Phe 




410 




415 


Asp 


Pro 


He Thr He 


Leu Gin Leu 


425 






430 


Gin 


He 


Glu Asp Cys 


Phe Ser Ala 






445 




Asn 


Lys 


Gin Met Glu 


Leu Ser Met 






460 




Gly 


Gly 


Glu Asp Ala 


He Glu Lys 






475 


480 


Leu 


Phe 


Lys Trp He Ala Trp Ala 




490 




495 



(2) INFORMATION FOR SEQ ID NO: 600: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 42 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc.feature 

(B) LOCATION 1...42 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 600 

Val Tyr Phe Phe Leu Ala Leu Ser Gly Glu Lys Val Leu Leu Pro Val 

1 5 10 15 

He Gly Gly Leu Glu Lys Asn Ala Leu Glu Ala Gly Leu Leu Lys Gly 

20 25 30 

Asp Arg He Leu Leu Ser Thr lie Lys Lys 
35 40 



(2) INFORMATION FOR SEQ ID NO: 601: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 341 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .341 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 601 

Met Glu Asn Phe Lys Leu lie Asn Phe Phe Thr Gly Gin Asn Asp Ala 

1 5 10 15 

Gly Lys Thr Asn Leu Leu Glu Ala Leu Tyr Thr Asn Thr Gly Leu Cys 

20 25 30 

Asp Pro Thr Ala Asn Gin Val Ser Leu Pro Pro Glu His Ala Val Asn 

35 40 45 

lie Ser Glu Phe Arg Lys He Lys Leu Asp Ala Asp Asn Leu Lys Thr 

50 55 60 

Phe Phe Tyr Gin Gly Asn Thr Ala Asn Pro He Ser He Arg Thr Glu 
65 70 75 80 

Phe Glu His Ala Thr He Pro Leu Thr He Gin Tyr Pro Thr Gin Thr 

85 90 95 

Ser Tyr Ser Lys Asp He Asn Leu Asn Ser Asp Asp Ala His Met Thr 

100 105 HO 

Asn Leu He Asn Thr Thr He Thr Lys Pro Gin Leu Gin Phe Ser Tyr 

115 120 125 

Asn Pro Ser Leu Ser Pro Met Thr Met Thr Tyr Glu Phe Glu Arg Gin 

130 135 140 

Asn Leu Gly Leu He His Ser Asn Leu Asp Lys He Ala Gin Thr Tyr 
145 150 155 160 

Lys Glu Asn Ala Met Phe He Pro He Glu Leu Ser He Val Asn Ser 

165 170 175 

Leu Lys Ala Leu Glu Asn Leu Gin Leu Ala Ser Lys Glu Lys Glu Leu 

180 185 190 

He Glu He Leu Gin Cys Phe Asn Pro Asn He Leu Asn Ala Asn Thr 

195 200 205 

He Arg Lys Ser Val Tyr He Gin He Lys Asp Glu Asn Thr Pro Leu 

210 215 220 

Glu Glu Ser Pro Lys Arg Leu Leu Asn Leu Phe Gly Trp Gly Phe He 
225 230 235 240 

Lys Phe Phe He Met Val Ser He Leu He Asp Asn Arg Val Lys Tyr 

245 250 255 

Leu Phe He Asp Glu He Glu Ser Gly Leu His His Thr Lys Met Gin 

260 265 270 

Glu Phe Leu Lys Ala Leu Phe Lys Leu Ala Gin Lys Leu Gin He Gin 

275 280 285 

He Phe Ala Thr Thr His Asn Lys Glu Phe Leu Leu Asn Ala He Asn 

290 295 300 

Thr He Ser Asp Asn Glu Thr Gly Val Phe Lys Asp He Ala Leu Phe 
305 310 315 320 

Glu Leu Glu Lys Glu Ser Ala Ser Asp Phe He Arg His Ser Tyr Ser 

325 330 335 

Met Leu Glu Lys Ala 
340 



(2) INFORMATION FOR SEQ ID NO: 602: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 465 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: mi sc. feature 
<B) LOCATION 1. . .465 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 602 



Met Asp 


Phe 


Lys 


Lys 


Cys 


Pro 


Asn 


Phe 


Glu 


Lys 


Lys 


Cys Ala Phe Leu 


1 






5 










10 






15 


Cys Phe 


Ser 


Asn 


Leu 


Val 


Leu 


Leu 


He 


Glu 


lie 


His 


Ser Lys Gly Leu 






20 










25 








30 


His Met 


Gin 


Lys 


Lys 


Lys 


Pro 


Lys 


Asn 


Pro 


Gin 


Pro 


Asn Leu Phe Ser 




35 










40 










45 


lie Leu 


Asp 


Lys 


Gly 


Asp 


Val 


Ala 


Thr 


Asn 


Asn 


Pro 


Val Glu Glu Ser 


50 










55 










60 




Asp Lys 


Ala 


Asn 


Lys 


He 


Gin 


Glu 


Pro 


Leu 


Pro 


Tyr 


Val Val Lys Thr 


65 








70 










75 




80 


Gin He 


Asn 


Lys 


Ala 


Ser 


Met 


He 


Ser 


Arg 


Asp 


Pro 


He Glu Trp Ala 








85 










90 






95 


Lys Tyr 


Leu 


Ser 


Phe 


Glu 


Lys 


Arg 


Val 


Tyr 


Lys 


Asp 


Asn Ser Lys Glu 






100 










105 








110 


Asp Val 


Asn 


Phe 


Phe 


Ala 


Asn 


Gly 


Glu 


He 


Lys 


Glu 


Ser Ser Arg Val 




115 










120 










125 


Tyr Glu 


Ala 


Asn 


Lys 


Glu 


Gly 


Phe 


Glu 


Arg 


Arg 


He 


Thr Lys Arg Tyr 


130 










135 










140 




Asp Leu 


He 


Asp 


Arg 


Asn 


He 


Asp 


Arg 


Asn 


Arg 


Glu 


Phe Phe He Lys 


145 








150 










155 




160 


Glu He 


Glu 


He 


Leu 


Thr 


His 


Thr 


Asn 


Ser 


Leu 


Lys 


Glu Leu Lys Glu 








165 










170 






175 


Gin Gly 


Leu 


Glu 


He 


Gin 


Leu 


Thr 


His 


His 


Asn 


Glu 


Thr His Lys Lys 






160 










185 








190 


Ala Leu 


Glu 


Asn 


Gly 


Asn 


Glu 


He 


Val 


Lys 


Glu 


Tyr 


Asp His Leu Lys 




195 










200 










205 


Asp He 


Tyr 


Gin 


Glu 


Val 


Glu 


Arg 


Thr 


Lys 


Asp 


Gly 


Gly Leu Val Arg 


210 










215 










220 


Glu He 


He 


Pro 


Ser 


He 


Ser 


Ser 


Ala 


Glu 


Tyr 


Phe 


Lys Leu Tyr Asn 


225 








230 










235 




240 


Lys Leu 


Pro 


Phe 


Glu 


Ser 


He 


Asn 


Asn 


Glu 


Asn 


Thr 


Lys Leu Asn Thr 


















i C n 






255 


Asn Asp 


Asn 


Glu 


Glu 


Val 


Lys 


Lys 


Leu 


Glu 


Phe 


Glu 


Leu Ala Lys Glu 






260 










265 








270 


Val His 


He 


Leu 


He 


Leu 


Glu 


Gin 


Gin 


Leu 


Leu 


Ser 


Ala Thr Asn Tyr 




275 










280 










285 


Tyr Ser 


Trp 


He 


Asp 


Lys 


Asp 


Asp 


Asn 


Ala 


Asn 


Phe 


Ala Trp Lys Met 


290 










295 










300 




His Arg 


Leu 


He 


Asn 


Glu 


Asn 


Lys 


Leu 


Lys 


Glu 


Asn 


His Leu Ser Ala 


305 








310 










315 




320 


Asn Asn 


Ala 


Asn 


Lys 


He 


Lys 


Gin 


Phe 


Phe 


Phe 


Asn 


Asn Gly Ser He 








325 










330 






335 


Leu Gly 


Trp 


Thr 


Lys 


Glu 


Glu 


Gin 


Ser 


Ala 


He 


Gin 


Glu Asn Arg Asp 






340 










345 








350 


Tyr Ser 


Leu 


Arg 


Ser 


Ala 


Leu 


Leu 


Ser 


Leu 


Glu 


Glu 


He Ala Gin Ala 




355 










360 










365 


Lys He 


Glu 


Leu 


Gin 


Lys 


Tyr 


Tyr 


Glu 


Ser 


Val 


Tyr 


Val Asn Gly Asp 


370 










375 










380 




Gly Asn 


Lys 


Arg 


Glu 


He 


Lys 


Pro 


Phe 


Lys 


Glu 


He 


Leu Arg Asp Thr 


385 








390 










395 




400 


Asn Asn 


Phe 


Glu 


Lys 


Ala 


Tyr 


Lys 


Glu 


Arg 


Tyr 


Asp 


Lys Leu Val Ser 








405 










410 






415 


Leu Ser 


Ala 


Ala 


He 


He 


Gin 


Ala 


Lys 


Glu 


Gly 


Gly 


Asn Glu Arg Gin 



420 425 430 
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Asn Ser Ser Ala Asn Asn Asn Asn Pro He Lys Asn Thr He Glu Thr 

435 440 445 

Asn Thr Ser Asn Asn He He Gin Asn Asn Asp Asn He He He Gin 
450 455 460 

lie 
465 



(2) INFORMATION FOR SEQ ID NO: 603 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 193 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .193 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 603 



Met Ala 


Leu 


Glu 


Val 


Val 


Leu 


Trp 


Asp 


Phe Asp Gly Val He Phe Asp 


1 






5 










10 15 


Ser Met 


His 


Leu 


Lys 


Tyr 


Glu 


Gly 


Phe 


Lys Ala Leu Phe Gin Lys His 






20 










25 


30 


Gly Asn 


Asp 


Ser 


Lys 


Glu 


Gly 


Leu 


Lys 


Gin Phe Glu Val Tyr His Tyr 


35 










40 




45 


Gin Ser 


Gly 


Gly 


He 


Ser 


Arg 


Asn 


Glu 


Lys He Gin Tyr Phe Tyr Asn 


50 








55 






60 


Glu He 


Leu 


Lys 


Thr 


Pro 


He 


Ala 


Gin 


Glu Glu He Asp Ala Leu Ala 


65 






70 








75 80 


Leu Glu 


Phe 


Gly 


Ala 


He 


He 


Glu 


Gin 


Lys Leu Phe Asp Arg Gly His 








85 










90 95 


Leu Asn 


Ser 


Glu 


Val 


Met 


Ala 


Phe 


He 


Asp Lys His Tyr Gin Asn Tyr 






100 










105 


110 


He Phe 


His 


He 


Ala Ser 


Ala 


Ala 


Leu 


His Ser Glu Leu Gin Val Leu 




115 










120 




125 


Cys Glu 


Phe 


Leu 


Gly 


He 


Thr 


Lys 


Tyr 


Phe Lys Ser Val Glu Gly Ser 


130 










135 






140 


Pro Pro 


Asp 


Lys 


Pro 


Lys 


He 


He 


Ala 


Asn He He Gin Lys Tyr Ala 


145 








150 








155 160 


Tyr Asp 


Pro 


Ser 


Arg 


Met 


Leu 


Met 


He 


Ala He Ala Ser Met He Met 






165 










170 175 


Lys Ala 


Leu 


Arg 


Leu 


He 


Lys 


Trp 


Arg 


Phe Trp Ala He Thr Ala Arg 




180 










185 


190 



Phe 



(2) INFORMATION FOR SEQ ID NO: 604: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear. 

(ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_f eature 

(B) LOCATION 1. - .141 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 604 



Met Leu Lys 


Lys 


Lys 


He 


Asp 


Leu 


His 


Lys 


Asp Ser He Arg Lys Leu 


1 


5 










10 


15 


Phe Phe Tyr 


Tyr 


Phe 


He 


Pro 


Leu 


Val 


Phe 


Ser Met lie Ser Leu Ser 


20 










25 




30 


Thr Tyr Ser 


Met 


Val 


Asp 


Asp 


Met 


Phe 


Val 


Gly Lys Lys Leu Gly Lys 


35 










40 






45 . 


Glu Ala He 


Ala 


Ala 


Val 


Asn 


He 


Ala 


Trp 


Pro He Phe Pro Gly Leu 


50 








55 








60 


lie Ala Tyr 


Glu 


Leu 


Leu 


Phe 


Gly 


Phe Gly 


Ala Ala Ser He Val Gly 


65 






70 










75 80 


Tyr Phe Leu 


Gly 


Gin 


Asn 


Lys 


Thr 


His 


Arg 


Ala Arg Leu Val Phe Ser 




85 










90 


95 


Ser Val Phe 


Tyr 


Phe 


Val 


Ala 


Leu 


Ser 


Ala 


Phe lie Leu Ser Met Ala 




100 










105 




110 


Leu Leu Pro 


Phe 


Ser 


Glu 


Asn 


He 


Ala 


Gin 


Phe Phe Gly Ser Asn Asp 


115 










120 






125 


Ala Leu Leu 


Asn 


Met 


Ser 


Asn 


Ala 


He 


Leu 


Lys Ser Phe 


130 








13 S 








140 


(2) INFORMATION 


FOR 


SEQ 


ID NO: 605: 







ii) SEQUENCE CHARACTERISTICS :. 

(A) LENGTH: 159 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .159 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 605 



Val 


Lys Cys 


Leu 


Leu 


He 


Lys 


Lys 


Ser 


Leu 


Leu 


Phe Ala Leu 


Lys 


Pro 


1 




5 










10 






15 




Leu 


Pro Asp 


Leu 


Lys 


Thr 


Thr 


Thr 


Pro 


He 


Leu 


Ala Pro Met 


Ser 


Val 




20 










25 






30 






Val 


Ala Gly 


Arg 


Leu 


Unk 


Unk 


His 


Leu 


Val 


Gin 


His Tyr Leu 


Leu 


Ala 




35 










40 








45 






Leu 


Glu His 


Val 


Lys 


Gly 


Phe 


Met 


Gly 


Lys 


Gly 


Val He Leu 


Gly 


Gly 




50 








55 










60 






Leu 


Ser Gly 


Ala 


Gin 


Arg 


Ala 


Lys 


He 


Val 


Val 


He Gly Gly 


Gly 


Val 


65 




70 










75 






80 


Val 


Gly Met 


Glu 


Ser 


Ala 


Lys 


Val 


Leu 


Unk 


Gin 


Met Gly Unk 


Lys 


Val 






85 










90 






95 




Thr 


He Leu 


Glu 


Leu 


Asp 


Tyr 


Ala 


Lys 


Leu 


Gin 


Asn His Pro 


Tyr 


Tyr 



100 105 110 
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His Leu Tyr Asp Leu Glu Val Leu Ser Val Asn Glu Ala Asn lie lie 

115 120 125 

Gin Ala Leu Asn Gly Unk Val Gly Leu Val Gly Ala Val Leu Val Thr 

130 " 135 140 

Unk Ser Gin Thr Pro Lys Val Unk Leu Arg Arg His Leu Lys Tyr 
145 150 155 



(2) INFORMATION FOR SEQ ID NO: 606: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 376 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .376 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 606 



Met Leu Ala 


Lys 


He 


Val 


Phe 


Ser 


Ser 


Leu 


Val 


Ala Phe Gly Val 


Leu 


1 




5 










10 




15 




Ser Ala Asn 


Val 


Glu 


Gin 


Phe 


Gly 


Ser 


Phe 


Phe 


Asn Glu He Lys 


Lys 




20 










25 






30 




Glu Gin Glu 


Glu 


Val 


Ala 


Ala 


Lys 


Glu 


Asp 


Ala 


Leu Lys Ala Arg 


Lys 


35 










40 








45 




Lys Leu Leu 


Asn 


Asn 


Thr 


His 


Asp 


Phe 


Leu 


Glu 


Asp Leu Val Phe 


Arg 


50 








55 










60 




Lys Gin Lys 


He 


Lys 


Glu 


Leu 


Val 


Asp 


Tyr 


Arg 


Ala Lys Val Leu 


Leu 


65 






70 










75 




80 


Asp Leu Glu 


Asn 


Lys 


Tyr 


Lys 


Lys 


Glu 


Lys 


Glu 


Ala Leu Glu Lys 


Glu 






85 










90 




95 




Thr Arg Gly 


Lys 


He 


Leu 


Thr 


Ala 


Lys 


Ser 


Lys 


Ala Tyr Gly Asp 


Leu 




100 










105 






110 




Glu Gin Ala 


Leu 


Lys 


Asp 


Asn 


Pro 


Leu 


Tyr 


Lys 


Lys Leu Leu Pro 


Asn 


115 










120 








125 




Pro Tyr Ala 


Tyr 


Val 


Leu 


Asn 


Gin 


Glu 


Thr 


Phe 


Thr Gin Glu Asp 


Lys 


130 








135 










140 




Glu Arg Leu 


Ser 


Tyr 


Tyr 


Tyr 


Pro 


Gin 


Val 


Lys 


Thr Ser Ser He 


Phe 


145 






150 










155 




160 


Lys Lys Thr 


Thr 


Ala 


Thr 


Thr 


Lys 


Asp 


Lys 


Ala 


Gin Ala Leu Leu 


Gin 






165 










170 




175 




Met Gly Val 


Phe 


Ser 


Leu 


Asp 


Glu 


Glu 


Gin 


Asn 


Lys Lys Ala Ser 


Arg 




180 










185 






190 




Leu Ala Leu 


Ser 


Tyr 


Lys 


Gin 


Ala 


He 


Glu 


Glu 


Tyr Ser Asn Asn 


He 


195 










200 








205 




Ser Asn Leu 


Leu 


Ser 


Arg 


Lys 


Glu 


Leu 


Asp 


Asn 


He Asp Tyr Tyr 


Leu 


210 








215 










220 




Gin Leu Glu 


Arg 


Asn 


Lys 


Phe 


Asp 


Ser 


Lys 


Ala 


Lys Asp He Ala 


Gin 


225 






230 










235 




240 


Lys Ala Thr 


Asn 


Thr 


Leu 


He 


Phe 


Asn 


Ser 


Glu 


Arg Leu Ala Phe 


Ser 






245 










250 




255 




Met Ala He 


Asp 


Lys 


He 


Asn 


Glu 


Lys 


Tyr 


Leu 


Arg Gly Tyr Glu 


Ala 




260 










265 






270 




Phe Ser Asn 


Leu 


Leu 


Lys 


Asn 


Val 


Lys 


Asp 


Asp 


Val Glu Leu Asn 


Thr 


275 










280 








285 




Leu Thr Lys 


Asn 


Phe 


Thr 


Asn 


Gin 


Lys 


Leu 


Ser 


Phe Ala Gin Lys 


Gin 
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290 295 
Lys Leu Cys Leu Leu Val Leu Asp 
305 310 
Lys Lys Ser lie Leu Lys Lys Thr 
325 

Sex Asp Pro Met Met Ser Asp Lys 
340 

Lys lie Phe Asn Phe Phe Lys Thr 
355 360 
Val Ala Lys Asn Asn Pro Phe Glu 
370 375 



505 

300 

Ser Phe Asn Phe Asp Thr Gin Ser 
315 320 
Asn Glu Tyr Asn lie Phe Val Asp 

330 335 
Thr Thr Met Gin Lys Glu His Tyr 
345 350 
Val Val Ser Ala Tyr Arg Asn Asn 
365 



(2) INFORMATION FOR SEQ ID NO: 607: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 352 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : roisc_feature 
<B) LOCATION 1. . .352 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 607 

Met Asp Phe Val Gly Phe Glu Asp Leu Lys Cys Lys Asp Lys Glu Asn 

1 5 10 15 

Ser Gin Lys Val Phe Val He Arg Asn Asp Lys Leu Gly Asp Phe He 

20 25 30 

Leu Glu He Pro Ala Leu He Ala Leu Lys His Ala Phe Leu Glu Lys 

35 40 45 • 

Gly Val Glu Val Tyr Leu Gly Val Val Val Pro Ser Tyr Thr Thr Pro 

50 55 60 

He Ala Leu Glu Phe Pro Phe He Asp Glu Val He He Glu Asp Asn 
65 70 75 80 

His Leu Ala Thr Thr His Lys Asn Arg Ser He Asp Ala Leu He Phe 

85 90 95 

Leu Phe Ser Asn Phe Lys Asn Ala Lys Leu Ala Phe Ser Leu Arg Lys 

100 , 105 HO 

Ser He Pro Tyr He Leu Ala Pro Lys Thr Lys He Tyr Ser Trp Leu 

115 120 125 

Tyr Gin Lys Arg Val Arg Gin Asn Arg Ser Leu Cys Leu Lys Thr Glu 

130 135 140 

Tyr Glu Tyr Asn Leu Asp Leu He His Ala Phe Cys Lys Asp Tyr Asp 
145 150 155 160 

Leu Pro Asn Ala Gin Leu Lys Lys He Ala Trp Lys Leu Lys Asp Lys 

165 170 175 

Ser Lys Glu Arg Ser He He Ala Ser Lys Leu Asn Ala Asn Val Asp 

180 185 190 

Leu Leu Trp He Gly Val His Met His Ser Gly Gly Ser Ser Pro Val 

195 200 205 

Leu Pro Ala Ser His Phe lie Glu Leu He Ala He Leu His Glu Lys 

210 215 220 

Leu Ser Cys Glu He He Leu He Cys Gly Pro Gly Glu Arg Lys Ala 
225 230 235 240 

Thr Glu Glu Leu Leu Lys Glu Val Pro Phe Ala His Leu Tyr Asp Thr 
245 250 255 
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Ser His 


Ser 


Leu 


Vai 


Asp 


Leu 


Ala 


Lys 


Lieu Lyo nia ri5H del val 
















AIM 


Cys lie 


Gly 


Asn 


Ala 


Ser 


Gly 


Pro 


Leu 


His Val Asn Ala Leu Phe Asp 


275 










280 




285 


Asn Gin 


Ser 


He 


Gly 


Phe 


Tyr 


Pro 


Asn 


Glu Leu Thr Ala Ser He Ala 


290 










295 






300 


Arg Trp 


Arg 


Pro 


Phe 


Asn 


Glu 


Gin 


Phe 


Leu Gly He Thr Pro Pro Asn 


305 






310 








315 ' 320 


Gly Ser 


Asn 


Asp 


Met 


Gly 


Leu 


He 


Asp 


He Gin Lys Glu Ser Glu Lys 






325 










330 335 


He Met 


Gly 


Phe 


He 


Thr 


Lys 


Asn 


Leu 


Ser His His Met Gin Glu Arg 




340 










345 


350 



(2) INFORMATION FOR SEQ ID NO: 608: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 88 amino acids 

(B) TYPE: amino acid 
(D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(iii) HYPOTHETICAL: YES 



(vi> ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .88 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 608 



Val Gly Val Leu 


Ser 


Leu 


Lys He 


I 


5 






Leu Cys Val Leu 


Gly 


Val 


Leu Leu 


20 








Tyr Tyr Leu Met 


Gin 


Glu 


Arg Leu 


35 






40 


He Lys Asn Arg 


Leu 


Lys 


Thr Asp 


50 






55 


He His Gin Thr 


Cys 


Gin 


Ser Thr 


€5 




70 




Leu Val Phe Ser 


Pro 
85 


He 


Gly Arg 



Glu Ala He Ser Asn Phe Tyr Gly 

10 15 . 

Ala Cys Phe Tyr Leu Leu Asp Ala 
25 30 
Phe Arg Glu Gin Tyr Gin Trp Leu 
45 

Glu Arg Leu Phe Glu Val Phe Pro 
60 

Gin Phe Leu Ser Pro Cys Val Arg 
75 80 



(2) INFORMATION FOR SEQ ID NO: 609: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 amino acids 
<B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...86 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 609 

Met Ser Leu Gly Ala Val Val Ser Ser Leu Leu Cys His Lys Leu Glu 

1 5 10 15 

Gly Ala lie Leu Asp Leu Arg Ala Tyr Arg Unk Unk Ala Tyr Tyr His 

20 25 30 

Glu Asn Lys Asp Thr Leu Leu He Lys Gly Lys Lys Arg Leu Leu Tyr 

35 40 45 

Asn Tyr He Lys Ala His He Unk Leu Asn Leu Leu Trp Thr He Arg 

50 55 60 

Asn Arg Oftr Unk Ser Leu Gly Lys Phe Thr Gin Asn Pro Thr Glu Gin 
65 ~ 70 75 80 

Pro Pro Thr Asn Asn His 
85 



(2) INFORMATION FOR SEQ ID NO: 610: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL : YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .76 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 610 

Met Lys Lys Thr Thr Leu Phe Val Leu Gly Leu Leu Phe Asn Ser Ser 

1 " * 5 10 15 

Leu Ser Ala Val Asp Gly He Ser Gin Thr Glu Pro Ser Ser Leu Asn 

20 25 30 

Leu Ala Glu Asp Ser Leu Pro Leu Asn His Ser Asn Ala Gin Lys Leu 

35 40 45 

Ser Leu Lys Asn Ala Trp Asn Arg Val Leu Ser Asn His Glu Gly Leu 

50 55 60 

His Ala Gin Asn Thr Pro Leu Ser Glu Arg Val Lys 
65 70 75 



(2) INFORMATION FOR SEQ ID NO: 611: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 98 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 
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(B) LOCATION 1. . .98 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 611 



Val 


Lys 


Lys 


Val 


Glu 


Ser Met 


Asn 


Val Val Pro Phe 


He Asp 


He 


Met 


1 




5 






10 




15 




Leu 


Val 


Leu 


Leu 


Val 


He Val 


Leu 


Thr Thr Ala Ser 


Phe Val 


Gin 


Thr 








20 








25 


30 






Ser 


Lys 


Leu 


Pro 


lie 


Ser He 


Pro 


Gin Val Asp Lys Asp Ser Thr Asp 






35 








40 




45 






Ser 


Lys 


Asp 


Val 


Leu Asp Lys 


Lys 


Gin Val Thr He 


Ala He 


Ser 


Asn 




50 








55 




60 








Lys 


Gly 


Ser 


Phe 


Tyr 


Phe Asp Asp 


Lys Glu He Ser 


Phe Glu 


Asn 


Leu 


65 










70 




75 






80 


Lys 


His 


Lys 


Val 


Ser 


Thr Leu 


Ala 


Lys Asp Thr Pro 


lie Val 


Phe 


Ala 






85 






90 




95 




Arg 


Arg 





















(2) INFORMATION FOR SEQ ID NO: 612: 

U) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 162 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .162 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 612 



Met 


Gly Ser 


Tyr 


Thr 


Phe 


Pro 


Leu 


He Leu 


Lys 


Pro lie Phe lie Asn 


1 






5 








10 




15 


Lys 


Val Pro 


Val 


Thr 


lie 


Asp 


Phe 


Tyr Ala 


Asn 


Ala Asn Tyr Phe Leu 






20 










25 




30 


He 


Tyr Gly 


Ala 


Leu 


Ala 


Asn 


Ala 


Val Val 


Gly 


Ser lie Asn Ala Leu 




35 










40 






45 


Asn 


Asp Glu 


He 


Arg 


Phe 


Lys 


Arg 


Asn Ala 


Gin 


He Glu Glu Ala Glu 




50 








55 








60 


Leu 


Gly Thr 


Asp 


Gly 


He 


Lys 


He 


Lys Pro 


He 


Ala Leu Tyr Asn Pro 


65 








70 








75 


80 


Ser 


Glu Gly 


Tyr 


Leu 


Asn 


Tyr 


Ala 


Leu Ser 


Ser 


Val Phe He Phe He 






85 








90 




95 


Leu 


His Gin 


Val 


Met 


Leu 


He 


Ala 


Ser Ser 


Met 


Phe Thr Ser Ser Arg 






100 










105 




110 


Arg 


Leu Glu 


Leu 


Ala 


Leu 


Leu 


Asp 


Lys Lys 


Gin 


He Ala Leu Arg Leu 




115 










120 






125 


Cys 


Ala Arg 


Leu 


Leu 


Val 


Phe 


Met 


Gly Ala 


Phe 


Ser Val Phe Val Leu 


130 








135 








140 


Trp 


Tyr Phe 


Gly 


Ala 


Leu 


Phe 


Ser 


Phe Tyr 


Gly 


He Glu Arg His Gly 


145 








150 








155 


160 


Ser 


Ala 


















(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 613: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



<iii) HYPOTHETICAL: YES 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...58 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 613 



Val lie Met Thr Lys 


Leu 


Asp Gly 


1 5 








Unk Val Leu Tyr Glu 


Leu 


Lys 


Leu 


20 








Glu Lys Glu Asp Asp 


Leu 


He 


Ala 


35 






40 


Asp Leu Val Asp Ala 


Val 


Phe 


Val 


50 




55 





Thr Ser Lys Gly Gly Ala He Leu 

10 15 
Pro He Leu Tyr Leu Gly Met Gly 
25 30 
Phe Asp Glu Glu Arg Phe He Glu 
45 

Glu Gin 



(2) INFORMATION FOR SEQ ID NO: 614: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 
<B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .66 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 614 

Val Cys Gly Ala His Gly Lys Ser Ser He Thr Unk Met Leu Ser Ala 

1 5 10 15 

He Cys Pro Ala Phe Gly Unk He He Gly Arg His Ser Lys Glu Phe 

20 25 30 

Asp Ser Asn Val Unk Glu Ser Ala Asp Met Ser Leu Val Phe Glu Unk 

35 40 45 

Asp Glu Ser Asp Ser Ser Phe Phe He Phe Gin Pro Phe Leu Arg Asp 

50 55 60 

Cys Ala 
65 



(2) INFORMATION FOR SEQ ID NO: 615: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...116 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 615 



Met Ala 


He 


Ala 


He 


Lys 


Asp 


Leu 


Leu 


Ser Ala Tyr Lys Val Val Leu 


1 






5 










10 15 


Pro Leu 


Asp 


Lys 


He 


Ser 


Met 


Pro 


Ser 


Ser Ala Asp Leu Lys Leu Thr 






20 










25 


30 


Leu Gin 


Phe 


Leu 


Lys 


Asn 


Thr 


Ala 


Pro 


Leu Phe Ser Val Gin Gly Ser 




35 










40 




45 


Val Asn 


Leu 


Gin 


Glu 


Gly 


Thr 


Phe 


Ser 


Leu Tyr Asn He Pro Leu Tyr 


50 










55 






60 


Thr Gin 


Ser 


Ala 


Gin 


He 


Asn 


Leu 


Asp 


He Ala Gin Glu Tyr Gin Tyr 


€5 








70 








75 80 


He Tyr 


lie 


Asp 


Thr 


He 


His 


Thr 


Arg 


Tyr Ala Asn Met Unk Asp Leu 








85 










90 95 


Asp Ala 


Lys 


He 


Ala 


Leu 


Asp 


Leu 


Gly 


Gin Lys Asn Leu Ser Unk Unk 






100 










105 


110 


Unk Leu 


Gly 


Pro 
















115 

















(2) INFORMATION FOR SEQ ID NO: 615: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: mis cofeature 

(B) LOCATION 1. . .116 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 615 

Met Ala He Ala He Lys Asp Leu Leu Ser Ala Tyr Lys Val Val Leu 

1 5 10 15 

Pro Leu Asp Lys He Ser Met Pro Ser Ser Ala Asp Leu Lys Leu Thr 

20 25 30 

Leu Gin Phe Leu Lys Asn Thr Ala Pro Leu Phe Ser Val Gin Gly Ser 

35 40 45 

Val Asn Leu Gin Glu Gly Thr Phe Ser Leu Tyr Asn He Pro Leu Tyr 

50 55 60 

Thr Gin Ser Ala Gin He Asn Leu Asp He Ala Gin Glu Tyr Gin Tyr 
65 70 75 80 

He lyr He Asp Thr He His Thr Arg Tyr Ala Asn Met Unk Asp Leu 
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85 90 95 

Asp Ala Lys lie Ala Leu Asp Leu Gly Gin Lys Asn Leu Ser Unk Unk 

100 105 110 

Unk Leu Gly Pro 
115 



(2) INFORMATION FOR SEQ ID NO: 616: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .82 

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 616 

Met Pro Asp Asn Leu His Leu His Thr Leu Leu Unk Lys Phe Leu Gin 

15 10 15 

Gin Arg Ser Phe Asn Tyr Pro Asn Pro Leu Cys Ala Phe He Leu He 

20 25 30 

Leu Cys Asn Leu Pro Phe He Leu He Ser Val Leu Phe Arg Leu Asp 

35 40 45 

Ala Tyr Ala Leu He Val He Ser Leu Val Phe He Unk Cys Tyr Leu 

50 55 60 

He Gly Unk Ala Tyr Leu Asn Arg Gin Val Cys Ala Leu Glu Lys Arg 
65 70 75 80 

Ala Phe 



(2) INFORMATION FOR SEQ ID NO: 616 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 amino acids 

(B) TYPE: amino acid 
<D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...82 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 616 

Met Pro Asp Asn Leu His Leu His Thr Leu Leu Unk Lys Phe Leu Gin 
1 5 10 15 

Gin Arg Ser Phe Asn Tyr Pro Asn Pro Leu Cys Ala Phe He Leu He 

20 25 30 
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Leu Cys Asn Leu Pro Phe lie Leu lie Ser Val Leu Phe Arg Leu Asp 

35 40 45 

Ala Tyr Ala Leu lie Val lie Ser Leu Val Phe lie Unk. Cys Tyr Leu 

50 55 60 

lie Gly Unk Ala Tyr Leu Asn Arg Gin Val Cys Ala Leu Glu Lys Arg 
65 70 75 80 

Ala Phe 



(2) INFORMATION FOR SEQ ID NO: 617: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 77 amino acids 
{B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .77 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 617 



Val Asn 


Glu Leu 


Lys 


Asn 


Ser Lys Gin Val 


Leu Gly Asn Gly Lys 


Ala 


.1 




5 




10 


15 




Asp Leu Ser Asn 


Glu 


Asn 


Thr Lys Val Arg 


Gin Thr Lys Thr Asn 


Leu 




20 






25 


30 




Thr Glu 


Lys Asn 


Gin 


Arg 


Leu Thr Thr Glu 


Lys Thr Glu Leu Asn 


Asn 




35 






40 


45 




Lys He 


Thr Gly 


Leu 


Ala 


Thr Glu Lys Glu 


Arg Leu Ala Ala Asp Lys 


50 








55 


60 




Glu Asn 


Leu Thr 


Lys 


Glu 


Ser Arg Gin Arg 


Lys Pro Asn 




65 






70 




75 





(2) INFORMATION FOR SEQ ID NO: 618: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 176 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...176 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 618 

Met Asp Leu Gin Gin He Asp Glu Leu Glu Asn Lys Phe Glu Glu Gin 

1 5 10 15 

Glu Glu Gin Ala Gin Asp Thr Pro Leu Lys Gin Glu Pro Ser Thr Lys 
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20 25 30 



Glu 


Val 


Lys 


lie 


Pro 


Lys 


Lys Arg Gly Arg 


Lys 


Lys 


Ser Leu Leu Asp 






35 








40 






45 


Glu 


Asp 


Lys 


Lys 


Lys 


Ser 


Phe Asn He Ala 


Phe 


Ser 


Pro Cys Val He 




50 










55 




60 




Lys 


Glu 


Leu 


Asn 


Glu 


Phe 


Leu Leu Glu Phe 


Gly Ser 


Phe Lys Glu Thr 


65 










70 




75 




80 


Arg 


Ser 


Thr 


Phe 


He 


Glu 


Glu Ala Leu He 


Arg His 


Leu Lys His Arg 










85 




90 






95 


Lys 


Asn 


Thr 


Gin 


Glu 


Gin 


Lys Leu Leu Lys 


Gin 


Leu 


Glu Arg Leu Gin 








100 






105 






110 


Asn 


Lys 


Glu 


Lys Gly lie 


Met Lys Thr Met 


Asn 


Leu 


Asn Glu Phe Phe 






115 








120 






125 


Thr 


His 


Lys 


lie 


He 


Tyr 


Lys Asp Thr Pro 


Leu 


Lys 


Phe Lys Asp Thr 




130 










135 




140 




Leu 


Glu 


Gin 


Glu 


He 


Ser 


Gin Ala Ser Leu 


Val 


Glu 


Lys Leu He Leu 


145 










150 




155 




160 


Ala 


Asn 


lie 


Leu 


Ala 


Asn 


Met Val Phe Ala 


Lys 


He 


Ser Asn Glu Asn 










165 




170 






175 



(2) INFORMATION FOR SEQ ID NO: 619: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 144 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_feature 

(B) LOCATION 1...144 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 619 



Met Gly 


Cys 


Tyr 


Gly 


He 


Gly 


He 


Ser Arg Leu 


Leu 


Ser Val He Leu 


1 






5 








10 




15 


Glu Gin 


Lys 


Ser 


Asp 


Asp 


Leu 


Asp 


Cys Val Trp 


Thr 


Lys Asn Thr Ala 






20 










25 




30 


Pro Phe 


Asp 


Val 


Val 


He 


Val 


Val 


Ser Asn Leu 


Lys 


Asp Glu Ala Gin 




35 










40 






45 


Lys Lys 


Leu 


Ala 


Phe 


Glu 


Val 


Tyr 


Glu Arg Leu 


Leu 


Gin Lys Gly Val 


50 










55 






60 




Asp Ala 


Leu 


Leu 


Asp 


Asp 


Arg 


Asp 


Ala Arg Phe 


Gly 


Ala Lys Met Arg 


65 








70 






75 




80 


Asp Phe 


Glu 


Leu 


He 


Gly 


Glu 


Arg 


Leu Ala Leu 


He 


Val Gly Lys Gin 








85 








90 




95 


Thr Leu 


Glu 


Ser 


Lys 


Glu 


Phe 


Glu 


Cys lie Lys 


Arg 


Ala Asn Leu Glu 






100 










105 




110 


Lys Gin 


Thr 


He 


Lys 


Asp 


He 


Gly 


He Arg Arg 


Lys 


Asn Phe Arg Asn 




115 










120 






125 


Val Ser 


Glu 


Arg 


He 


Arg 


Gly 


Gly 


Asn Gly Lys 


Asn 


Ser Asp Trp Leu 


130 










135 






140 





(2) INFORMATION FOR SEQ ID NO: 620: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL : YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : mis cofeature 
<B) LOCATION 1. . .90 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 620 



Met Glu lie Gin 


Gin 


Thr 


His Arg 


Lys 


He 


Asn Arg Pro Leu Val Ser 


1 


5 








10 


15 


Leu Val Leu Ala 


Gly 


Ala 


Leu He 


Ser 


Ala 


He Pro Gin Glu Ser His 


20 








25 




30 


Ala Ala Phe Phe 


Thr 


Thr 


Val He 


He 


Pro 


Ala He Val Gly Gly He 


35 






40 






45 


Ala Thr Gly Thr 


Ala 


Val 


Gly Thr 


Val 


Ser 


Gly Leu Leu Ser Trp Gly 


50 






55 






60 


Leu Lys Gin Ala 


Glu 


Glu 


Ala Asn 


Lys 


Thr 


Pro Asp Lys Pro Asp Lys 


65 




70 








75 80 


Val Trp Arg He 


Gin 


Ala 


Gly Lys 


Gly 


Leu 






85 








90 




(2) INFORMATION 


FOR 


SEQ 


ID NO: 621: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 268 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .268 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 621 



Met Ser 


Glu 


Lys 


Glu 


Arg 


Leu 


Asn 


Glu 


Val 


He 


Leu Glu Glu Glu Asn 


1 






5 










10 




15 


Asn Gly 


Ser 


Gly 


Thr 


Lys 


Lys 


Val 


Phe 


Leu 


He 


Val Ala He Ala He 






20 










25 






30 


He He 


Leu 


Ala 


Val 


Leu 


Leu 


Met 


Val 


Phe 


Trp 


Lys Ser Thr Arg Val 




35 










40 








45 


Ala Pro 


Lys 


Glu 


Thr 


Phe 


Leu 


Gin 


Thr 


Asp 


Ser 


Gly Met Gin Lys He 


50 










55 








60 


Gly Asn 


Thr 


Lys 


Asp 


Glu 


Lys 


Lys 


Asp 


Asp 


Glu 


Phe Glu Ser Leu Asn 


65 








70 










75 


80 


Met Asp 


Ser 


Pro 


Lys 


Gin 


Glu 


Asp 


Lys 


Leu 


Asp 


Lys Val Val Asp Asn 








85 










90 




. 95 


lie Lys 


Lys 


Gin 


Glu 


Ser 


Glu 


Asn 


Ser 


Met 


Pro 


He Gin Thr Asp Gin 






100 










105 






110 


Ala Gin 


Met 


Glu 


Met 


Lys 


Thr 


Thr 


Glu 


Glu 


Lys 


Gin Glu Ser Gin Lys 
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115 




120 








125 




Glu 


Leu 


Lys 


Ala Val Glu Pro 


lie 


Pro 


Met 


Ser Thr 


Gin Lys Glu 


Ser 




130 




135 








140 




Gin 


Ala 


Val 


Ala Lys Lys Glu 


Thr 


Pro 


His 


Lys Lys 


Pro Lys Val 


Ala 


145 






150 








155 


160 


Pro 


Lys 


Asp 


Lys Glu Ala His 


Lys 


Asp 


Lys 


Ala Lys 


His Ala Ala 


Lys 








165 






170 




175 




Glu 


Pro 


Lys 


Val Lys Lys Glu 


Ala 


Arg 


Lys 


Glu Val 


Ser Lys Lys 


Ala 








180 




185 






190 




Asn 


Ser 


Lys 


Thr Asn Leu Thr 


Lys 


Gly 


His 


Tyr Leu 


Gin Val Gly Val 






195 




200 








205 




Phe 


Ala 


His 


Thr Pro Asn Lys 


Ala 


Phe 


Leu 


Gin Glu 


Phe Asn Gin 


Phe 




210 




215 








220 






Pro 


His 


Lys 


lie Glu Asp Arg 


Gly 


Ala 


Thr 


Lys Arg 


Tyr Leu He 


Gly 


225 






230 








235 




240 


Pro 


Tyr 


Lys 


Ser Lys Gin Glu 


Ala 


Leu 


Met 


His Ala 


Asp Glu Val 


Ser 








245 






250 




255 




Lys 


Lys 


Met 


Thr Lys Pro Val 


Val 


He 


Glu 


Val Arg 












260 




265 











(2) INFORMATION FOR SEQ ID NO: 622: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 171 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...171 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 622 



Val Glu 


Tyr 


Tyr 


Ala 


Phe 


Asn 


Phe 


Ser 


Val 


Leu 


Asp 


Phe Val Leu Met 


1 






5 










10 






15 


Gly Lys 


Ala 


Thr 
20 


His 


Leu 


Asn 


Leu 


Phe 
25 


Ala 


Met 


Pro 


Lys Ala Lys His 
30 


He Lys 


Glu 
35 


Ala 


Thr 


Ser 


Val 


Leu 
40 


Glu 


Arg 


Leu 


Asp 


Leu Glu Ser Leu 
45 


Lys Asp 


Gin 


Gly 


He 


Asn 


Asp 


Leu 


Ser 


Gly 


Gly 


Gin 


Arg Gin Met Val 


50 










55 










60 


Leu Leu 


Ala 


Arg 


Ser 


Leu 


Leu 


Gin 


Arg 


Thr 


Pro 


Leu 


Leu Leu Leu Asp 


65 








70 










75 




80 


Glu Pro 


Thr 


Ser 


Ala 
85 


Leu 


Asp 


Leu 


Lys 


Asn 
90 


Gin 


Ala 


Leu Phe Phe Asp 
95 


Ala He 


Lys 


Asp 
100 


Glu 


Met 


Lys 


Lys 


Arg 
105 


Glu 


Leu 


Ser 


Val Leu Val Asn 
110 


He His 


Asp 
115 


Pro 


Asn 


Leu 


Val 


Ala 
120 


Arg 


His 


Ser 


Thr 


His Val Val Met 
125 


Leu Lys 


Asp 


Lys 


Lys 


Leu 


Phe 


Leu 


Gin 


Ala 


Ser 


Thr 


Pro He Ala Met 


130 










135 










140 




Thr Ser 


His 


Asn 


Leu 


Ser 


Ala 


Leu 


Tyr 


Asp 


Thr 


Pro 


Leu Unk Ala He 


145 








150 










155 




160 


Trp His 


Asp 


Asp 


Lys 
165 


Leu 


Val 


Val 


Tyr 


Ala 
170 


Leu 
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(2) INFORMATION FOR SEQ ID NO: 623: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 amino acids 
<B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. • .102 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 623 



Met 


Met 


Ala 


His 


Ser 


Leu 


He Leu 


Val 


Ser Lys Thr Ser Leu Ser Asn 


1 








5 








10 15 • 


Leu 


Leu 


He 


Phe 


Val 


Val 


Gin Pro 


Asp 


Gly Lys Leu Ser Met Thr Asp 








20 








25 


30 


Ala 


Ala 


lie 


Asp 


Pro 


Asn 


Met Thr 


Asn 


Ser Gly Leu Arg Trp Tyr Arg 






35 








40 




45 


Val 


Asn 


Glu 


He 


Ala 


Glu 


Lys Phe 


Lys 


Leu He Lys Asp Lys Ala Leu 




50 










55 




60 


Val 


Thr 


Val 


He 


Asn 


Lys 


Gly Tyr 


Gly 


Lys Asn Pro Leu Thr Lys Asn 


65 










70 






75 80 


Tyx Asn 


He 


Lys 


Asn 


Tyr 


Gly Glu 


Leu 


Glu Arg Val He Lys Lys Leu 










85 








90 95 


Pro 


Leu 


Val 


Arg 


Asp 


Lys 









100 



(2) INFORMATION FOR SEQ ID NO: 624 : 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...116 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 624 

Leu Lys Val Thr Asn Pro His Leu Leu Val Val He Gin Asp Leu Asn 

1 5 10 15 

Ala Arg He Ala Leu Met Lys Leu Leu Phe Gin Asn Val Lys Ser Ala 

20 25 30 

Asn Lys Glu Leu Val Phe Cys Asn Lys Glu Lys Arg Leu He Arg Ser 

35 40 45 

Phe Asp Ala Gin Lys Glu Tyr Gly He Thr Pro Val Glu Asn He Leu 

50 55 60 

Ser Val Leu Asp Thr Ala Met Asn Pro Asn Ser Ala Leu Val He Asp 
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65 70 75 80 

Asn Leu Asn Glu Ala Lys Glu Leu His Asp Lys Val Gly Ala Glu Lys 

85 90 95 

Leu Lys Ser Phe Leu Glu Lys Ala Unk Arg Gin Arg Ala Val Leu Arg 

100 ' 105 110 

His Phe Cys Ala 
115 



(2) INFORMATION FOR SEQ ID NO: 624: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_£eature 

(B) LOCATION 1. . .116 





<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 624 




Leu 


Lys Val 


Thr 


Asn 


Pro 


His 


Leu 


Leu 


Val Val He Gin Asp Leu Asn 


1 




5 










10 


15 


Ala 


Arg He 


Ala 


Leu 


Met 


Lys 


Leu 


Leu 


Phe Gin Asn Val Lys 


Ser Ala 






20 










25 


30 




Asn 


Lys Glu 


Leu 


Val 


Phe 


Cys 


Asn 


Lys 


Glu Lys Arg Leu He 


Arg Ser 




35 










40 




45 




Phe 


Asp Ala 


Gin 


Lys 


Glu 


Tyr 


Gly 


He 


Thr Pro Val Glu Asn 


He Leu 




50 








55 






60 




Ser 


Val Leu 


Asp 


Thr 


Ala 


Met 


Asn 


Pro 


Asn Ser Ala Leu Val 


He Asp 


65 








70 








75 


80 


Asn 


Leu Asn 


Glu 


Ala 


Lys 


Glu 


Leu 


His 


Asp Lys Val Gly Ala Glu Lys 








85 










90 


95 


Leu 


Lys Ser 


Phe 


Leu 


Glu 


Lys 


Ala 


Unk 


Arg Gin Arg Ala Val 


Leu Arg 






100 










105 


110 




His 


Phe Cys 


Ala 


















115 


















(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 625 : 







(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 237 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...237 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 625 



Val 


Leu Asn 


Glu 


Glu 


Gin 


Asn 


Ser 


Leu Glu 


GlU 


Lys Gly Gly Glu Asn 


1 






5 








1U 




15 


Lys 


Asn Glu 


Lys 


Glu 


Thr 


Pro 


Leu 


Lys Gly 


lie 


His Ser Lys He Pro 






20 










25 




30 


Ser 


Leu Lys 


Gin 


Ala 


Leu 


Glu 


Gin 


Thr He 


Ser 


Lys He Lys Ser Ser 




35 










40 






45 


Lys 


Glu Phe 


Phe 


Lys 


Gin 


Leu 


Leu 


His Asn 


Lys 


Lys Lys Leu Tyr He 




50 








55 








60 


Ala 


Leu Gly 


lie 


Leu 


Leu 


Ser 


Leu 


He Ala 


Leu 


He Val Ala Leu Ser 


€5 








70 








75 


80 


Leu 


Leu Leu 


Gly 


His 


Lys 


Lys 


Glu 


Asn Lys 


Gin 


Thr Ser Leu Gin Thr 








85 








90 




95 


Asn 


Thr Ala 


Thr 


Thr 


Asn 


Asn 


Glu 


Thr Pro 


Asn 


Asp Thr Asn Asn Ala 






100 










105 




110 


Glu 


Ala Glu 


Gly 


Gin 


He 


Glu 


Asn 


Leu Asp 


Leu 


Pro Asp. Leu He Gly 




115 










120 






125 


Lys 


Asp Ser 


Leu 


Lys 


Arg 


Asn 


Asp 


Glu Ser 


Gin 


Val Asp Ala Met Met 




130 








135 








140 


Gin 


Lys Ala 


Ser 


Leu 


Leu 


Tyr 


Glu 


Gin Gly 


Gin 


Lys Asp Glu Ala Leu 


145 








150 








155 


160 


His 


Leu Phe 


Asp 


Lys 


He 


Ala 


Ser 


Phe Ser 


Gin 


Gly He Ala Ser His 








165 








170 




175 


Asn 


Leu Gly 


Val 


He 


Lys 


Phe 


Lys 


Glu Lys 


Asp 


Phe Asn Gly Ala Leu 






180 










185 




190 


Asp 


Leu Phe 


Asp 


Ser 


Ser 


He 


Ala 


Ser Lys 


Glu 


Asn Ala Ser Val Ser 




195 










200 






205 


Ala 


lie Asp 


Ala 


Leu 


Val 


Thr 


Ala 


Tyr His 


Leu 


Gin Asp Ala Asp Leu 




210 








215 








220 


Tyr 


Tyr His 


Tyr 


Leu 


Lys 


He 


Val 


Lys Arg 


His 


Phe Val 


225 








23 0 








235 




(2) 


INFORMATION 


FOR 


SEQ 


ID NOt626: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 198 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 
(iii) HYPOTHETICAL: YES 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: roisc_feature 

(B) LOCATION 1. . .198 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 626 



Met Lys Glu Ser Phe Tyr He Glu Gly Met Thr Cys Thr Ala Cys Ser 

1 5 10 15 

Ser Gly He Glu Arg Ser Leu Gly Arg Lys Ser Phe Val Lys Lys He 

20 25 30 

Glu Val Ser Leu Leu Asn Lys Ser Ala Asn He Glu Phe Asn Glu Asn 

35 40 45 

Glu Thr Asn Leu Asp Glu He Phe Lys Leu He Glu Lys Leu Gly Tyr 

50 55 60 

Ser Pro Lys Lys Thr Leu Ala Glu Glu Lys Lys Glu Phe Phe Ser Pro 
65 70 75 80 

Asn Val Lys Leu Ala Leu Ala Val He Phe Thr Leu Phe Val Val Tyr 
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85 

Leu Ser Met Gly Ala Met 
100 

Leu Thr He Asn His His 
115 

He Gly Ala Leu He Val 
130 

Gly Phe Lys Ala Leu Trp 
145 150 
Ala He Gly Thr Ser Ala 
165 

Trp Phe He Pro lie He 
180 

He Leu Lys Ala Cys Ala 
195 



<2) INFORMATION FOR SEQ ID NO: 62 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 198 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi> ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1.. .198 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 626 



Met Lys 


Glu 


Ser 


Phe 


Tyr 


He 


Glu 


Gly 


Met 


Thr 


Cys Thr Ala Cys Ser 


1 






5 










10 




15 


Ser Gly 


He 


Glu 
20 


Arg 


Ser 


Leu 


Gly 


Arg 
25 


Lys 


Ser 


Phe Val Lys Lys He 
30 


Glu Val 


Ser 
35 


Leu 


Leu 


Asn 


Lys 


Ser 
40 


Ala 


Asn 


He 


Glu Phe Asn Glu Asn 
45 


Glu Thr 


Asn 


Leu 


Asp 


Glu 


He 


Phe 


Lys 


Leu 


He 


Glu Lys Leu Gly Tyr 


50 










55 










60 


Ser Pro 


Lys 


Lys 


Thr 


Leu 


Ala 


Glu 


Glu 


Lys 


Lys 


Glu Phe Phe Ser Pro 


65 








70 










75 


80 


Asn Val 


Lys 


Leu 


Ala 


Leu 


Ala 


Val 


He 


Phe 


Thr 


Leu Phe Val Val Tyr 






85 










90 




95 


Leu Ser 


Met 


Gly 
100 


Ala 


Met 


Leu 


Ser 


Pro 
105 


Ser 


Leu 


Leu Pro Glu Ser Leu 
110 


Leu Thr 


He 
115 


Asn 


His 


His 


Ser 


Asn 
120 


Phe 


Leu 


Asn 


Ala Cys Leu Gin Leu 
125 


He Gly 


Ala 


Leu 


He 


Val 


Met 


His 


Leu 


Gly 


Arg 


Asp Phe Tyr He Gin 


130 










135 










140 


Gly Phe 


Lys 


Ala 


Leu 


Trp 


His 


Arg 


Gin 


Pro 


Asn 


Met Ser Ser Leu He 


145 






150 










155 


160 


Ala He 


Gly 


Thr 


Ser 
165 


Ala 


Ala 


Leu 


He 


Ser 
170 


Ala 


Cys Gly Asn Cys He 
175 


Trp Phe 


He 


Pro 


He 


He 


He 


Pro 


He 


Ser 


Gly 


Leu Met Gly He He 




180 










185 






190 


He Leu 


Lys 
195 


Ala 


Cys 


Ala 















Leu Ser Pro 
105 

Ser Asn Phe 
120 

Met His Leu 
135 

His Arg Gin 

Ala Leu He 

He Pro He 
185 



90 

Ser Leu Leu 

Leu Asn Ala 

Gly Arg Asp 
140 

Pro Asn Met 

155 
Ser Ala Cys 
170 

Ser Gly Leu 



Pro Glu 
110 
Cys Leu 
125 

Phe Tyr 

Ser Ser 

Gly Asn 

Met Gly 
190 



95 * 

Ser Leu 

Gin Leu 

He Gin 

Leu He 
160 
Cys He 
175 

He He 
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(2) INFORMATION FOR SEQ ID NO: 627: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 225 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .225 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 627 



Met Asn 


Thr 


Ser 


Leu 


Leu 


Thr 


Gin 


Ala 


Gin Val Leu Ser Ser 


Lys Glu 


1 






5 










10 


15 


Asn Gin 


lie 


His 


Arg 


Leu 


Leu 


Leu 


Glu 


Leu Leu Glu Glu Ala 


Lys Leu 






20 










25 


30 




His Phe 


Glu 


Pro 


Lys 


Leu 


Tyr 


He 


He 


Asn Ala Pro Tyr Met 


Asn Ala 




35 










40 




45 




Phe Ala 


Ser 


Gly 


Trp 


Asp 


Glu 


Ser 


Asn 


Ser Leu He Ala Leu 


Thr Ser 


50 










55 






60 




Ala Leu 


He 


Glu 


Arg 


Leu 


Asp 


Arg 


Asp 


Glu Leu Lys Ala Val 


He Ala 


65 








70 








75 


80 


His Glu 


Leu 


Ser 


His 


He 


Arg 


His 


Asn 


Asp He Arg Leu Thr 


Met Cys 








85 










90 


95 


Val Gly 


He 


Leu 


Ser 


Asn 


He 


Met 


Leu 


Leu Val Ala Asn Phe 


Ser Val 






100 










105 


110 




Tyr Phe 


Phe 


Met 


Gly 


Asn 


Arg 


Lys 


Asn 


Ser Gly Ala Asn Leu 


Ala Arg 




115 










120 




125 




Met lie 


Leu 


Trp 


Val 


Leu 


Gin 


He 


He 


Leu Pro Phe Leu Thr 


Leu Leu 


130 










135 






140 




Leu Gin 


Met 


Tyr 


Leu 


Ser 


Arg 


Thr 


Arg 


Glu Tyr Met Ala Asp 


Ser Gly 


145 








150 








155 


160 


Ala Ala 


Phe 


Leu 


Met 


His 


Asp 


Asn 


Lys 


Pro Met He Arg Ala 


Leu Gin 








165 










170 


175 


Lys lie 


Ser 


Asn 


Asp 


Tyr 


Thr 


Asn 


Asn 


Asp Tyr Lys Glu He 


Asp Lys 






180 










185 


190 




Asn Ser 


Thr 


Arg 


Ser 


Ala 


Ala 


Tyr 


Leu 


Phe Asn Ala Glu Met 


Phe Ser 




195 










200 




205 




Thr His 


Pro 


Ser 


He 


Lys 


Asn 


Arg 


He 


Gin Ser Leu Arg Lys 


Arg Val 


210 










215 






220 





He 
225 



{2) INFORMATION FOR SEQ ID NO: 628: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein - 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 
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(ix) FEATURE: 

<A) NAME/KEY: misc_feature 
<B) LOCATION 1...85 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 628 

Val Gly He Val Pro Asp Asn Leu Trp Lys Leu Lys Arg Phe Asn Gin 

15 10 15 

Asp Trp Arg Val Gly Asp Thr Leu He Thr Ala He Gly Gin Gly Ser 

20 25 30 

Phe Leu Ala Thr Pro Leu Gin Val Leu Ala Tyr Thr Gly Leu He Ala 

35 40 45 

Thr Gly Lys Leu Ala Thr Pro His Phe Ala He His Asn Gin Gin Pro 

50 55 60 

Leu Lys Asp Pro Leu Asn Arg Phe Ser Lys Lys Glu Ala Pro Ser Leu 
65 70 75 80 

Ala Arg Gly His Val 
85 



(2) INFORMATION FOR SEQ ID NO: 628: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...85 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 62 8 

Val Gly He Val Pro Asp Asn Leu Trp Lys Leu Lys Arg Phe Asn Gin 

1 5 10 15 

Asp Trp Arg Val Gly Asp Thr Leu lie Thr Ala He Gly Gin Gly Ser 

20 25 30 

Phe Leu Ala Thr Pro Leu Gin Val Leu Ala Tyr Thr Gly Leu He Ala 

35 40 45 

Thr Gly Lys Leu Ala Thr Pro His Phe Ala He His Asn Gin Gin Pro 

50 55 60 

Leu Lys Asp Pro Leu Asn Arg Phe Ser Lys Lys Glu Ala Pro Ser Leu 
65 70 75 80 

Ala Arg Gly His Val 
85 



(2) INFORMATION FOR SEQ ID NO: 629: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 496 amino acids 
(B> TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .496 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62 9 

Met Phe Asn lie Lys Arg Thr Phe Leu lie Thr lie He Ser Phe Phe 

15 10 15 

Leu He Val Pro Asn Trp Leu Lys Ala He Asp Leu Pro He Val Ser 

20 25 30 

Asn Leu Lys He Tyr Gin Thr Val Tyr Cys Met Leu He Pro Ser Tyr 

35 40 45 

Val Leu Thr Asn Lys Ser Phe Ala Asp He Leu Thr Gly. Tyr Thr Ser 

50 55 60 

He Gly Ala Ser Gly Ser Gly Lys Ser Ser Gly Gin Gly Val He Glu 
65 70 75 80 

Ala Leu Ser Thr Pro Leu Ala Thr Ser Leu Ala Ala Ser Asn Leu Val 

85 90 95 ' 

Lys Tyr Leu Asn Thr Leu Gly Pro Leu Trp Gly Ser Ala Trp Ala Ser 

100 105 110 

Val Ala Thr Ala He Gin Gly Phe Ala Leu Thr Pro Ser Ser Gly Cys 

115 120 125 

Asn Phe Gly Trp Asn Ala Leu He Asn Lys Asn He Asp Val Ser Met 

130 135 140 

Asp Ser Val Leu Asp Asn Leu Ser Asn Lys He Gin Asn Phe Thr Lys 
145 " 150 155 160 

Gly Gly Val Glu Asp Asn Val Lys Gly Asn He Leu Leu Gin He He 

165 170 175 

Gly Ser He Thr Ala Gin Ala Ser Thr Asn He Thr Ala Asp Gly Leu 

180 185 190 

He Trp Leu He Gly Lys Glu Phe Thr Ala Asn Lys Leu Gin Asn Asn 

195 200 205 

Thr He Ala Met Leu Ala Phe Ala Ala Leu Glu Ser Val Val Lys Gly 

210 215 220 

Ala Asp Ala Ala Val Leu Pro Ala Tyr Gly Val Val Asn Leu Pro Asp 
225 230 235 240 

He He He Gly Gin Gly Ser Tyr Leu Asp Phe Val Ser Tyr Leu He 

245 250 255 

Tyr He Val Phe Gly He Phe Val Phe He Ser Phe Met Lys Leu Arg 

260 265 270 

Asp He Ser Asn Gly He Gin He Asn He Gly Phe Glu Tyr Met Arg 

275 280 285 

Phe Val Gly Gly Thr Leu Phe Lys Met Ala Met Val Ser Phe He Ala 

290 295 300 

Tyr Ala Gly Phe Gly Tyr Leu Tyr Lys He Ser Tyr Ser He Tyr Phe 
305 310 315 320 

Gly Leu Ala Gly Ala Phe Gly Leu Asn Gin Val Leu Phe Trp Ala Leu 

325 330 335 

Asp Leu Val Leu Asn Tyr Thr Val Asn Ser He Leu Pro Ala Val Arg 

340 345 350 

Ala Val Phe Ser Asn Val Gly Asn Asn Ala Pro Ser Leu Leu Gin Gly 

355 360 365 

Leu Gin Val Ala Gly He Ser Leu Phe Ala He Phe Met Gin Val Thr 

370 375 380 

He He Met Arg He Ser Thr Val Val Val Lys Pro Leu He Ala Gly 
385 390 395 400 

Ala Phe Ser Gly He Val Phe Pro He Ala Val Cys Leu He Val Leu 

405 410 415 

Asp Trp Phe Lys Asp Ser Met Lys Asn He Leu He Trp Phe He Asn 

420 " 425 430 

Asn Leu Phe He Leu Val Leu Ala He Pro He Leu Leu Phe Gly Val 
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435 



440 



445 



Leu Ala Leu Leu Ala Phe Asn Leu Thr He Thr Pro Ser Val Ala He 

450 455 460 

Gin Asn He Asn Gin Gly Gly Leu Gly He Asp Ser Thr He Ala Ser 

465 470 475 480 

Leu He Thr Leu Phe He Leu Lys Gly Phe He Glu Thr He He Glu 



(2) INFORMATION FOR SEQ ID NO: 630: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . -142 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 630 

Met Ala Phe Trp Gin Ala lie Arg Trp Trp He Leu Lys Leu Pro Phe 

15 10 15 

Met Met Gly Ala Thr Met Met Tip He Leu Ser Glu Met Ala Phe Lys 

20 25 30 

He Ala Gly Unk Met Ala Phe Lys Glu Ala Ser Arg Ala Ala Asn Pro 

35 40 45 

Val Leu Leu Glu Pro Met Met Lys Val Glu Val Glu Val Pro Glu Glu 

50 55 60 

Tyr Met Gly Asp Val He Gly Asp Leu Asn Arg Arg Arg Gly Gin He 
65 70 75 80 

Asn Ser Met Asp Asp Arg Leu Gly Leu Lys He Val Asn Ala Phe Val 

85 90 95 

Pro Leu Val Glu Met Phe Gly Tyr Ser Thr Asp Leu Arg Ser Ala Thr 

100 105 110 

Gin Gly Arg Gly Thr Tyr Ser Met Glu Phe Asp His Tyr Gly Glu Val 

115 120 125 

Pro Ser Asn He Ala Lys Glu He Val Glu Lys Arg Lys Gly 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 631: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 153 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 



485 



490 



495 
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<B) LOCATION 1...153 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 631 



Met 


Gin 


Asn 


Leu 


Pro 


Gly 


Met 


Ala 


Arg 


Ala 


Ala Met Leu 


Thr Thr Ser 


1 








5 










10 




15 


Ser 


Ala 


Pro 


Ala 


Pro 


Glu 


Gly 


Glu 


Gly 


Ala 


Phe Arg Ala 


Met Lys Met 








20 










25 






30 


Ala 


Ser 


Glu 


Met 


Ala 


Lys 


Val 


Glu 


Val 


Gly 


Tyr Val Asn 


Ala His Gly 






35 










40 






45 




Thr 


Ser 


Thr 


His 


Tyr 


Asn 


Asp 


Trp 


Tyr 


Glu 


Ser He Ala 


Leu Lys Asn 




50 










55 








60 




Val 


Leu 


Ala 


Leu 


Lys 


Lys 


Lys 


Ser 


Leu 


Leu 


Leu Ala Pro 


Leu Lys Gly 


65 










70 










75 


80 


Arg 


Leu 


Gly 


Leu 


Leu 


Gly 


Cys 


Cys 


Gly 


Val 


Arg Ser Arg 


Tyr Ser lie 










85 










90 




95 


Met 


Ala 


Met 


XJnk 


Gin 


Gly 


He 


Leu 


Pro 


Pro 


Thr He Asn 


Gin Glu Thr 








100 










105 






110 


Pro 


Asp 


Pro 


Glu 


Cys 


Unk 


Leu 


Asp 


Tyr 


He 


Pro Asn Thr 


Ala Arg Glu 






115 










120 






125 


Lys 


Gin 


Val 


Asn 


Ala 


Val 


Met 


Ser 


Asn 


Ser 


Phe Gly Phe 


Gly Gly Thr 




130 










135 








140 


Asn 


Gly 


Val 


Val 


lie 


Phe 


Lys 


Lys 


Ala 









145 150 



(2) INFORMATION FOR SEQ ID NO: 632; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 343 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<±X) FEATURE: 

(A) NAME /KEY: misc_feature 
<B) LOCATION 1. . .343 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 632 



Met Gin Asn 


Leu 


Leu 


He 


Gin 


Ala 


Glu 


Asn 


Ala 


He Ala 


Leu 


Leu Phe 


1 




5 










10 








15 


Leu Leu Asn 


Asp 


Lys 


Asn 


Leu 


Lys 


Gly 


Lys 


He 


Asp Leu 


He 


Tyr He 




20 










25 








30 


Asp Pro Pro 


Phe 


Ala 


Thr 


Asn 


Asn 


His 


Phe 


Thr 


He Thr 


Asn 


Gly Arg 


35 










40 








45 




Ala Thr Thr 


He 


Ser 


Asn 


Ser 


Lys 


Asn 


Gly 


Asp 


He Ala 


Tyr 


Ser Asp 


50 








55 










60 




Lys Val Val 


Gly 


Met 


Asp 


Phe 


Met 


Glu 


Phe 


Leu 


Lys Gin 


Arg 


Leu Val 


65 






70 










75 


80 


Leu Leu Lys 


Glu 


Leu 


Leu 


Ser 


Glu 


Gin 


Gly 


Ser 


He Tyr 


Val 


His Thr 






85 










90 






95 


Asp Tyr Lys 


He 


Gly 


His 


Tyr 


Val 


Lys 


Val 


Met 


Leu Asp 


Glu 


He Phe 




100 










105 








110 




Gly He Gin 


Asn 


Phe 


Arg 


Asn 


Glu 


He 


Thr 


Arg 


He Lys 


Cys 


Asn Pre 


115 










120 








125 






Lys Asn Phe 


Lys 


Arg 


He 


Gly 


Tyr 


Gly 


Asn 


He 


Lys Asp 


Met 


He Leu 


130 








135 










140 






Phe Tyr Ser 


Lys 


Gly 


Lys 


Asn 


Pro 


He 


Phe 


Asn 


Glu Pro 


Lys 


He Pro 
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150 






Tyr Thr 


Pro Gin Asp Leu 


Glu 


Lys 




165 






Lys Arg 


Arg Tyr Thr Thr 


Val 


Pro 




180 






Ser Gly 


Glu Cys Ser Lys 


Ala 


Phe 




195 




200 


Arg His 


Trp Arg Thr Asp 


He 


Ala 


210 




215 




Gly Leu 


lie Glu Tyr Ser 


Asn 


Asn 


225 


230 






Ala Leu 


Glu Gin Val Gly 


Lys 


Arg 




245 






Asp Pro 


Gin Tyr Pro Ser 


Tyr 


Pro 




260 






Asp Leu 


lie lie Lys Thr 


Ser 


Ser 


275 




280 


Cys Phe 


Cys Gly Ser Gly 


Thr 


Thr 


290 




295 




Arg Lys 


Phe He Gly He 


Asp 


Asn 


305 


310 






Lys Asn 


Lys Leu Glu Thr 


He 


Thr 




325 






Phe Tyr 


Asp Phe Leu Val 


Phe 





340 



525 





155 


160 


Arg 


Phe Pro Lys 


lie Asp Lys Asp 




170 


175 


He 


His Ala Pro 


Gly Glu Val Glu 


185 




190 


Lys 


Gly Met Leu 


Pro Pro Lys Gly 






205 


Thr 


Leu Glu Arg 


Trp Asp Lys Glu 




220 




Asn 


Asn Pro Arg 


Lys Lys He Tyr 




235 


240 


Val 


Gin Asp He 


Trp Glu Phe Lys 




250 


255 


Thr 


Glu Lys Asn 


Ala Gin Leu Leu 


265 




270 


Asn 


Lys Asp Ser 


He Val Leu Asp 






285 


Leu 


Lys Ser Ala 


Phe Leu Leu Gin 




300 




Ser 


Asp Leu Ala 


He Gin Ala Cys 




315 


320 


Lys 


Asp Leu Phe 


Val Ser Gin Asn 




330 


335 



<2) INFORMATION FOR SEQ ID NO: 632: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 343 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .343 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 632 



Met 


Gin Asn 


Leu 


Leu 


He 


Gin 


Ala 


Glu 


Asn 


Ala 


lie 


Ala Leu Leu Phe 


1 






5 










10 






15 


Leu 


Leu Asn 


Asp 


Lys 


Asn 


Leu 


Lys 


Gly 


Lys 


lie 


Asp 


Leu lie Tyr lie 






20 










25 








30 


Asp 


Pro Pro 


Phe 


Ala 


Thr 


Asn 


Asn 


His 


Phe 


Thr 


He 


Thr Asn Gly Arg 


35 










40 










45 


Ala 


Thr Thr 


He 


Ser 


Asn 


Ser 


Lys 


Asn 


Gly 


Asp 


lie 


Ala Tyr Ser Asp 




50 








55 










60 




Lys 


Val Val 


Gly 


Met 


Asp 


Phe 


Met 


Glu 


Phe 


Leu 


Lys 


Gin Arg Leu Val 


65 








70 










75 




80 


Leu 


Leu Lys 


Glu 


Leu 


Leu 


Ser 


Glu 


Gin 


Gly 


Ser 


lie 


Tyr Val His Thr 






85 










90 






95 


Asp 


Tyr Lys 


lie 


Gly 


His 


Tyr 


Val 


Lys 


Val 


Met 


Leu 


Asp Glu He Phe 






100 










105 








110 


Gly 


He Gin 


Asn 


Phe 


Arg 


Asn 


Glu 


lie 


Thr 


Arg 


He 


Lys Cys Asn Pro 


115 










120 










125 


Lys 


Asn Phe 


Lys 


Arg 


He 


Gly 


Tyr 


Gly 


Asn 


He 


Lys 


Asp Met lie Leu 


130 






135 










140 
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Phe 


Tyr 


Ser 


Lys 


Gly 


Lys 


Asn 


Pro 


145 










150 






Tyr 


Thr 


Pro 


Gin 


Asp 
165 


Leu 


Glu 


Lys 


Lys 


Arg 


Arg 


Tyr 
180 


Thr 


Thr 


Val 


Pro 


Ser 


Gly 


Glu 
195 


Cys 


Ser 


Lys 


Ala 


Phe 
200 


Arg 


His 
210 


Trp 


Arg 


Thr 


Asp 


He 
215 


Ala 


Gly 


Leu 


He 


Glu 


Tyr 


Ser 


Asn 


Asn 


225 










230 






Ala 


Leu 


Glu 


Gin 


Val 
245 


Gly 


Lys 


Arg 


Asp 


Pro 


Gin 


Tyr 
260 


Pro 


Ser 


Tyr 


Pro 


Asp 


Leu 


He 
275 


He 


Lys 


Thr 


Ser 


Ser 
280 


Cys 


Phe 
290 


Cys 


Gly 


Ser 


Gly 


Thr 
295 


Thr 


Arg 


Lys 


Phe 


He 


Gly 


He 


Asp 


Asn 


305 










310 






Lys 


Asn 


Lys 


Leu 


Glu 
325 


Thr 


He 


Thr 


Phe 


Tyr 


Asp 


Phe 
340 


Leu 


Val 


Phe 





526 



He 


Phe 


Asn 


Glu 


Pro Lys He Pro 






155 




160 


Arg 


Phe 


Pro 


Lys 


He Asp Lys Asp 




170 






175 


lie 


His 


Ala 


Pro 


Gly Glu Val Glu 


185 








190 


Lys 


Gly 


Met 


Leu 


Pro Pro Lys Gly 










205 


Thr 


Leu 


Glu 


Arg 


Trp Asp Lys Glu 








220 




Asn 


Asn 


Pro 


Arg 


Lys Lys lie Tyr 






235 




240 


Val 


Gin 


Asp 


He 


Trp Glu Phe Lys 




250 






255 


Thr 


Glu 


Lys 


Asn 


Ala Gin Leu Leu 


265 








270 


Asn 


Lys 


Asp 


Ser 


He Val Leu Asp 










285 


Leu 


Lys 


Ser 


Ala 


Phe Leu Leu Gin 








300 




Ser 


Asp 


Leu 


Ala 


He Gin Ala Cys 






315 




320 


Lys 


Asp 


Leu 


Phe 


Val Ser Gin Asn 




330 






335 



(2) INFORMATION FOR SEQ ID NO: 633: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: raisc_f eature 
<B) LOCATION 1...93 

(xl> SEQUENCE DESCRIPTION: SEQ ID NO: 633 



Met He Leu Lys 


Asn 


Leu 


He 


Leu 


Leu 


Phe 


Leu Ala 


Lys Arg Lys Leu 


1 


5 










10 




15 


He Phe He Glu 


Ala 


Asn 


Phe 


Tyr 


Thr 


He 


Ser Gly 


Ser Lys Leu Asn 


20 










25 






30 


Glu Val Ala Arg 


Ser 


Tyr 


Gin 


Asp 


Leu 


Ala 


Leu Lys 


Phe Glu Ala Phe 


35 








40 








45 


Pro Asn Tyr Glu 


Phe 


He 


Trp 


lie 


Thr 


Asp 


Gly lie 


Gly Trp Leu Asp 


50 






55 








60 




Ala Lys Ser Lys 


Leu 


Gin 


Glu 


Ala 


Tyr 


Lys 


Ser Val 


Glu lie Tyr Asn 


65 




70 










75 


80 


Leu Ser Tyr Val 


Asn 


Asp 


Phe 


lie 


Ser 


Lys 


Val Gin 


Lys 




85 










90 




(2) INFORMATION 


FOR 


SEQ 


ID NO: 634: 









(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 176 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 



(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .176 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 634 


Met Thr Ser 


Val 


Val 


He 


Lys 


Pro 


His 


Ala 


Tyr 


Gly Glu Gin Val Gin 


1 




5 










10 




15 


Glu He Glu 


Glu 


Glu 


Ser 


Asp 


Ser 


Asp 


Tyr 


Glu 


Lys Asn Asn Asp Gin 




20 










25 






30 


Glu Ala He 


Asn 


Phe 


Gly 


He 


Ala 


Leu 


His 


Lys 


Gly Leu Glu Tyr Gin 


35 










40 








45 


Tyr Ala Tyr 


Asn 


He 


Pro 


Lys 


Gin 


Ser 


Val 


Leu 


Glu Tyr Leu Asn Tyr 


50 








55 










60 


His Tyr Gly 


Phe 


Tyr 


Gly 


Leu 


Asp 


Tyr 


Gin 


Ala 


Leu Glu Glu Ser Leu 


65 






70 










75 


80 


Glu Leu Phe 


Glu 


Asn 


Asp 


Ala 


Gly 


He 


Gin 


Ala 


Leu Phe Lys Asn His 






85 










90 




95 


Ala Leu Lys 


Gly 


Glu 


Ala 


Ala 


Phe 


Leu 


Phe 


Gin 


Gly Val Val Ser Arg 


100 










105 






110 


He Asp Val 


Leu 


Leu 


Trp 


Asp 


Arg 


Gly 


Gin 


Asn 


Leu Tyr Val Leu Asp 


115 










120 








125 


Tyr Lys Ser 


Ser 


Gin 


Asn 


Tyr 


Gin 


Gin 


Ser 


His 


Lys Ala Gin Val Ser 


130 








135 










140 


His Tyr Ala 


Glu 


Phe 


Leu 


Arg 


Thr 


Gin 


Unk 


Pro 


His Phe Lys He Gin 


145 






150 










155 


160 


Ala Gly He 


He 


Tyr 


Ala 


His 


Lys 


Arg 


Leu 


Leu 


Glu Lys Unk Trp Unk 




165 










170 




175 



(2) INFORMATION FOR SEQ ID NO: 634: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 176 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

{ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .176 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 634 

Met Thr Ser Val Val He Lys Pro His Ala Tyr Gly Glu Gin Val Gin 
15 10 15 

Glu He Glu Glu Glu Ser Asp Ser Asp Tyr Glu Lys Asn Asn Asp Gin 
20 25 30 
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Glu 


Ala 


lie 


Asn 


Phe 


Gly 


He 


Ala 


Leu 


His 


Lys Gly Leu Glu Tyr Gin 






35 










40 






45 


Tyr 


Ala 


Tyr 


Asn 


He 


Pro 


Lys 


Gin 


Ser 


Val 


Leu Glu Tyr Leu Asn Tyr 




50 










55 








60 


His 


Tyr 


Gly 


Phe 


Tyr 


Gly 


Leu 


Asp 


Tyr 


Gin 


Ala Leu Glu Glu Ser Leu 


65 










70 










75 80 


Glu 


Leu 


Phe 


Glu 


Asn 


Asp 


Ala 


Gly 


He 


Gin 


Ala Leu Phe Lys Asn His 










85 










90 


95 


Ala 


Leu 


Lys 


Gly 


Glu 


Ala 


Ala 


Phe 


Leu 


Phe 


Gin Gly Val Val Ser Arg 








100 










105 




110 


lie 


Asp 


Val 


Leu 


Leu 


Trp 


Asp 


Arg 


Gly 


Gin 


Asn Leu Tyr Val Leu Asp 






115 










120 






125 


Tyr 


Lys 


Ser 


Ser 


Gin 


Asn 


Tyr 


Gin 


Gin 


Ser 


His Lys Ala Gin Val Ser 




130 










135 








140 


His 


Tyr 


Ala 


Glu 


Phe 


Leu 


Arg 


Thr 


Gin 


Unk 


Pro His Phe Lys He Gin 


145 










150 










155 160 


Ala 


Gly 


He 


He 


Tyr 


Ala 


His 


Lys 


Arg 


Leu 


Leu Glu Lys Unk Trp Unk 










165 










170 


175 


(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 635: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 88 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_ feature 
<B) LOCATION 1...88 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63 5 



Met Glu Ser Gin 


Leu 


Met 


Lys 


Leu 


Ala 


He 


Glu Thr Tyr Lys He Thr 


1 


5 










10 


15 


Leu Met He Ser 


Leu 


Pro 


Val 


Leu 


Leu 


Ala 


Gly Leu Val Val Gly Leu 


20 










25 




30 


Leu Val Ser He 


Phe 


Gin 


Ala 


Thr 


Thr 


Gin 


He Asn Glu Met Thr Leu 


35 








40 






45 


Ser Phe Val Pro 


Lys 


He 


Leu 


Ala 


Val 


He 


Gly Val Leu He Leu Thr 


50 






55 








60 


Met Pro Trp Met 


Thr 


Asn 


Met 


Leu 


Leu Asp 


Tyr Thr Lys Thr Leu He 


65 




70 










75 80 


Lys Leu He Pro 


Lys 
65 


He 


He 


Gly 









(2) INFORMATION FOR SEQ ID NO: 636: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 
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(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .115 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 636 • 



Met Lys 


Phe 


Phe 


Thr 


Arg 


He 


Thr 


Asp 


Ser Tyr Lys Lys Val Val Val 


1 






5 










10 15 


Thr Leu 


Gly 


Leu 


Val 


Val 


Thr 


Thr 


Asn 


Pro Leu Met Ala Val Thr Ser 






20 










25 


30 


Pro Ala 


Thr 


Gly 


Val 


Thr 


Glu 


Thr 


Lys 


Ser Leu Val He Gin He He 




35 










40 




45 


Ser Val 


Leu 


Ala 


He 


Val 


Gly 


Gly 


Cys 


Ala Leu Gly Val Lys Gly He 


50 










55 






60 


Ala Asp 


lie 


Trp 


Lys 


He 


Ser 


Asp 


Asp 


He Lys Arg Gly Gin Ala Thr 


65 








70 








75 80 


Val Phe 


Ala 


Tyr 


Ala 


Gin 


Pro 


He 


Ala 


Met Leu Ala Val Ala Gly Gly 








85 










90 95 


lie lie 


Tyr 


Leu 


Ser 


Thr 


Lys 


Phe 


Gly 


Phe Asn He Gly Glu Ser Gly 






100 










105 


110 



Gly Ala Ser 
115 



(2) INFORMATION FOR SEQ ID NO: 637: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 260 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .260 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 637 



Met Ser 


Glu 


Asp 


Leu 


Pro 


Phe 


Ala 


Ser 


Asp 


Ser 


Gin Phe Thr Tyr Asn 


1 






5 










10 




15 


Gly Val 


Ser 


He 


Thr 


Arg 


Pro 


Thr 


Asn 


Glu 


Val 


Asn Asp Val He Ser 






20 










25 






30 


Gly Val 


Asn 


He 


Thr 


Leu 


Glu 


Gin 


Thr 


Thr 


Glu 


Pro Asn Lys Pro Ala 




35 










40 








45 


lie He 


Ser 


Val 


Ser 


Arg 


Asp 


Asn 


Gin 


Ala 


He 


He Asp Ser Leu Lys 


50 










55 










60 


Glu Phe 


Val 


Lys 


Ala 


Tyr 


Asn 


Glu 


Leu 


He 


Pro 


Lys Leu Asp Glu Asp 


65 








70 










75 


80 


Thr Arg 


Tyr 


Asp 


Ala 


Asp 


Thr 


Lys 


He 


Ala 


Gly 


He Phe Asn Gly Val 








85 










90 




95 


Gly Asp 


He 


Arg 


Ala 


He 


Arg 


Ser 


Ser 


Leu 


Asn 


Asn Val Phe Ser Tyr 






100 










105 






110 


Ser Val 


His 


Thr 


Asp 


Asn 


Gly 


Val 


Glu 


Ser 


Leu 


Met Lys Tyr Gly Leu 




115 










120 








125 


Ser Leu 


Asp 


Asp 


Lys 


Gly 


Val 


Met 


Ser 


Leu 


Asp 


Glu Ala Lys Leu Ser 



130 135 140 
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Ser 


Ala 


Leu 


Asn 


Ser 


Asn 


Pro 


Lys 


Ala 


Thr 


Gin Asp 


Phe Phe Tyr Gly 


145 










150 










155 . 


160 


Ser 


Asp 


Ser 


Lys 


Asp 
165 


Met 


Gly 


Gly 


Arg 


Glu 
170 


He His 


Gin Glu Gly He 
175 


Phe 


Ser 


Lys 


Phe 
180 


Asn 


Gin 


Val 


He 


Ala 
185 


Asn 


Leu He 


Asp Gly Gly Asn 
190 


Ala 


Lys 


Leu 
195 


Lys 


He 


Tyr 


Glu 


Asp 
200 


Ser 


Leu 


Asp Arg 


Asp Ala Lys Ser 
205 


Leu 


Thr 
210 


Lys 


Asp 


Lys 


Glu 


Asn 
215 


Ala 


Gin 


Glu 


Leu Leu 
220 


Lys Thr Arg Tyr 


Asn 


He 


Met 


Ala 


Glu 


Arg 


Phe 


Ala 


Ala 


Tyr 


Asp Ser 


Gin lie Ser Lys 


225 










230 










235 


240 


Ala 


Asn 


Gin 


Lys 


Phe 
245 


Asn 


Ser 


Val 


Gin 


Met 
250 


Met He 


Asp Gin Ala Ala 
255 


Ala 


Lys 


Lys 


Asn 
260 



















(2) INFORMATION FOR SEQ ID NO: 637: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 260 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 



iix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1.. .260 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 637 




Met Ser Glu 


Asp 


Leu 


Pro 


Phe 


Ala 


Ser 


Asp 


Ser 


Gin 


Phe Thr Tyr Asn 


1 




5 










10 






15 


Gly Val Ser 


He 


Thr 


Arg 


Pro 


Thr 


Asn 


Glu 


Val 


Asn 


Asp Val He Ser 




20 










25 








30 


Gly Val Asn 


He 


Thr 


Leu 


Glu 


Gin 


Thr 


Thr 


Glu 


Pro 


Asn Lys Pro Ala 


35 










40 










45 


He He Ser 


Val 


Ser 


Arg 


Asp 


Asn 


Gin 


Ala 


He 


He 


Asp Ser Leu Lys 


50 








55 










60 


Glu Phe Val 


Lys 


Ala 


Tyr 


Asn 


Glu 


Leu 


He 


Pro 


Lys 


Leu Asp Glu Asp 


65 






70 










75 




80 


Thr Arg Tyr 


Asp 


Ala 


Asp 


Thr 


Lys 


He 


Ala 


Gly 


He 


Phe Asn Gly Val 






85 










90 






95 


Gly Asp He 


Arg 


Ala 


He 


Arg 


Ser 


Ser 


Leu 


Asn 


Asn 


Val Phe Ser Tyr 




100 










105 








110 


Ser Val His 


Thr 


Asp 


Asn 


Gly 


Val 


Glu 


Ser 


Leu 


Met 


Lys Tyr Gly Leu 


115 










120 










125 


Ser Leu Asp 


Asp 


Lys 


Gly 


Val 


Met 


Ser 


Leu 


Asp 


Glu 


Ala Lys Leu Ser 


130 








135 










140 




Ser Ala Leu 


Asn 


Ser 


Asn 


Pro 


Lys 


Ala 


Thr 


Gin 


Asp 


Phe Phe Tyr Gly 


145 






150 










155 




160 


Ser Asp Ser 


Lys 


Asp 


Met 


Gly 


Gly 


Arg 


Glu 


He 


His 


Gin Glu Gly He 






165 










170 






175 


Phe Ser Lys 


Phe 


Asn 


Gin 


Val 


He 


Ala 


Asn 


Leu 


lie 


Asp Gly Gly Asn 




180 










185 








190 


Ala Lys Leu 


Lys 


He 


Tyr 


Glu 


Asp 


Ser 


Leu 


Asp 


Arg 


Asp Ala Lys Ser 


195 










200 










205 


Leu Thr Lys 


Asp 


Lys 


Glu 


Asn 


Ala 


Gin 


Glu 


Leu 


Leu 


Lys Thr Arg Tyr 
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210 215 220 

Asn lie Met Ala Glu Arg Phe Ala Ala Tyr Asp Ser Gin He Ser Lys 
225 230 235 240 

Ala Asn Gin Lys Phe Asn Ser Val Gin Met Met He Asp Gin Ala Ala 
245 250 255 

Ala Lys Lys Asn 
260 



(2) INFORMATION FOR SEQ ID NO: 638: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 191 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

{iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .191 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 638 



Met Lys Asn 


Pro 


Gin 


Ala 


Asn 


Val 


Leu 


Lys Leu Phe Leu Asn Gin Val 


1 




5 










10 15 


Ala Asp Gin 


Lys 


Tyr 


He 


Asp 


Met 


Asn 


Asp Glu Lys Asn Tyr Asp Pro 




20 










25 


30 


Arg Glu Pro 


Glu 


Pro 


Pro 


Tyr 


Gly 


Thr 


Lys Gly Ala Leu Asp Glu He 


35 










40 




45 


He Arg Thr 


Asp 


Ala 


Arg 


Ser 


Trp 


Ala 


Asn Thr Pro Asp Asp Glu Phe 


50 








55 






60 


Gly Ser He 


Met 


Ser 


Ser 


Phe 


Lys 


Arg 


Phe Met Tyr Val Tyr Lys Asp 


65 






70 








75 80 


Pro Lys Val 


Arg 


Glu 


Ala 


Thr 


Ser 


Lys 


Met Ser Phe Asp Tyr Glu Glu 




85 










90 95 


Leu Arg Thr 


Gly 


Asn 


He 


Ser 


He 


Tyr 


He Val He Ala Gin He Asp 


100 










105 


110 


He Gly Thr 


Leu 


Ser 


Ser 


Leu 


Val 


Arg 


Ala Phe Leu Glu Ser He Ala 


115 










120 




125 


Lys Asn Leu 


Met 


Val 


Lys 


Glu 


Ser 


Ser 


Lys Pro Glu Glu Arg He Phe 


130 








135 






140 


He He Ala 


Asp 


Glu 


Phe 


Val 


Arg 


Phe 


Gly Lys Leu Pro Phe Leu Leu 


145 




150 








155 160 


Glu Met Pro 


Ala 


Leu 


Cys 


Arg 


Ser 


Tyr 


Asn Val Val Pro Leu Phe He 






165 










170 175 


Thr Gin Asp 


Tyr 


Ala 


Met 


He 


Arg 


Asn 


Thr He Ala Met Met He 




180 










185 


190 


(2) INFORMATION 


FOR 


SEQ 


ID NO:639: 





(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 351 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .351 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63 9 



Met 


lie Ser 


Glu 


He 


He 


Lys 


Phe 


Gin 


Leu Lys Gly He 


Lys Met He 


1 






5 










10 


15 


Arg 


Leu Lys 


Gly 


Leu 


Asn 


Lys 


Thr 


Leu 


Lys Thr Ser Leu 


Leu Ala Gly 






20 










25 




30 


Val 


Leu Leu 


Gly 


Ala 


Thr 


Ala 


Pro 


Leu 


Met Ala Lys Pro 


Leu Leu Ser 




35 








40 




45 




Asp 


Glu Asp 


Leu 


Leu 


Lys 


Arg 


Val 


Lys 


Leu His Asn He 


Lys Glu Asp 




50 








55 






60 




Thr 


Leu Thr 


Ser 


Cys 


Asn 


Ala 


Lys 


Val 


Asp Gly Ser Gin 


Tyr Leu Asn 


65 








70 








75 


80 


Ser 


Gly Trp 


Asn 


Leu 


Ser 


Lys 


Glu 


Phe 


Pro Gin Glu Tyr 


Arg Glu Lys 








85 










90 


95 


lie 


Phe Glu 


Cys 


Val 


Glu 


Glu 


Glu 


Lys 


His Lys Gin Ala 


Leu Asn Leu 






100 










105 




110 


lie 


Asn Lys 


Glu 


Asp 


Thr 


Glu 


Asp 


Lys 


Glu Glu Leu Ala 


Lys Lys He 




115 










120 




125 




Lys 


Glu He 


Lys 


Glu 


Lys 


Ala 


Lys 


Val 


Leu Arg Gin Lys 


Phe Met Ala 




130 








135 






140 




Phe 


Glu Met 


Lys 


Glu 


His 


Ser 


Lys 


Glu 


Phe Pro Asn Lys 


Lys Gin Leu 


145 








150 








155 


160 


Gin 


Thr Met 


Leu 


Glu 


Asn 


Ala 


Phe 


Asp 


Asn Gly Ala Glu 


Ser Phe He 








165 










170 


175 


Asp 


Asp Trp 


His 


Glu 


Arg 


Phe 


Gly 


Gly 


He Ser Arg Glu 


Asn Thr Tyr 






180 










185 




190 


Lys 


Ala Leu 


Gly 


He 


Lys 


Glu 


Tyr 


Ser 


Asp Glu Gly Lys 


He Leu Ala 




195 










200 




205 




Phe 


Gly Glu 


Arg 


Ser 


Tyr 


He 


Arg 


Gin 


Tyr Lys Lys Asp 


Phe Glu Glu 




210 








215 






220 




Ser 


Thr Tyr 


Asp 


Thr 


Arg 


Gin 


Thr 


Leu 


Ser Ala Met Ala 


Asn Met. Ser 


225 








230 








235 


240 


Gly 


Glu Asn 


Asp 


Tyr 


Lys 


He 


Thr 


Trp 


Leu Lys Pro Lys 


Tyr Gin Leu 








245 










250 


255 


His 


Ser Ser 


Asn 


Asn 


He 


Lys 


Pro 


Leu 


Met Ser Asn Thr 


Glu Leu Leu 






260 










265 




270 


Asn 


Met He 


Glu 


Leu 


Thr 


Asn 


He 


Lys 


Lys Glu Tyr Val 


Met Gly Cys 




275 










280 




285 




Asn 


Met Glu 


He 


Asp 


Gly 


Ser 


Lys 


Tyr 


Pro He His Lys 


Asp Trp Gly 




290 








295 






300 




Phe 


Phe Gly 


Lys 


Ala 


Lys 


Val 


Pro 


Glu 


Thr Trp Arg Asn 


Lys He Trp 


305 








310 








315 


320 


Glu 


Cys He 


Lys 


Asn 


Lys 


Val 


Lys 


Ser 


Tyr Asp Asn Thr 


Thr Ala Glu 








325 










330 


335 


lie 


Gly He 


Val 


Trp 


Lys 


Lys 


Asn 


Thr 


Tyr Ser He Ser 


His His 






340 










345 




350 



(2) INFORMATION FOR SEQ ID NO: 640: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 351 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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Uii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .351 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 640 





Ala 




Tie 


Leu 


Ser 


Gin 


Glu 


Glu 


He Asp 


Ala 


Leu 


Leu 


Glu Val 










5 










10 








15 


Val 


Asp 


Glu 


Asn 


Val 


Asp 


He 


Gin 


Asn 


Val Gin 


Lys 


Lys Asp 


He He 








20 










25 








30 




Pro 


bin 


A-rrr 




Val 

Vol 


XIJX 


Leu 




Asp 


* liter Uys 


Arg 


Pro 


Asn 


W r*rr Va 1 






o _> 










40 








45 






oer 


T 

Lys 






Leu 


Arg 


ser 


Jriie 




Cor- Tie 

^>fc=i lie 


His 


Asp Lys 


Mo 1- Lla 

rie l Axci 














55 








60 








Arg 


Asn 


T 

Leu 


Car 


Car 




vai 


_ 

ser 


Ser 


lie Ilct 


Arg Ser 


He 


Vai biu 












•7n 








/•D 








q n 
0 u 


xie 


Gin 


Leu 


HIS 


ser 


vai 


ASp 


i?in 




Thr Tyr 


Giy Glu 


Phe 


Lieu Met 










OS 










q n 








yo 


Ser 


Leu 


pro 


ser 


pro 


Thr 


ser 


T>Vl A 

Fne 


Asn 


vai Fne 


Ser 


Met 


Lys 


Pro Me t 








inn 










1U3 








110 




Giy 


Giy 


Thr 


Giy 


vai 


T a«« 

Leu 


Glu 


lie 


7, _ _, 

Asn 


Pro Ser 


He 


Ala 


Phe 


Pro Met 






lie 

11j 










ion 








125 






lie 


Asp 


Arg 


Leu 


T a«« 

Leu 


Giy 


Giy 


T « mm* 

Lys 


Giy 


Ser Ala 


Tyr Asp Gin 


Asn Arg 




u u 


















140 








G1U 


j?ne 


ser 


7\ _ _ 

Asp 


ne 


V?1U 


T Alt 

Lieu 


Asn 


T At* 

Lieu 


Leu Asp 


Thr 


He 


Leu 


Arg Gin 


1 










1DU 








ICC 

1 3D 








1 bu 


Val 


wet 


lain 


lie 


Leu 


Lys 




vai 


Trp 


Ser Pro 


Val 


Val 


Glu 


Met Tyr 










165 










170 








175 


Pro 


Thr 


lie 


Asp 


Ala 


Lys 


Glu 


Ser 


Ser 


Ala Asn 


Val 


Val 


Gin 


He Val 








180 










185 








190 




Ala 


Gin 


Asn 


Glu 


He 


Ser 


He 


Met 


Val 


Val Leu 


Glu 


He 


He 


He Giy 






195 










200 








205 






His 


Ser 


Arg 


Giy 


Met 


Met 


Asn 


He 


Cys 


Tyr Pro 


Val 


He 


Ser 


He Glu 




210 










215 








220 








Ser 


He 


Leu 


Ser 


Lys 


Met 


Giy 


Ser 


Arg 


Asp Phe 


Met 


Leu 


Ser 


Glu Thr 


225 










230 








235 








240 


Asn 


Ser 


Lys 


Lys 


Ser 


Arg 


Asn 


Lys 


Glu 


Leu Gin 


Ala 


Leu 


Leu 


Ser Giy 










245 










250 








255 


Val 


Ser 


Val 


Asp 


Met 


Met 


Val 


Phe 


Leu 


Giy Ala 


Val 


Glu 


Leu 


Ser Leu 








260 










265 








270 




Lys 


Glu 


Met 


Leu 


Asp 


Leu 


Asp 


Val 


Giy 


Asp Thr 


He Arg Leu 


Asn Lys 






275 










280 








285 






Val 


Ala 


Asn 


Asp 


Glu 


Val 


Ser 


Val 


Tyr 


Val His 


Lys 


Lys 


Lys 


Arg Tyr 




290 










295 








300 








Leu 


Ala 


Ser 


Val 


Giy 


Phe 


Gin 


Giy 


Tyr 


Arg Lys 


Thr 


He 


Gin 


He Lys 


305 










310 








315 








320 


Glu 


Val 


Val 


Tyr 


Ser 


Glu 


Lys 


Glu 


Arg 


Thr Lys 


Glu 


He 


Leu 


Glu Met 










325 










330 








335 


Leu 


Glu 


Glu 


Gin 


Arg 


Arg 


Arg 


Gin 


Ser 


Trp Ala 


Met 


Leu Trp 


Ser 



340 345 350 



(2) INFORMATION FOR SEQ ID NO: 641 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

<A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .145 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 641 



Met 


Arg lie Val Phe 


Met Gly 


Thr 


Pro Ser 


Phe Ala Glu 


Val 


He Leu 


1 


5 






10 






15 


Arg 


Ala Leu Val Glu 


Asn Glu 


Asp 


Lys Lys 


He Glu Val 


Val 


Gly Leu 




20 






25 




30 




Phe 


Thr Gin Arg Asp 


Lys Pro 


Phe 


Gly Arg 


Lys Lys Glu. Leu 


Lys Ala 




35 




40 




45 






Pro 


Glu Thr Lys Thr 


Tyr He 


Leu 


Glu Asn 


His Leu Asn 


He 


Pro He 




50 


55 






60 






Phe 


Gin Pro Gin Ser 


Leu Lys 


Glu 


Pro Glu 


Val Gin He 


Leu 


Lys Gly 


65 




70 






75 




'80 


Leu 


Lys Pro Asp Phe 


He Val 


Val 


Val Ala 


Tyr Gly Lys 


He 


Leu Pro 




85 






90 




95 


Lys 


Glu Val Leu Thr 


He Ala 


Pro 


Cys He 


Asn Leu His 


Ala 


Ser Leu 




100 






105 




110 




Leu 


Pro Lys Tyr Arg 


Gly Ala 


Ser 


Pro He 


His Glu Met 


He 


Leu Asn 




115 




120 




125 






Asp 


Asp Arg He Tyr 


Gly He 


Ser 


Thr Met 


Leu Met Unk 


Phe 


Gly He 




130 


135 






140 







Gly 
145 



(2) INFORMATION FOR SEQ ID NO: 641: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1. ..145 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 641 

Met Arg He Val Phe Met Gly Thr Pro Ser Phe Ala Glu Val He Leu 

15 10 15 

Arg Ala Leu Val Glu Asn Glu Asp Lys Lys He Glu Val Val Gly Leu 

20 25 30 

Phe Thr Gin Arg Asp Lys Pro Phe Gly Arg Lys Lys Glu Leu Lys Ala 

35 40 45 

Pro Glu Thr Lys Thr Tyr He Leu Glu Asn His Leu Asn He Pro He 

50 55 60 

Phe Gin Pro Gin Ser Leu Lys Glu Pro Glu Val Gin He Leu Lys Gly 
65 70 75 80 

Leu Lys Pro Asp Phe He Val Val Val Ala Tyr Gly Lys He Leu Pro 
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85 90 95 

Lys Glu Val Leu Thr He Ala Pro Cys He Asn Leu His Ala Ser Leu 

100 105 110 

Leu Pro Lys Tyr Arg Gly Ala Ser Pro He His Glu Met He Leu Asn 

115 ~ 120 125 

Asp Asp Arg He Tyr Gly He Ser Thr Met Leu Met Unk Phe Gly He 
130 135 140 

Gly 
145 



(2) INFORMATION FOR SEQ ID NO: 642: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 190 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_£eature 

(B) LOCATION 1. . .190 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 642 



Met 


Pro Thr 


Met Leu 


Ala 


Val 


Gly 


Phe 


Trp Val Leu Val Phe Leu Ser 


1 






5 










10 15 


Thr 


Ser Asn 


Ala Val 


Asn 


Leu 


Thr 


Asp 


Gly Leu Asp Gly Leu Ala Ser 






20 










25 


30 


Val 


Pro Ser 


He 


Phe 


Thr 


Leu 


Leu 


Ser 


Leu Ser He Phe Val Tyr Val 




35 










40 




45 


Ala 


Gly Asn 


Ala 


Glu 


Phe 


Ser 


Lys 


Tyr 


Leu Leu Tyr Pro Lys Val He 




50 








55 






60 


Asp 


Val Gly 


Glu 


Leu 


Phe 


Val 


He 


Ser 


Leu Ala Leu Val Gly Ser Leu 


65 






70 








75 80 


Phe 


Gly Phe 


Leu Trp 


Tyr 


Asn 


Cys 


Asn 


Pro Ala Ser Val Phe Met Gly 






85 










90 95 


Asp 


Ser Gly 


Ser 


Leu 


Ala 


He 


Gly 


Gly 


Phe He Ala Tyr Asn Ala He 


100 










105 


110 


Val 


Ser His 


Asn 


Glu 


He 


Leu 


Leu 


Val 


Leu Met Gly Ser He Phe Val 




115 










120 




125 


He 


Glu Thr 


Leu 


Ser 


Val 


He 


Leu 


Gin 


Val Gly Ser Tyr Lys Thr Arg 




130 








135 






140 


Lys 


Lys Arg 


Leu 


Phe 


Leu 


Met 


Ala 


Pro 


He His His His Phe Glu Gin 


145 






150 








155 160 


Lys 


Gly Trp 


Ala 


Glu 


Asn 


Lys 


Val 


He 


Val Arg Phe Trp He He Ser 




165 










170 175 


Met 


Leu Ser 


Asn 


Leu 


Val 


Ala 


Leu 


Leu 


Ser Leu Lys Val Cys 






180 










185 


190 


(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 643: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 489 amino acids 

(B) TYPE: amino acid . 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

{ix) FEATURE: 

(A) NAME /KEY: misc_f eature 

(B) LOCATION 1. . .489 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 643 



Val 


Arg 


Phe 


Glu 


Asn 


Phe 


lie 


Asn 


Arg 


Leu 


Ala Phe Tyr Met Ala Thr 


1 








5 










10 


15 


Gly 


Ser 


Gly 


Lys 


Thr 


He 


Val 


He 


He 


Lys 


Leu Val Glu Leu Leu Ser 








20 










25 




30 


Val 


Ala 


Met 


Gly 


Met 


Gly 


Leu 


He 


Pro 


Lys 


Lys Asn lie Met Phe Phe 






35 










40 






45 


Sex 


Ala 


Asn 


Glu 


His 


Leu 


He 


Lys 


Gin 


Phe 


Glu Lys Glu He Glu Lys 




50 










55 








60 


Tyr 


Asn 


Arg 


Asn 


Lys 


Asp 


Tyr 


Ser 


Lys 


Gin 


He Asp Phe Lys Asn Leu 


65 










70 










75 80 


Lys 


Ser 


Val 


Lys 


Asn 


Lys 


Asp 


Phe 


Tyr 


Arg 


Ala Pro Lys Asp Ser Leu 










85 










90 


95 


Met 


Lys 


Glu 


He 


Ala 


Leu 


Phe 


Tyr 


Tyr 


Arg 


Ala Asp Leu Met Ser Asp 








100 










105 




110 


Glu 


Glu 


Ser 


Lys 


Glu 


Asn 


Leu 


Leu 


Asn 


Tyr 


Lys Asp Cys Trp Asp Asn 






115 










120 






125 


Gly 


Glu 


Asn 


Tyr 


Val 


He 


Leu 


Asp 


Glu 


Ala 


His Lys Gly Asn Lys Thr 




130 










135 








140 


Glu 


Ser 


Lys 


Arg 


Gin 


Ala 


He 


Phe 


Ser 


Leu 


Leu Ser Leu Lys Gly Phe 


145 










150 










155 160 


Leu 


Phe 


Asn 


Phe 


Ser 


Ala 


Thr 


Phe 


Thr 


Glu 


Glu Ser Asp Leu He Thr 










165 










170 


175 


Ala 


Val 


Tyr 


Asn 


Leu 


Ser 


Val 


Gly 


Glu 


Trp 


Val Lys Leu Gly Tyr Gly 








180 










185 




190 


Lys 


Glu 


Ser 


Val 


Leu 


Leu 


Lys 


Lys 


Asn 


Asn 


Leu Asn Ala Phe Lys Glu 






195 










200 






205 


Leu 


Lys 


Asp 


Leu 


Asn 


Asp 


Arg 


Glu 


Lys 


Glu 


He Ala Leu Leu Lys Ala 




210 










215 








220 


Leu 


Leu 


Leu 


Leu 


Gly 


Met 


Gin 


Lys 


Arg 


Tyr 


Lys Val Glu Gly Tyr Phe 


225 










230 










235 240 


rilS 


Asp 


irro 


T All 

j^eu 


Wet 


Leu 


Val 


rue 


Thr 


u^- 


ber val Asn Met giu Asn 










245 










250 


255 


Ser 


Asp 


Ala 


Unk 


He 


Phe 


Phe 


Lys 


Thr 


Leu 


Ala Arg Val He Glu Asn 








260 










265 




270 


Asp 


Asp 


Glu 


Ser 


Asp 


Phe 


Ser 


Lys 


Ala 


Lys 


Asp Asp Leu Leu Glu Glu 






275 










280 






285 


Leu 


Lys 


Asn 


Pro 


Glu 


Phe 


Leu 


Phe 


Ser 


Asp 


Gly Lys Asp Lys Glu Lys 




290 










295 








300 


Asp 


Tyr 


Lys 


He 


Glu 


Val 


Phe 


Lys 


Glu 


Ser 


Leu Lys Gly Met Asp Phe 


3 05 










310 










315 320 


Lys 


Gly 


Leu 


Lys 


Glu 


Ala 


Val 


Phe 


Tyr 


Ala 


Ser Asn Gly His He Glu 










325 










330 


335 


Val 


lie 


He 


Asn 


Pro 


Lys 


Asn 


Asn 


Gin 


Glu 


He Ala Phe Lys Leu Asn 








340 










345 




350 


Thr 


Ser 


Asp 


Lys 


Val 


Phe 


Cys 


Leu 


He 


Arg 


He Gly Asp He Thr Glu 






355 










360 






365 


Trp 


He 


Arg 


Glu 


Lys 


Leu 


Lys 


Ser 


Val 


Lys 


Val Val Ser Lys Asn Leu 




370 










375 








380 


Ser 


Phe 


Lys 


Glu 


Glu 


Ser 


Tyr 


Phe 


Ser 


Gin 


He Asp Lys Ser Ser He 


385 










390 










395 400 


Asn 


He 


Leu 


Val 


Gly 


Ser 


Arg 


Ala 


Phe 


Asp 


Thr Gly Trp Asp Ser Thr 










405 










410 


415 


Arg 


Pro 


Ser 


Val 


He 


Leu 


Phe 


Leu 


Asn 


He 


Gly Leu Asp Asp Asp Ala 
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420 






425 








430 


Lys 


Lys Leu 


Val Lys 


Gin 


Ser 


Phe Gly 


Arg 


Gly Val 


Arg He Glu Ser 




435 








440 








445 


Val 


Lys Asn 
450 


Gin Arg 


Gin 


Arg 
455 


Leu Ala 


Tyr 


Leu 


Glu 
460 


He Asp Glu Ala 


He 


Lys Glu 


Gin Ala 


Glu 


Thr 


Lys Arg 


Cys 


Asn 


Ala 


Gly Asn Ala Phe 


465 




470 








475 




480 


Cys 


Asp Thx 


Tyx Gin 
485 


Pro 


Cys 


Lys Pro 











<2) INFORMATION FOR SEQ ID NO: 644: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 248 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .248 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 644 



Met Arg Phe 


Tyr 


Phe 


Lys 


Phe 


Leu 


Trp 


Leu 


Leu 


Gly 


He Phe Leu He 


1 




5 










10 




15 


Phe Tyr Phe 


Leu 
20 


Asp 


He 


Lys 


Gly 


Ser 
25 


Ser 


Ser 


Tyr 


He Ser Asp Arg 
30 


Val Lys Ser 


Ala 


Leu 


Met 


Ser 


Ala 


Lys 


Asn 


Ser 


Leu 


Leu Asp Asn Val 


35 










40 










45 


Gin Ala Tyx 


Phe 


Phe 


Gin 


Ala 


Gin 


Asn 


He 


Lys 


Glu 


Phe Gin Lys Glu 


50 








55 










60 




Arg Leu He 


Leu 


Glu 


Ala 


Leu 


Lys 


Leu 


Glu 


Asn 


Ala 


Asp Leu Lys Glu 


65 






70 










75 




80 


Arg Leu Asn 


Ser 


He 


Tyr 


Pro 


Leu 


Glu 


Asn 


Pro 


Lys 


Met Thr Tyr Thr 




85 










90 






95 


Pro Thr Phe 


Met 
100 


Thr 


Ser 


Phe 


He 


Asn 
105 


Leu 


Glu 


Asp 


Thr His Ser Val 
110 


Ser Leu Asn 


Pro 


He 


Val 


Asn 


Leu 


Glu 


Glu 


Asn 


Lys 


He Tyr Gly Leu 


115 










120 










125 


Val Ser His 


Asn 


Gin 


Ala 


He 


Gly 


He 


Ala 


Val 


Leu 


Glu Lys Gly Arg 


130 








135 










140 




Leu Asn Gly 


Phe 


Leu 


Asn 


Ala 


His 


Lys 


Arg 


Cys 


Ala 


Tyr Ser Val Met 


145 






150 










155 




160 


He Gly Gin 


Asn 


Gin 


Val 


Leu 


Gly 


Phe 


He 


Gly 


Thr 


Asn Phe Lys Gin 




165 










170 






175 


Glu Leu Val 


Val 
180 


Asp 


Phe 


He 


Val 


Pro 
185 


Ser 


Ala 


Glu 


He Asn He Gly 
190 


Asp Gin Val 


Leu 


Thr 


Ser 


Gly 


Leu 


Asp 


Gly 


He 


Phe 


Gly Ala Gly Val 


195 










200 










205 


Phe Val Gly 


Glu 


Val 


Ser 


Ser 


Val 


Glu 


Asp 


His 


Tyr 


Thr Tyr Lys Ser 


210 








215 










220 




Ala Val Leu 


Lys 


Asn 


Ala 


Phe 


Leu 


Ser 


Glu 


Ala 


Lys 


Leu Leu Arg His 


225 






230 










235 




240 


Val Phe Leu 


Ser 


Gly 
245 


Val 


Lys 


Asn 
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(2) INFORMATION FOR SEQ ID NO: 644: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 248 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .248 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 644 



Met 


Arg 


Phe 


Tyr 


Phe 


Lys 


Phe 


Leu 


Trp 


Leu Leu 


Gly 


He Phe Leu He 


1 








5 










10 




15 


Phe 


iyr 


Phe 


Leu 


Asp 


He 


Lys 


Gly 


Ser 


Ser Ser 


Tyr 


He Ser Asp Arg 








20 










25 






30 


Val 


Lys 


Ser 


Ala 


Leu 


Met 


Ser 


Ala 


Lys 


Asn Ser 


Leu 


Leu Asp Asn Val 




35 










40 








45 


Gin 


Ala 


Tyr 


Phe 


Phe 


Gin 


Ala 


Gin 


Asn 


He Lys 


Glu 


Phe Gin Lys Glu 




50 










55 








60 




Arg 


Leu 


He 


Leu 


Glu 


Ala 


Leu 


Lys 


Leu 


Glu Asn 


Ala 


Asp Leu Lys Glu 


65 










70 








75 




80 


Arg 


Leu 


Asn 


Ser 


He 


Tyr 


Pro 


Leu 


Glu 


Asn Pro 


Lys 


Met Thr Tyr Thr 










85 










90 




95 


Pro 


Thr 


Phe 


Met 


Thr 


Ser 


Phe 


He 


Asn 


Leu Glu 


Asp 


Thr His Ser Val 








100 










105 






110 


Ser 


Leu 


Asn 


Pro 


He 


Val 


Asn 


Leu 


Glu 


Glu Asn 


Lys 


He Tyr Gly Leu 






115 










120 








125 


Val 


Ser 


His 


Asn 


Gin 


Ala 


He 


Gly 


He 


Ala Val 


Leu 


Glu Lys Gly Arg 




130 










135 








140 




Leu 


Asn 


Gly 


Phe 


Leu 


Asn 


Ala 


His 


Lys 


Arg Cys 


Ala 


Tyr Ser Val Met 


145 










150 








155 




160 


He 


Gly 


Gin 


Asn 


Gin 


Val 


Leu 


Gly 


Phe 


He Gly 


Thr 


Asn Phe Lys Gin 








165 










170 




175 


Glu 


Leu 


Val 


Val 


Asp 


Phe 


He 


Val 


Pro 


Ser Ala 


Glu 


He Asn He Gly 








180 










185 






190 


Asp 


Gin 


Val 


Leu 


Thr 


Ser 


Gly 


Leu 


Asp 


Gly He 


Phe 


Gly Ala Gly Val 






195 










200 








205 


Phe 


Val 


Gly 


Glu 


Val 


Ser 


Ser 


Val 


Glu 


Asp His 


Tyr 


Thr Tyr Lys Ser 




210 










215 








220 




Ala 


Val 


Leu 


Lys 


Asn 


Ala 


Phe 


Leu 


Ser 


Glu Ala 


Lys 


Leu Leu Arg His 


225 










230 








235 




240 


Val 


Phe 


Leu 


Ser 


Gly 


Val 


Lys 


Asn 











245 



(2) INFORMATION FOR SEQ ID NO: 645 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 amino acids 
<B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 
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<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 
<B) LOCATION 1...119 

Ui) SEQUENCE DESCRIPTION: SEQ ID NO: 645 • 



Leu Ala Leu 


Arg 


Leu 


Pro 


Phe 


Leu 


He 


Ala His Val He Asn Met Phe 


1 


5 










10 15 


Leu Phe Tyr 


Leu 


He 


Gly 


Arg 


Lys 


lie 


Leu Lys Lys Pro Lys Asp Ala 




20 










25 


30 


Leu Tyr Val 


Val 


Leu 


Thr 


Tyr 


Ala 


Leu 


Leu Pro Gly Val Asn Leu Phe 


35 










40 




45 


Ala lie Leu 


Leu 


Ala 


Lys 


Ser 


Val 


Leu 


Val Leu Ser Leu Gly Leu Leu 


50 








55 






60 


lie Ser Tyr 


Leu 


Tyr 


He 


Lys 


Thr 


Gin 


Lys He Pro Tyr Leu Thr Leu 


65 






70 








75 80 


Ser Ala Cys 


Ala 


Phe 


Leu 


Asp 


Gly 


Ala 


Phe He Pro Leu Leu Leu Gly 






85 










90 95 


Val Phe Ala 


Tyr 


Ala 


Leu 


Arg 


Lys 


Thr 


Ala He Leu Arg Ala Arg Ser 




100 










105 


110 


Leu Leu Trp 


Trp 


Phe 


Unk 


Leu 









115 



(2) INFORMATION FOR SEQ ID NO: 645: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...119 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 64 5 



Leu Ala Leu 


Arg 


Leu 


Pro 


Phe 


Leu 


He 


Ala 


His 


Val He Asn Met Phe 


1 




5 










10 




15 


Leu Phe Tyr 


Leu 


He 


Gly 


Arg 


Lys 


He 


Leu 


Lys 


Lys Pro Lys Asp Ala 




20 










25 






30 


Leu Tyr Val 


Val 


Leu 


Thr 


Tyr 


Ala 


Leu 


Leu 


Pro 


Gly Val Asn Leu Phe 


35 










40 








45 


Ala He Leu 


Leu 


Ala 


Lys 


Ser 


Val 


Leu 


Val 


Leu 


Ser Leu Gly Leu Leu 


50 








55 










60 


He Ser Tyr 


Leu 


Tyr 


He 


Lys 


Thr 


Gin 


Lys 


lie 


Pro Tyr Leu Thr Leu 


65 






70 










75 


80 


Ser Ala Cys 


Ala 


Phe 


Leu 


Asp 


Gly 


Ala 


Phe 


He 


Pro Leu Leu Leu Gly 






85 










90 




95 


Val Phe Ala 


Tyr 


Ala 


Leu 


Arg 


Lys 


Thr 


Ala 


He 


Leu Arg Ala Arg Ser 




100 










105 






110 


Leu Leu Trp 


Trp 


Phe 


Unk 


Leu 













115 
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(2) INFORMATION FOR SEQ ID NO: 646: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi> ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .108 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 646 



Val Asn Leu 


Met 


Asp 


Tyr 


Phe 


Ser 


Lys 


Ser 


Leu Phe Leu Asn 


Ser Leu 


1 




5 










10 




15 


Asn Thr Gin 


Arg 


Leu 


He 


Val 


Ser 


Asn 


Lys 


Leu Ala He Asp 


Val Gin 




20 










25 




30 




Tyr Gly Met 


Leu 


Gin 


Ser 


Val 


Arg 


Lys 


Asn 


Tyr Pro Asp Val 


Val Asp 


35 










40 






45 




Gly Gly Val 


Arg 


Glu 


Gly 


Pro 


Phe 


Trp 


Val 


Leu Ala Gly Ala 


Leu Met 


50 








55 








60 




Pro Ser lie 


Leu 


He 


Glu 


He 


Gly 


Tyr 


Asn 


Ser His Ala He 


Glu Ser 


65 






70 










75 


80 


Lys Arg lie 


Gin 


Ser 


Lys 


Pro 


Tyr 


Gin 


Lys 


He Leu Ala Lys 


Gly He 




85 










90 




95 


Ala Asp Gly 


lie 


Asp 


Ser 


Phe 


Phe 


Ser 


Lys 


Asn Asp 





100 105 



(2) INFORMATION FOR SEQ ID NO: 646: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .108 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 646 

Val Asn Leu Met Asp Tyr Phe Ser Lys Ser Leu Phe Leu Asn Ser Leu 

1 5 10 15 

Asa Thr Gin Arg Leu He Val Ser Asn Lys Leu Ala He Asp Val Gin 

20 25 30 

Tyr Gly Met Leu Gin Ser Val Arg Lys Asn Tyr Pro Asp Val Val Asp 

35 40 45 

Gly Gly Val Arg Glu Gly Pro Phe Trp Val Leu Ala Gly Ala Leu Met 

50 55 60 

Pro Ser He Leu He Glu He Gly Tyr Asn Ser His Ala He Glu Ser 
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65 70 
Lys Arg He Gin Ser Lys Pro Tyr 
85 

Ala Asp Gly He Asp Ser Phe Phe 
100 



541 

75 80 
Gin Lys He Leu Ala Lys Gly lie 

90 95 
Ser Lys Asn Asp 
105 



(2) INFORMATION FOR SEQ ID NO: 647: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .213 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 647 



Val Phe 


Lys 


Asn 


Ser 


Leu 


Phe 


Gly 


He Ser He Ser Met Leu He Thr 


1 




5 








10 15 


Trp Val 


Leu 


Thr 


Ala 


Cys 


He 


Leu 


lie Phe He Leu Phe Val Pro Asn 




20 










25 30 


Phe Thr 


Leu 


Thr 


His 


Pro 


Asn 


Phe 


His Phe Thr Pro Phe Glu Lys Thr 




35 










40 


45 


Tyr Phe 


Gin 


He 


Leu 


Gly 


Leu 


Val 


Gly He Val Ser Ser He He Phe 


50 










55 




60 


Thr Gly 


Phe 


Leu 


Ala 


Asp 


Lys 


He 


Lys Pro His Lys Val Cys Met Ala 


65 








70 






75 80 


Phe Ser 


Thr 


Thr 


Phe 


Gly 


Phe 


Phe 


Gly Phe Leu Phe Phe Lys Glu Phe 








85 








90 95 


Tyr Ser 


Asn 


Ala 


Pro 


Ser 


Leu 


Val 


Asn Thr He He Leu Tyr Phe Leu 




100 










105 110 


Ala Cys 


Phe 


Cys 


Ala 


Gly 


He 


Met 


Asn Phe Cys Pro He Phe Met Ser 


115 








120 


125 


Asp Val 


Phe 


Ser 


Ala 


Lys 


He 


Arg 


Phe Ser Gly He Ser Phe Ala Tyr 


130 










135 




140 


Asn He 


Ala 


Tyr 


Ala 


He 


Thr 


Ala 


Gly Phe Thr Pro Gin Leu Ser Ser 


145 






150 






155 160 


Trp Leu 


Asn 


Ala 


Lys 


Ala 


He 


Ala 


Val Pro Glu Ser Leu Gin Ser Tyr 






165 








170 175 


Gly Leu 


Ser 


Phe 


Tyr 


He 


Leu 


He 


Val Ser Leu He Ala Phe He Thr 




180 










185 190 


Ser Leu 


Leu 


Met 


Ala 


Pro 


He 


Tyr 


His Lys Ser Asn Thr Gin His Glu 




195 










200 


205 


Val Ser 


Pro 


Thr 


Ala 











210 



(2) INFORMATION FOR SEQ ID NO: 648: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 157 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 



(ix) FEATURE: 

(A) NAME /KEY : misc_f eature 

(B) LOCATION l..,157 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 648 



Leu Ala Ser 


Arg 


Tyr 


Ser 


Val 


Ala 


Val 


Gly Asn Leu Phe Ser Glu His 


1 




5 










10 15 


Leu Tyr Asp 


Leu 


Arg 


Asn 


Glu 


Thr 


Met 


Thr Asn Leu He Gly Phe Leu 


20 










25 


30 


Leu Val Leu 


Ala 


Ser 


He 


Trp 


Val 


Phe 


Phe Leu Ala Leu Gly Val Leu 


35 










40 




45 


Leu Gly Lys 


Met 


Leu 


Val 


Phe 


Ser 


Gly 


Leu Gly He He Asp Lys Ala 


50 








55 






60 


Leu Gly Phe 


He 


Phe 


Ser 


Cys 


Leu 


Lys 


Thr Phe Leu Val Leu Ser Phe 


65 






70 








75 80 


He Leu Tyr 


Ala 


Leu 
85 


Ser 


Lys 


Met 


Asp 


Leu Met Lys Asp Ala Asn Ala 
90 95 


Tyr Leu Gin 


Glu 


Lys 


Unk 


Unk 


He 


Phe 


Pro Thr Unk Lys Unk Unk Unk 


100 










105 


110 


Ser Lys He 


Met 


Arg 


Leu 


Asp 


Gly 


Val 


Lys His Val Glu Lys Asn Leu 


115 










120 




125 


Lys Asp Asn 


Leu 


Glu 


Glu 


Met 


Ser 


Asp 


Glu Val Lys Asn Lys Gly Ser 


130 








135 






140 


He Asp Asn 


Ala 


Lys 


Glu 


Ser 


Phe 


Asn 


Lys Gly Tyr Gly 


145 






150 








155 



(2) INFORMATION FOR SEQ ID NO: 648: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 157 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

{iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .157 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 648 



Leu Ala Ser Arg Tyr Ser Val Ala 
1 5 
Leu Tyr Asp Leu Arg Asn Glu Thr 
20 

Leu Val Leu Ala Ser He Trp Val 

35 40 
Leu Gly Lys Met Leu Val Phe Ser 

50 55 
Leu Gly Phe He Phe Ser Cys Leu 
65 70 
He Leu Tyr Ala Leu Ser Lys Met 



Val Gly Asn Leu Phe Ser Glu His 

10 15 
Met Thr Asn Leu He Gly Phe Leu 
25 30 
Phe Phe Leu Ala Leu Gly Val Leu 
45 

Gly Leu Gly He He Asp Lys Ala 
60 

Lys Thr Phe Leu Val Leu Ser Phe 

75 80 
Asp Leu Met Lys Asp Ala Asn Ala 
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85 






Tyr Leu Gin Glu 


Lys Unk 


Unk 


He 


100 








Ser Lys lie Met 


Arg Leu 


Asp Gly 


115 






120 


Lys Asp Asn Leu 


Glu Glu 


Met 


Ser 


130 




135 




lie Asp Asn Ala 


Lys Glu 


Ser 


Phe 


145 


150 







543 

90 95 
Phe Pro Thr Unk Lys Unk Unk Unk 
105 110 
Val Lys His Val Glu Lys Asn Leu 
125 

Asp Glu Val Lys Asn Lys Gly Ser 
140 

Asn Lys Gly Tyr Gly 
155 



(2) INFORMATION FOR SEQ ID NO: 649: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 312 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE : 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...312 

(Xi> SEQUENCE DESCRIPTION: SEQ ID NO: 64 9 

Met Lys Ser Asp Lys Pro Phe Leu Glu Arg Tyr Phe Tyr Asp Pro Thr 

1 5 10 15- 

Leu Leu Gin Lys Gly Leu lie Phe Ala Leu Tyr Pro Phe Ser Leu lie 

20 .25 30 

Tyr Gin Cys lie Ala Thr He Lys Arg Lys Thr Ala Lys Lys His Asp 

35 40 45 

Phe Lys He Pro He He Ser He Gly Asn Leu He Ala Gly Gly Ser 

50 55 60 

Gly Lys Thr Pro Phe He Leu Glu He Ala Pro Arg Tyr Gin Glu Val 
65 70 75 80 

Ala Val Val Ser Arg Gly Tyr Gin Arg Asp Ser Lys Gly Leu Val Val 

85 90 95 

Val Ser Val Lys Gly Asn He Leu Val Pro Gin Lys Thr Ala Gly Asp 

100 105 110 

Glu Ala Tyr Leu Leu Ala Leu Asn Leu Lys Gin Ala Ser Val He Val 

115 120 125 

Ser Glu Lys Arg Glu Leu Gly Val Leu Lys Ala Leu Glu Leu Gly Ser 

130 135 140 

Lys He Val Phe Leu Asp Asp Gly Phe Arg Phe Asn Phe Asn Gin Phe 
145 150 155 160 

Asn Ala Leu Leu Lys Pro Lys Val Pro Pro Tyr Tyr Pro Phe Cys Leu 

165 170 175 

Pro Ser Gly Leu Tyr Arg Glu Asn He Lys Ser Tyr Lys Glu Ala His 

180 185 190 

Leu Val He Thr Glu Asp Lys Asp Tyr Gin Arg He Thr Ser He Thr 

195 200 205 

Asn Pro Thr Lys Arg Met Leu Leu Val Thr Ala He Ala Asn Pro Ser 

210 ~ 215 220 

Arg Leu Asp Ala Phe Leu Pro Lys Glu Val Val Lys Lys Leu Tyr Phe 
225 230 235 240 

Arg Asp His Ala Pro Phe Asp Leu Lys Leu Leu Glu Lys Glu Phe Tyr 

245 250 255 

Gin Asn Asn Ala Thr Ser Leu Leu Val Thr Ser Lys Asp Leu Val Lys 
260 265 270 
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Leu Gin Asp Cys Lys Leu Pro Leu Ser Val Leu Asp Leu Lys Leu Glu 

275 280 285 

lie Cys Pro Lys Val Leu Glu Glu lie Asp Arg Tyr lie Leu Ser Tyr 

290 295 300 

Pro Cys Asn He Lys Glu His Leu 
305 310 



(2) INFORMATION FOR SEQ ID NO: 650: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .56 

(Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 650 

Met Ser Leu Gly Ala Val He Arg Leu He Phe Cys Tyr Lys Leu Glu 

15 10 15 

Gly Val lie Leu Asp Leu Lys Arg He Asn Phe Lys Ser Tyr Tyr Pro 

20 25 30 

Asn Asn Lys Asn Ala Leu Phe He Asn Asn Lys Lys Asn Pro Leu Ser 

35 40 45 

Ser Thr Ser Lys Phe He Leu Leu 
50 55 



(2) INFORMATION FOR SEQ ID NO: 651: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 199 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...199 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 651 

Met Leu Glu Thr Thr He Asp Phe Ser Arg Tyr Ser Ser Val Lys He 

1 5 10 15 

Gly Ala Pro Leu Lys Val Ser Val Leu Glu Asn Asp Asn Glu He Ser 

20 25 30 

Gin Glu His Gin He He Gly Leu Ala Asn Asn Leu Leu He Ala Pro 

35 40 45 

Asp Val Lys Asn Leu Ala Leu Leu Gly Lys Asn Tyr Asp Tyr He Cys 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US9d/09122 



545 



50 
Asp Lys 
65 

He Phe 

Gly Gin 

Met Lys 

Gly Glu 
130 
Gly Phe 
145 

Phe Arg 
Pro Lys 
Tyr Ala 



Gly Glu 

Asn Tyr 

Leu Pro 
100 
Glu Phe 
115 

Trp Leu 

Asn Gly 

Glu Gly 

Leu Pro 
180 
Gly Arg 
195 



Trp Val 

70 
Phe Arg 
85 

Gly Thr 

Glu He 

Glu Lys 

Val Val 
150 
Val Leu 
165 

Asn Phe 



55 

Glu Val 

Ala Asn 

Leu Gly 

Lys Asn 
120 
Glu Ala 
135 

Leu Arg 



Lys Ala 
Gly Ser 
Leu Leu Glu 



Gly Gly Ala 
75 

Asp Leu Glu 
90 

Ala Leu Val 
105 

Val Leu Glu 

Leu Gly Leu 

Ala Arg Phe 
155 

Cys Lys Ser 
170 

Cys Phe Lys 
185 



60 

Ala Asn Ala 

Gly Leu Glu 

Lys Met Asn 
110 

Ser Ala Cys 

125 
Asp Tyr Arg 
140 

Lys Lys Thr 

Met Arg Lys 

Asn Pro Pro 
190 



Ser Lys 

80 
Phe Leu 
95 

Ala Gly 

Val Asn 

Ser Ser 

His Gly 
160 
Ser His 
175 

Asn Asp 



(2) INFORMATION FOR SEQ ID NO: 652: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...81 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 652 



Leu Ser Lys Gin Ser Ala Asp He Val He Thr Asn Asp Ser Leu Ser 

1-5 10 15 

Ser Leu Val Lys Val Leu Ala He Ala Lys Lys Thr Lys Ser He Thr 

20 25 30 

Trp Gin Asn He Leu Phe Ala Leu Gly He Lys Ala Val Phe He Val 

35 40 45 

Leu Gly Leu Met Gly Val Ala Ser Leu Trp Glu Ala Val Phe Gly Asp 

50 55 60 

Val Gly Val Thr Leu Leu Ala Leu Ala Asn Ser Unk Arg Thr Met Arg 
65 70 75 80 

Ala 



<2) INFORMATION FOR SEQ ID NO: 652 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 
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<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .81 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 652 

Leu Ser Lys Gin Ser Ala Asp He Val He Thr Asn Asp Ser Leu Ser 

15 10 15 

Ser Leu Val Lys Val Leu Ala He Ala Lys Lys Thr Lys Ser lie Thr 

20 25 30 

Trp Gin Asn He Leu Phe Ala Leu Gly lie Lys Ala Val Phe He Val 

35 40 45 

Leu Gly Leu Met Gly Val Ala Ser Leu Trp Glu Ala Val Phe Gly Asp 

50 55 60 

Val Gly Val Thr Leu Leu Ala Leu Ala Asn Ser Unk Arg Thr Met Arg 
65 70 75 80 

Ala 



(2) INFORMATION FOR SEQ ID NO: 653: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(IX) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1...89 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 653 



Met Leu Lys 


Asn 


Gly 


Asp 


Lys He Pro 


Asp 


Ala He Leu Val Asp He 


1 




5 






10 


15 


Glu Met Pro 


Lys 


Met 


Asp 


Gly Tyr Thr 


Phe 


Ala Ser Glu Val Arg Lys 




20 






25 




30 


Tyr Asn Lys 


Phe 


Lys 


Asn 


Leu Pro Leu 


He 


Ala Val Thr Ser Arg Val 


35 








40 




45 


Thr Lys Thr 


Asp 


Arg 


Met 


Arg Gly Val 


Glu 


Ser Gly Met Thr Glu Tyr 


50 








55 




60 


He Thr Lys 


Pro 


Tyr 


Ser 


Gly Glu Tyr 


Leu 


Thr Thr Val Val Lys Arg 


65 






70 






75 80 


Ser He Lys 


Leu 


Glu 


Gly 


Asp Gin Ser 










85 











(2) INFORMATION FOR SEQ ID NO: 654: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 
<B) TYPE: amino acid 
<D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 

(iii> HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .111 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 654 



Val Phe Glu 


Pro 


Val 


He 


Ala 


Tyr 


Lys 


Leu Phe His Ser 


Phe Val He 


1 




5 










10 


15 


Leu Gly Cys 


Ala 


He 


Glu 


Thr 


Leu 


Thr 


Thr Lys Cys Val 


Glu Gly He 


20 










25 




30 


Thr Ala Asn 


Glu 


Lys 


lie 


Cys 


His 


Asp 


Tyr Val Phe Asn 


Ser He Gly 


35 










40 




45 




He Val Thr 


Ala 


Leu 


Asn 


Pro 


His 


He 


Gly Tyr Glu Lys 


Ser Ala Met 


50 








55 






60 




He Ala Lys 


Glu 


Ala 


Leu 


Lys 


Ser 


Asp 


Arg Ser He Tyr 


Asp He Ala 


65 






70 








75 


80 


Leu Glu Lys 


Lys 


He 


Leu 


Thr 


Lys 


Glu 


Gin Leu Asp Asp 


He Phe Lys 


85 










90 


95 


Pro Glu Asn 


Met 


Leu 


Arg 


Thr 


His 


Ala 


Phe Lys Lys His 


Lys Asp 



100 105 110 



(2) INFORMATION FOR SEQ ID NO: 655 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1.. -65 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 655 

Met Leu Arg Leu Leu Ala Gin Lys Ser Ala He Lys Leu He Leu He 

1 ~ 5 10 15 

Pro Pro Ser Ala Asn Ala Leu Gly He Ala Ser He Cys Glu Leu Ser 

20 25 30 

Glu Glu Val Phe Glu His Glu Lys He Val Gly He Arg Ala Gin Gly 

35 40 45 

Asp Phe Thr He Asn Ser Asp Asp Arg Gly Phe Trp Glu Arg Arg Cys 
50 55 60 

Gin 
65 

(2) INFORMATION FOR SEQ ID NO: 656: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 268 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : protein 

(iii) HYPOTHETICAL: YES 

(vi> ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .268 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 656 



Met Lys Lys 


Leu 


Leu 


Leu 


Leu 


Leu 


Glu 


His 


Lys 


He 


Val 


Lys He Gly 


1 




5 










10 








15 


Leu He He 


Val 


He 


Val 


Leu 


Val 


Gly 


Phe 


Phe 


Leu 


Phe 


Tyr Glu Gin 




20 










25 










30 


Glu He Lys 


Glu Lys 


Ala 


Val 


Asn 


Val 


Ser 


Gin 


Gly Lys 


Phe Pro Thr 


35 










40 










45 




Ser Ser Tyr 


Leu 


Phe 


Gin 


Ala 


Tyr 


Glu 


Gly 


He 


Lys Asn 


Lys He Asp 


50 








55 










.60 






Thr He Asn 


Gin Val 


Lys 


Pro 


Asn 


Asp 


Glu 


Thr 


Lys 


Ser 


Val Asn Glu 


65 






70 










75 






80 


Asn He Glu 


Lys Thr 


Gin 


Lys 


Asp 


Leu 


Asp 


Asp 


Phe 


Asn 


Ala Leu Val 






85 










90 








95 


Gin Lys Leu 


Pro 


Asn 


Leu 


Pro 


Lys 


Asp 


Phe 


Asn 


Lys 


Thr 


Leu He Lys 




100 










105 










110 


Pro Gin Ser 


Pro 


Phe 


Phe 


Asn 


Tyr 


Asn 


Thr 


Ala 


Asn 


Glu 


Asp Glu Lys 


115 










120 










125 




Asn Arg Leu 


Val 


He 


Leu 


Ala 


Ser 


Arg 


He 


Ser 


Ser 


Gin 


Lys Glu Thr 


130 








135 










140 






Gin Pro Pro 


He 


Ser 


He 


Lys 


Asn 


Ser 


Val 


Ser 


His 


He 


Lys Ser Lys 


145 






150 










155 






160 


Glu Lys Arg 


Glu 


Leu 


Glu 


Lys 


Glu 


Trp 


Ala 


Lys 


Pro 


Ser 


Val Ser Phe 




165 










170 








175 


Gly Ser Phe 


Ser 


Leu 


Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Phe 


Ser 


Ser Phe Glu 


180 










185 










190 


Val Ser Phe 


Leu 


Ser 


Arg 


Gly 


He 


Gly 


Leu 


Asp 


Cys 


Glu 


Lys Leu Lys 


195 










200 










205 




Ser Phe Leu 


Lys 


Ala 


Phe 


Ser 


Ser 


Ser 


Leu 


Phe 


Ser 


Leu 


Leu Ser Ser 


210 








215 










220 






Leu Phe Cys 


His 


Pro 


Leu 


Ser 


Leu 


Phe 


Cys 


Ser 


Leu 


He 


Gly Leu He 


225 






230 










235 






240 


Phe Cys Phe 


Ser 


Lys 


Phe 


Ser 


Arg 


Glu 


Leu 


Val 


Asn 


Ala 


Ser Asn Asn 




245 










250 








255 


Ser Leu Glu 


Phe 


Ser 


Ser 


Leu 


Ser 


Arg 


Leu 


Gly 


Ser 







260 265 



(2) INFORMATION FOR SEQ ID NO: 657: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 
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(ix) FEATURE: 

(A) NAME /KEY : misc_f eature 

(B) LOCATION 1- . .100 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 657 

Met Gly Ala He Ala Ser Cys Tyr Ala His Gin He He Leu Thr Ser 

15 10 15 

Asp Asn Pro Arg Ser Glu Asn Glu Glu Asp He He Lys Asp lie Leu 

20 25 30 

Lys Gly He Asn Asn Ser Ser Lys Val He Val Glu Lys Asp Arg Lys 

35 40 45 

Lys Ala He Leu Asn Ala Leu Glu Asn Leu Lys Asp Asp Glu Val Leu 

50 55 60 

Leu He Leu Gly Lys Gly Asp Glu Asn He Gin He Phe Lys Asp Lys 
65 70 75 80 

Thr He Phe Phe Ser Asp Gin Glu Val Val Lys Asp Tyr Tyr Leu Asn 
85 90 95 

Leu Lys Gin Gly 
100 



(2) INFORMATION FOR SEQ ID NO: 658: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .80 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 658 



Val Met Asp Lys 


Leu 


Thr 


Lys Ser Leu Gin 


Thr Gin Lys Asn Phe Ala 


1 


5 




10 


15 


Tyr Leu Gly Lys 


He 


Lys 


Pro Gin Gin Leu 


Ala Asp Phe He He Asn 


20 






25 


30 


Glu His Pro Gin 


Thr 


He 


Ala Leu He Leu 


Ala His Met Glu Unk Pro 


35 






40 


45 


Asn Ala Ala Glu 


Thr 


Leu 


Ser Tyr Phe Pro 


Asp Glu Met Lys Ala Glu 


50 






55 


60 


He Ser He Arg 


Met 


Ala 


Asn Phe Arg Arg 


Asn He Ala Pro Ser Gly 


65 




70 




75 80 



(2) INFORMATION FOR SEQ ID NO: 659: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 205 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

{A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .205 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 659 



Met Arg 


Tyr 


Phe 


Arg 


Ser 


Ala 


Phe 


Leu Leu Phe Phe Met 


Thr Leu Phe 


1 




5 








10 


15 


Phe Val 


Ser 


Cys 


Ser 


Lys 


His 


Pro 


Phe Ser Lys Gin Thr 


Pro Lys Thr 






20 










25 


30 


Lys Glu 


Arg 


He 


Arg 


Gin 


Glu 


Glu 


Ala Asn Lys Lys Arg 


Glu Glu Thr 


35 










40 


45 




Leu Asn 


Ala 


Leu 


Arg 


Gin 


Phe 


Arg 


Leu He Tyr He Asn 


Thr Pro Val 


50 










55 




60 




Phe Arg 


Phe 


Tyr 


Asp 


Tyr 


Gly 


Thr 


He Lys Thr Asp Lys 


Asp His Asn 


65 






70 






75 


80 


Thr Glu 


Val 


Thr 


Leu 


Tyr 


Lys 


Leu 


Ser Gin Lys Val Gly 


Asp He Tyr 








85 








90 


95 


Met Thr 


Lys 


Arg 


Ser 


He 


Cys 


Phe 


Ser Gin Lys Cys Ser 


Ala Lys Trp 




100 










105 


110 


lie Ala 


Ala 


Arg 


Asp 


Leu 


Phe 


Gly 


Lys Val Ser Tyr Gly 


Asp Leu Phe 




115 










120 


125 




Asp Asp 


lie 


Val 


Leu 


Gly 


Arg 


Asp 


He Phe Lys Gly Leu 


Gly Lys Arg 


130 










135 




140 




His Leu 


Thr 


Pro 


Glu 


Tyr 


Val 


He 


Gin Arg Phe Gin Lys 


Ser Gly Glu 


145 








150 






155 


160 


lie lie 


Leu 


Tyr 


Glu 


Arg 


Lys 


Asn 


Gly Leu He Ser Phe 


Gin Asn Leu 






165 








170 


175 


Thr Gin 


Lys 


He 


Ala 


He 


Arg 


He 


Glu Pro Tyr Glu Pro 


Ser Leu Gin 




180 










185 


190 


Asp Leu 


Glu 


Asp 


Asn 


Glu 


Asn 


Ala 


Asp Ser Glu Leu Gin 




195 








200 


205 





(2) INFORMATION FOR SEQ ID NO: 660 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1. . .124 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 660 

Met Arg He Glu Glu Asn Gly Val He Ser Leu Ala Phe Ser Asn Gly 

15 10 15 

Val Val Glu Pro Val Ala Arg He Gly He Unk Ala Phe Thr Asn Asp 

20 25 30 

Gin Gly Leu Arg Lys He Gly Gly Asn Leu Tyr Glu Met Gin Glu Gly 

35 ~ 40 45 

Thr He Asn Gly Glu Asn Arg Pro Leu Unk Gly Asn Pro He Leu Gly 
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50 55 
Trp Asp Glu Glu Gly Lys Leu Lys 
65 70 
Leu Glu Thr Ser Asn Val Asn Ala 
85 

Leu Met Gin Arg Gly Tyr Ser Met 
100 

Asp Asp Met lie Lys Glu Ala lie 
115 120 



551 

60 

Phe Gly Lys lie Arg His Lys Tyr 

75 80 
Gly Asn Ala Leu Thr Asn Leu lie 

90 95 
Asn Ala Arg Ala Phe Gly Ala Gly 
105 110 
Ser Leu Lys Lys 



(2) INFORMATION FOR SEQ ID NO: 661: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 

(B) TYPE: amino acid 
{ D ) TOPOLOGY : . 1 inear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

Ux) FEATURE: 

(A) NAME/KEY: raisc_f eature 

(B) LOCATION 1. . .93 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 661 



Val Glu Ala 


Arg 


Tyr 


Tyr 


Tyr Gly Asp 


Thr 


Ser Tyr Phe Tyr Leu His 


1 




5 






10 


15 


Val Gly Val 


Leu 


Gin 


Glu 


Phe Ala His 


Phe 


Gly Ser Asn Asp Val Ala 




20 






25 




30 


Ser Leu Asn 


Thr 


Phe 


Lys 


lie Asn Ala 


Ala 


Arg Ser Pro Leu Ser Thr 


35 








40 




45 


Tyr Ala Arg 


Ala 


Met 


Met 


Gly Gly Glu 


Leu 


Gin Leu Ala Lys Glu Val 


50 








55 




60 


Phe Leu Asn 


Leu 


Gly 


Val 


Val Tyr Leu 


His 


Asn Leu lie Ser Asn Ala 


65 






70 






75 80 


Ser His Phe 


Ala 


Ser 


Asn 


Leu Gly Met 


Arg 


Tyr Ser Phe 






85 






90 





(2) INFORMATION FOR SEQ ID NO: 662: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .80 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6 62 
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Met 


Lys Asn Leu 


Arg 


His 


Phe Arg Lys Leu 


He Ala Phe Leu Gly Phe 


1 




5 




10 


15 


Ser 


Pro Leu Leu 


Leu 


Gin 


Ala Asp Met Thr 


Thr Phe Phe Asn Ser He 




20 






25 


30 


Glu 


Gin Gin Leu 


Thr 


Ser 


Pro Thr Ala Lys 


Gly He Leu Met Val He 




35 






40 


45 


Phe 


Leu Gly Leu 


Ala 


He 


Phe He Trp Lys 


Asn Leu Asp Arg Trp Lys 




50 






55 


60 


Glu 


He Leu Met 


Thr 


Val 


Leu Ala Leu Lys 


Unk Val Pro Met Gin Unk 


65 






70 




75 80 


\2) 


INFORMATION 


FOR 


SEQ 


ID NO: 662: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

Ox) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1...80 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 662 



Met Lys Asn Leu 


Arg 


His 


Phe Arg Lys Leu 


He Ala Phe Leu Gly Phe 


a 


5 




10 


15 


Ser Pro Leu Leu 


Leu 


Gin 


Ala Asp Met Thr 


Thr Phe Phe Asn Ser He 


20 






25 


30 


Glu Gin Gin Leu 


Thr 


Ser 


Pro Thr Ala Lys 


Gly He Leu Met Val He 


35 






40 


45 


Phe Leu Gly Leu 


Ala 


He 


Phe He Trp Lys 


Asn Leu Asp Arg Trp Lys 


50 






55 


60 


Glu He Leu Met 


Thr 


Val 


Leu Ala Leu Lys 


Unk Val Pro Met Gin Unk 


65 




70 




75 80 


(2) INFORMATION 


FOR 


SEQ 


ID NO:663: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 214 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 



<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : mis cofeature 

(B) LOCATION 1...214 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 663 
Val Glu Glu Leu Ala Lys Leu He Asn Asn Asn Asn Asn Asn Lys Lys 
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1 

1 


5 


10 






X -J 


JUcU nig Oiy XAltT 


Pho TifMi T.vfQ 

ill" UCU JL 


Val Leu Leu 


Ser 


ucu v d x vox 


Phe Ser 


20 




25 




30 




TSrr dv Self 

^Ci Xj^X wlj wCl 


Ala Ami A^n 


Asp Lys Glu 


Ala 


J-J jr O U Jf « X U 


Ala Leu 


35 




40 




45 




uXU Xljf ^ wXU iJjfO 


Agn r T T hr- pro 


Asn Gly Leu Val 


Tvrr Thr* A«;n 


T.f^n Aqti 


50 


55 






60 




T>Vio Acn Qar PVl^ 


Tjvs Ala Thr 


He Lys Asn 


Leu 


TtV^ Icn T.V^ 


Lvs Val 




70 




75 




80 


Alii rile Jjys biu 


vox /vs>ii riu 


Asp He He 


Lys 


ft cn Pin Val 

nsp bJ.U vai 


rue Asp 




QC 


90 






QC 


Jr ne vai lie va i 


iiSu ATy Vol 


Leu Lys Lys 


He 


jjys Asp L»eu 


Jby S nlS 


inn 

1UU 




105 




1 1 n 

11 u 




XyX Asp riO vol 


Tl a pin T * »^ 

lie Laiu isys 


He Phe Asp Glu 


jjys i»iy iiys 


biu Met 


113 




120 








\a±y LtBXJ ash vai 


Is 111 ueu Vain 


He Asn Pro 


Glu 


vai Liys Asp 


rne rne 


130 


135 






140 




Thr Phe Lys Ser 


He Ser Thr 


Thr Asn Lys 


Gin 


Arg Cys Phe 


Leu Ser 


145 


150 




155 




160 


Leu His Gly Glu 


Thr Arg Glu 


He Leu Cys 


Asp 


Asp Lys Leu 


Tyr Asn 




165 


170 






175 


Val Leu Leu Ala 


Val Phe Asn 


Ser Tyr Asp 


Pro 


Asn Asp Leu 


Leu Lys 


180 




185 




190 




His He Ser Thr 


He Glu Ser 


Leu Lys Lys 


He 


Phe Tyr Thr 


He Thr 


195 




200 




205 




Cys Glu Ala Val 


Tyr Leu 











210 



(2) INFORMATION FOR SEQ ID NO: 664: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...78 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 664 



Val Gly Gly He 


Val 


Ala 


Asn Met Asn Asp 


Leu Ser Thr Tyr 


Met Val 


1 


5 




10 




15 


Glu Asn Leu Leu 


Met 


Gly 


Leu Tyr Leu Phe 


Ser Ser Ala Leu 


Asp Leu 


20 






25 


30 


Gly Val Lys Lys 


Ala 


He 


Asn Leu Ala Ser 


Ser Cys Ala Tyr 


Pro Lys 


35 






40 


45 




Tyr Ala Pro Asn 


Pro 


Leu 


Lys Glu Ser Asp 


Leu Leu Asn Gly 


Ser Leu 


50 






55 


60 




Glu Pro Thr Asn 


Glu 


Gly 


Tyr Ala Leu Pro 


Asn Ser Leu Unk 




65 




70 




75 




(2) INFORMATION 


FOR 


SEQ 


ID NO:665: 







(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 177 amino acids 
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(8) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 
<B) LOCATION 1. . .177 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 665 



Met Lys 


Lys 


Arg 


Lys 


His 


Val 


Ser 


Lys 


Lys 


Val Phe Asn Val He He 


1 






5 










10 


15 


Leu Phe 


Val 


Ala 


Val 


Phe 


Thr 


Leu 


Leu 


Val 


Val He His Lys Thr Leu 






20 










25 




30 


Ser Asn 


Gly 


lie 


His 


lie 


Gin 


Asn 


Leu 


Lys 


He Gly Lys Leu Gly He 




35 










40 






45 


Ser Glu 


Leu 


Tyr 


Leu 


Lys 


Leu 


Asn 


Asn 


Lys 


Leu Ser Leu Glu Val Glu 


50 










55 








60 


Arg Val 


Asp 


Leu 


Ser 


Ser 


Phe 


Phe 


His 


Gin 


Lys Pro Thr Lys Lys Arg 


65 






70 










75 80 


Leu Glu 


Val 


Ser 


Asp 


Leu 


He 


Lys 


Asn 


He 


Arg Tyr Gly lie Trp Ala 








85 










90 


95 


Val Ser 


Tyr 


Phe 


Glu 


Lys 


Leu 


Lys 


Val 


Lys 


Glu He He Leu Asp Asp 






100 










105 




110 


Lys Asn 


Lys 


Ala 


Asn 


lie 


Phe 


Phe 


Asp 


Gly 


Asn Lys Tyr Glu UnJc Arg 


115 










120 






125 


lie Ser 


Arg 


Asn 


Gin 


Arg 


Gly 


He 


Phe 


Pro 


Arg Arg Arg Leu Lys He 


130 










135 








140 


Ser Ser 


Leu 


Lys 


Ser 


Ser 


He 


Cys 


Phe 


Leu 


Lys Met Leu Lys Ser Lys 


145 








150 










155 160 


Trp Met 


Ala 


Thr 


Pro 


Thr 


He 


Unk 


Pro 


Lys 


Pro Gly Lys Trp Arg Ser 






165 










170 


175 



He 



(2) INFORMATION FOR SEQ ID NO: 666: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 258 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: raisc_f eature 

(B) LOCATION 1. . .258 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 666 

Val Ser Cys Trp Gly Ala Ser Lys Lys Arg Phe Leu Gly Phe Cys Val 

15 10 15 

Trp Gly Arg Cys Val Tyr Ala Gly Gly Leu Met Ala Glu Gin Asp Pro 
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20 



Lys Glu 


Leu 


He Phe Ser Gly 


He 


35 




40 


Thr Arg 


Ala 


Lys Lys Tyr Phe 


Glu 


50 




55 




Asp Gly 


Cys 


Ala He Leu Arg 


Glu 


65 




70 




Ala Arg 


Glu 


Asn Ala Arg Glu 


Ser 






85 




Ala Thr 


Ala 


Lys Val Cys Lys 


Leu 






100 




Leu Ala 


Glu 


Phe Tyr Phe Asn 


Val 




115 




120 


Tyr Tyr 


Ser 


Lys Ser Cys Lys 


Leu 


130 




135 




Ser Ala 


Hit 


Phe Tyr Asn Asp 


Met 


145 




150 




Lys Asp 


Leu 


Glu Tyr Tyr Ser 


Lys 






165 




Gly Cys 


Ser 


Lys Leu Gly Gly 


Asp 






180 




Lys Asp 


Phe 


Lys Lys Ala Phe 


Glu 




195 




200 


Asn Asp 


Ala 


Lys Gly Cys Tyr 


Ala 


210 




215 




Lys Gly 


Val 


Ala Lys Asp Glu 


Lys 


225 




230 




Ser Cys 


Lys 


Leu Gly Leu Lys 


Glu 



245 



Lys Gin 



555 



25 






30 


Thr He 


Tyr 


Thr 


Asp Lys Asn Phe 








45 


Lys Ala 


Cys 


Lys 


Ser Asn Asp Ala 






60 




Val Tyr 


Ser 


Ser 


Gly Lys Ala He 




75 




80 


He Glu 


Lys 


Ala 


Leu Glu His Thr 


90 






95 


Asn Asp 


Ala 


Glu 


Lys Cys Lys Asp 


105 






110 


Asn Asp 


Leu 


Lys 


Asn Ala Leu Glu 








125 


Asn Asn 


Val 


Glu 


Gly Cys Met Leu 






140 




He Lys 


Gly 


Leu 


Lys Lys Asp Lys 




155 




160 


Ala Cys 


Glu 


Leu 


Asn Asn Gly Gly 


170 






175 


Tyr Phe 


Phe 


Gly 


Glu Gly Val Thr 


185 






190 


Tyr Ser 


Ala 


Lys 


Ala Cys Glu Leu 








205 


Leu Ala 


Ala 


Phe 


Tyr Asn Glu Gly 






220 




Gin Thr 


Thr 


Glu 


Asn Leu Glu Lys 




235 




240 


Ala Cys 


Asp 


lie 


Leu Lys Glu Gin 


250 






255 



(2) INFORMATION FOR SEQ ID NO: 667: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 667 

Val Ala Leu Thr Leu Gly Ala Arg Gly Gly Val Tyr Leu Cys Gly Gly 

1 5 10 15 

He He Pro Arg Phe He Asp Tyr Phe Lys Thr Ser Pro Phe Arg Ala 

20 25 30 

Arg Phe Glu Thr Lys Gly Arg Met Gly Ala Phe Leu Ala Ser He Pro 

35 40 45 

Val His Val Val Met Lys Lys Thr Pro Gly Leu Asp Gly Ala Gly He 

50 55 60 

Ala Leu Glu Asn Tyr Leu Leu His Asp Arg He 
65 70 75 
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(2) INFORMATION FOR SEQ ID NO: 668: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 421 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii> HYPOTHETICAL: YES 



<vi) ORIGINAL SOURCE: 

(A) ORGANISM : Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .421 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 668 

Met Lys Gly Leu Thr Met Lys Lys Leu Val Phe Ser Met Leu Leu Cys 

15 10 15 

Cys Lys Ser Val Phe Ala Glu Gly GIu Thr Pro Leu He Val Asn Asp 

20 25 30 

Pro Glu Thr His Val Ser Gin Ala Thr He He Gly Lys Met Val Asp 

35 40 45 

Ser He Lys Arg Tyr Glu Glu He He Ser Lys Ala Gin Ala Gin Val 

50 55 60 

Asn Gin Leu Gin Lys Val Asn Asn Met He Asn Thr Thr Asn Ser Leu 
€5 70 75 80 

He Ser Ser Ser Ala He Thr Leu Ala Asn Pro Met Gin Val Leu Gin 

85 90 95 

Asn Ala Gin Tyr Gin He Glu Ser He Arg Tyr Asn Tyr Glu Asn Leu 

100 105 HO 

Lys Gin Ser He Glu Asn Trp Asn Ala Gin Asn Leu Leu Arg Asn Lys 

115 120 125 

Tyr Leu Gin Gin Gin Cys Pro Trp Leu Asn Val Asn Ala Leu Thr Asn 

130 135 140 

Asn Lys He Val Asn Leu Lys Asp Leu Asn Asn Leu He Thr Lys Asn 
145 150 155 160 

Gly Glu Gin Thr Gin Thr Ala Arg Asp Val Gin Asn Leu He Gin Ser 

165 170 175 

He Ser Gly Ser Gly Tyr Gly Asn Met Gin Ser Leu Ala Gly Glu Leu 

180 185 190 

Ser Gly Arg Ala Trp Gly Glu Met Leu Cys Lys Met Val Asn Asp Ser 

195 200 205 

Asn Tyr Glu Ser Glu Gin Ala Leu Leu Ala Thr Gly Asn Asn Pro Glu 

210 215 220 

Glu Gin Lys Arg Arg Phe Leu Leu Arg Val Lys Lys Lys Val Asn Asp 
225 230 235 240 

Asn Lys Gin Leu Lys Asp Lys Leu Asp Pro Phe Leu Lys Arg Leu Asp 

245 250 255 

Val Leu Gin Thr Glu Phe Gly Val Thr Asp Pro Thr Ala Asn His Asn 

260 265 270 

Lys Gin Gly He His Tyr Cys Thr Glu Asn Lys Glu Thr Gly Lys Cys 

275 280 " 285 

Asp Pro He Lys Asn Val Phe Arg Thr Thr Arg Leu Asp Asn Glu Leu 

290 295 300 

Glu Gin Glu He Gin Thr Leu Thr Leu Asp Leu He Lys Ala Ser Asn 
305 310 315 320 

Lys Asp Ala Gin Ser Gin Ala Tyr Ala Asn Phe Asn Gin Arg He Lys 

325 330 335 

Leu Leu Thr Leu Lys Tyr Leu Lys Glu He Thr Asn Gin Met Leu Phe 

340 345 350 

Leu Asn Gin Thr Met Ala Met Gin Ser Glu He Met Thr Asp Asp Tyr 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



355 360 
Phe Arg Gin Asn Asn Asp Gly Phe 

370 375 
Glu Gin Leu Thr Gin Lys Arg lie 
385 390 
Tyr Phe Gin Asn Pro Asn Val Lys 
405 

Phe Ser lie Trp Asp 
420 



557 

365 

Gly Glu Lys Glu Asn His lie Asp 
380 

Asn Glu Arg Glu Arg Ala Arg lie 
395 400 
Phe Asp Gin Phe Gly Phe Pro lie 
410 415 



(2) INFORMATION FOR SEQ ID NO: 669: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .81 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 669 

Met Ser Val Asn Leu Leu Glu Leu Leu Lys Leu Ala Val Pro Leu Ala 

1 5 10 15 

Val lie Leu Ser Val Gin Val Ala Val Met lie Leu Tyr Val Val Leu 

20 25 30 

Val Thr Phe Arg Val Cys Gly Lys Asp Tyr Asp Ala Ala Val Leu Cys 

35 40 45 

Ala Gly His Cys Gly Phe Gly Leu Gly Ala Thr Pro Thr Ala Met Val 

50 55 60 

Asn Met Gin Thr lie Thr Asn His Tyr Gly Pro Ser His Val Ala Phe 
65 70 75 80 

lie 



<2) INFORMATION FOR SEQ ID NO: 670: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. ..112 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 670 
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Met 


Gin 


Leu 


Ser 


Pro 


Leu 


Gin 


Ser 


Ala 


Leu Leu Tyr Phe Arg Tyr Phe 


1 








5 










10 is 


lie 


Tyr 


Pro Glu 


Lys 


Lys 


Thr 


Arg 


Ser 


Phe Asp Leu Ser Asp Leu He 








20 










25 


30 


Phe 


He 


Val Met 


Val 


Phe 


Leu 


Val 


Leu 


Ala Leu Gly Leu Leu Met Ser 






35 










40 




45 


Glu 


Glu 
50 


He 


Ser 


He 


Ser 


Tyr 
55 


Asn 


Glu 


Ala Lys Asp Phe Phe Tyr Ser 
60 


Asp 


Ala 


Trp 


Phe 


Val 


Lys 


He 


Ala 


Gin 


Lys Ser Val Ala He Leu Arg 


65 










70 








75 80 


Pro 


Lys 


Arg 


Phe 


Gly 
85 


Phe 


Lys 


He 


Ala 


Phe Phe Asp Arg Ser Arg His 
90 95 


Gin 


His 


Val 


Phe 
100 


He 


Leu 


Pro 


His 


Arg 
105 


Ala Lys Asp Phe Lys Lys Ala 
110 



(2) INFORMATION FOR SEQ ID NO: 671: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 325 amino acids 

(B) TYPE: amino acid 
(D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 



(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...325 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 671 

Leu Ala Gly Leu Unk Val Gly Cys Unk Arg Met Lys Gin Thr Phe Trp 

1 5 io 15 

Unk Leu Ser Trp Gly Glu Lys Ser Gin Lys Val Cys Val His Arg Pro 

20 25 30 

Trp Tyr Ala He Trp Ser Cys Asp Lys Trp Glu Glu Lys Thr Gin Gin 

35 40 45 

Phe Thr Gly Asn Gin Leu He Thr Lys Thr Trp Ala Gly Gly Asn Ala 

50 55 " 60 

Ala Asn Tyr Tyr His Ser Gin Asn Asn Gin Asp He Thr Ala Asn Leu 
€5 70 75 80 

Lys Asn Asp Asn Gly Thr Tyr Phe Leu Ser Gly Leu Tyr Asn Tyr Thr 

85 90 - 95 

Gly Gly Glu Tyr Asn Gly Gly Asn Leu Asp He Glu Leu Gly Ser Asn 

100 105 HO 

Ala Thr Phe Asn Leu Gly Ala Ser Ser Gly Asn Ser Phe Thr Ser Trp 

115 120 125 

iyr Pro Asn Gly His Thr Asp Val Thr Phe Ser Ala Gly Thr He Asn 

130 135 140 

Val Asn Asn Ser Val Glu Val Gly Asn Arg Val Gly Ser Gly Ala Gly 
145 150 155 - 160 

Thr His Thr Gly Thr Ala Thr Leu Asn Leu Asn Ala Asn Lys Val Thr 

165 170 175 

He Asn Ser Asn He Ser Ala Tyr Lys Thr Ser Gin Val Asn Val Gly 

180 185 190 

Asn Ala Asn Ser Val He Thr He Asn Ser Val Ser Leu Asn Gly Glu 

195 200 205 

Thr Cys Unk Ser Leu Ala Arg Val Gly Val Gly Ala Asn Cys Ser Thr 

210 215 220 

Ser Gly Pro Ser Tyr Ser Phe Lys Gly Thr Thr Asn Ala Thr Asn Thr 
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225 






230 






235 


240 


Thr 


Phe 


Ser Unk Ser 


Ser 


Gly Ser Phe 


Thr 


Phe Glu 


Glu Asn Ala Thr 






245 






250 




255 


Phe 


Ser 


Gly Ala Lys 


Leu 


Asn Gly Gly 


Ala 


Phe Thr 


Phe Asn Lys Lys 






260 




265 






270 


Phe 


Asn 


Ala Thr Asn 


Asn 


Thr Ala Phe 


Asn Ser Gly Ser Phe Thr Phe 






275 




280 






285 


Lys 


Gly 


Thr Ser Ser 


Phe 


Asn Gly Ala 


Asn 


Phe Ser 


Asn Ala Ser Tyr 




290 






295 




300 




Thr 


Phe 


Asn Asn Gin 


Ala 


Thr Phe Gin 


Asn 


Ser Ser 


Phe Asn Gly Gly 


305 






310 






315 


320 


Thr 


Phe 


Thr Phe Asn 
















325 












<2) 


INFORMATION FOR 


SEQ 


ID NO: 671: 









(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 325 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 
(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

<A) NAME /KEY : misc_feature 

(B) LOCATION 1...32S 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 671 



Leu Ala Gly Leu 


Unk Val 


Gly 


Cys 


Unk 


Arg 


Met 


Lys Gin Thr Phe Trp 


1 


5 








10 




15 


Unk Leu Ser Trp 


Gly Glu 


Lys 


Ser 


Gin 


Lys 


Val 


Cys Val His Arg Pro 


20 








25 






30 


Trp Tyr Ala He 


Trp Ser 


Cys 


Asp 


Lys 


Trp 


Glu 


Glu Lys Thr Gin Gin 


35 






40 








45 


Phe Thr Gly Asn 


Gin Leu 


He 


Thr 


Lys 


Thr 


Trp 


Ala Gly Gly Asn Ala 


50 




55 










60 


Ala Asn Tyr Tyr 


His Ser 


Gin 


Asn 


Asn 


Gin 


Asp 


He Thr Ala Asn Leu 


65 


70 










75 


80 


Lys Asn Asp Asn 


Gly Thr 


Tyr 


Phe 


Leu 


Ser 


Gly 


Leu Tyr Asn Tyr Thr 




85 








90 




95 


Gly Gly Glu Tyr 


Asn Gly 


Gly 


Asn 


Leu 


Asp 


He 


Glu Leu Gly Ser Asn 


100 








105 






110 


Ala Thr Phe Asn 


Leu Gly 


Ala 


Ser 


Ser 


Gly 


Asn 


Ser Phe Thr Ser Trp 


115 






120 








125 


Tyr Pro Asn Gly 


His Thr 


Asp 


Val 


Thr 


Phe 


Ser 


Ala Gly Thr He Asn 


130 




135 










140 


Val Asn Asn Ser 


Val Glu 


Val 


Gly 


Asn 


Arg 


Val 


Gly Ser Gly Ala Gly 


145 


150 










155 


160 


Thr His Thr Gly 


Thr Ala 


Thr 


Leu 


Asn 


Leu 


Asn 


Ala Asn Lys Val Thr 




165 








170 




175 


He Asn Ser Asn 


He Ser 


Ala 


Tyr 


Lys 


Thr 


Ser 


Gin Val Asn Val Gly 


180 








185 






190 


Asn Ala Asn Ser 


Val He 


Thr 


He 


Asn 


Ser 


Val 


Ser Leu Asn Gly Glu 


195 






200 








205 


Thr Cys Unk Ser 


Leu Ala 


Arg 


Val 


Gly 


Val 


Gly 


Ala Asn Cys Ser Thr 


210 




215 










220 


Ser Gly Pro Ser 


Tyr Ser 


Phe 


Lys 


Gly 


Thr 


Thr 


Asn Ala Thr Asn Thr 


225 


230 










235 


240 
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Thr 


Phe Ser Unk 


Ser 


Ser 


Gly 


Ser 


Phe 


Ser Gly Ala 
260 


Lys 


Leu 


Asn 


Gly 


Phe 


Asn Ala Thr 
275 


Asn 


Asn 


Thr 


Ala 
280 


Lys 


Gly Thr Ser 


Ser 


Phe 


Asn Gly 




290 






295 




Thr 


Phe Asn Asn 


Gin 


Ala 


Thr 


Phe 


305 






310 






Thr 


Phe Thr Phe 


Asn 
325 









560 

Phe Thr Phe Glu Glu Asn Ala Thr 

250 255 
Gly Ala Phe Thr Phe Asn Lys Lys 
265 270 
Phe Asn Ser Gly Ser Phe Thr Phe 
285 

Ala Asn Phe Ser Asn Ala Ser Tyr 
300 

Gin Asn Ser Ser Phe Asn Gly Gly 
315 320 



(2) INFORMATION FOR SEQ ID NO: 672 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 271 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

{iii> HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .271 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 672 



Leu Leu 


Ser 


Leu 


Val 


Lys 


Gly 


Lys 


Thr 


Met 


Leu 


Arg Ser Leu Tyr 


Ser 


1 






5 










10 




15 




Ala Thr 


Ser 


Gly 
20 


Met 


Leu 


Ala 


Gin 


Gin 
25 


Thr 


His 


He Asp Thr Thr 
30 


Ser 


Asn Asn 


He 
35 


Ala 


Asn 


Val 


Asn 


Thr 
40 


Thr 


Gly 


Phe 


Lys Lys Ser Arg 
45 


Ala 


Asp Phe 


Asn 


Asp 


Leu 


Phe 


Tyr 


Gin 


Ala 


Met 


Gin 


Tyr Ala Gly Thr 


Asn 


50 










55 










60 




Thr Ser 


Asn 


Thr 


Thr 


Leu 


Ser 


Pro 


Asp 


Gly 


Met 


Glu Val Gly Leu 


Gly 


65 








70 










75 


80 


Val Arg 


Pro 


Ser 


Ala 


He 


Thr 


Lys 


Met 


Phe 


Ser 


Gin Gly Ser Pro 


Lys 








85 










90 




95 


Glu Thr 


Glu 


Asn 
100 


Asn 


Leu 


Asp 


He 


Ala 
105 


He 


Thr 


Gly Lys Gly Phe 
110 


Phe 


Gin Val 


Gin 
115 


Leu 


Pro 


Asp 


Gly 


Thr 
120 


Thr 


Ala 


Tyr 


Thr Arg Ser Gly 
125 


Asn 


Phe Lys 


Leu 


Asp 


Glu 


Gin 


Gly 


Asn 


Leu 


Val 


Thr 


Ser Glu Gly Tyr 


Leu 


130 










135 










140 




Leu lie 


Pro 


Gin 


lie 


Thr 


Leu 


Pro 


Glu 


Asp 


Thr 


Thr Gin Val Asn 


He 


145 








150 










155 




160 


Gly Val 


Asp 


Gly 


Thr 
165 


Val 


Ser 


Val 


Thr 


Gin 
170 


Gly 


Leu Gin Thr Thr 
175 


Ser 


Asn Val 


He 


Gly 


Gin 


He 


Thr 


Leu 


Ala 


Asn 


Phe 


Val Asn Pro Ala 


Gly 






180 










185 






190 


Leu His 


Ser 


Met 


Gly 


Asp 


Asn 


Leu 


Phe 


Ser 


He 


Thr Asn Ala Ser 


Gly 




195 










200 








205 


Asp Ala 


He 


Val 


Gly 


Asn 


Pro 


Asp 


Ser 


Gin 


Gly 


Leu Gly Lys Leu 


Arg 


210 










215 










220 


Gin Gly 


Phe 


Leu 


Glu 


Leu 


Ser 


Asn 


Val 


Arg 


Leu 


Val Glu Glu Met 


Thr 


225 








230 










235 




240 


Asp Leu 


He 


Thr 


Ala 


Gin 


Arg 


Ala 


Tyr 


Glu 


Ala 


Asn Ser Lys Ser 


He 
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245 250 255 

Gin Thr Ala Asp Ala Met Leu Gin Thr Val Asn Ser Leu Lys Arg 
260 265 270 



(2) INFORMATION FOR SEQ ID NO : 672: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 271 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1...271 





(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 672 




Leu 


Leu Ser 


Leu 


Val 


Lys 


Gly 


Lys 


Thr 


Met Leu Arg 


Ser Leu Tyr Ser 


1 






5 










10 


15 


Ala 


Thr Ser 


Gly 


Met 


Leu 


Ala 


Gin 


Gin 


Thr His He 


Asp Thr Thr Ser 






20 










25 




30 


Asn 


Asn lie 


Ala 


Asn 


Val 


Asn 


Thr 


Thr 


Gly Phe Lys 


Lys Ser Arg Ala 




35 










40 




45 


Asp 


Phe Asn 


Asp 


Leu 


Phe 


Tyr 


Gin 


Ala 


Met Gin Tyr 


Ala Gly Thr Asn 




50 








55 






60 


Thr 


Ser Asn 


Thr 


Thr 


Leu 


Ser 


Pro 


Asp 


Gly Met Glu 


Val Gly Leu Gly 


65 








70 








75 


80 


Val 


Arg Pro 


Ser 


Ala 


He 


Thr 


Lys 


Met 


Phe Ser Gin 


Gly Ser Pro Lys 








85 










90 


95 


Glu 


Thr Glu 


Asn 


Asn 


Leu 


Asp 


He 


Ala 


He Thr Gly 


Lys Gly Phe Phe 






100 










105 




110 


Gin 


Val Gin 


Leu 


Pro 


Asp 


Gly 


Thr 


Thr 


Ala Tyr Thr 


Arg Ser Gly Asn 




115 










120 






125 


Phe 


Lys Leu 


Asp 


Glu 


Gin 


Gly 


Asn 


Leu 


Val Thr Ser 


Glu Gly Tyr Leu 




130 








135 






140 


Leu 


lie Pro 


Gin 


He 


Thr 


Leu 


Pro 


Glu 


Asp Thr Thr 


Gin Val Asn He 


145 








150 








155 


160 


Gly 


Val Asp 


Gly 


Thr 


Val 


Ser 


Val 


Thr 


Gin Gly Leu 


Gin Thr Thr Ser 








165 










170 


175 


Asn 


Val He 


Gly 


Gin 


He 


Thr 


Leu 


Ala 


Asn Phe Val 


Asn Pro Ala Gly 






180 










185 




190 


Leu 


His Ser 


Met 


Gly 


Asp 


Asn 


Leu 


Phe 


Ser He Thr 


Asn Ala Ser Gly 




195 










200 






205 


Asp 


Ala He 


Val 


Gly 


Asn 


Pro 


Asp 


Ser 


Gin Gly Leu 


Gly Lys Leu Arg 




210 








215 






220 




Gin 


Gly Phe 


Leu 


Glu 


Leu 


Ser 


Asn 


Val 


Arg Leu Val 


Glu Glu Met Thr 


225 








230 








235 


240 


Asp 


Leu He 


Thr 


Ala 


Gin 


Arg 


Ala 


Tyr 


Glu Ala Asn 


Ser Lys Ser He 








245 










250 


255 


Gin 


Thr Ala 


Asp 


Ala 


Met 


Leu 


Gin 


Thr 


Val Asn Ser 


Leu Lys Arg 






260 










265 




270 


(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 673: 







<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...78 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 673 



Val Tyr Ala Leu 


Met 


Val 


Ala Phe Phe Ala 


Tyr Met Ser Tyr Cys Leu 


1 


5 




10 








15 




Gly Tyr Gin Phe 


Ser 


Lys 


Phe Val Ser Lys 


Asn 


Asn He 


Ser 


Ser 


Leu 


20 






25 






30 






Ser Ser Leu Leu 


Ser 


Ser 


Cys Val Arg Val 


Val 


Ser Val 


Leu 


He 


Leu 


35 






40 




45 








Ser Leu Ser Ser 


Leu 


Glu 


Leu Arg Tyr Phe 


Ser 


Pro Leu 


Thr 


He 


He 


50 






55 




60 








Thr Met His Phe 


Ala 


Leu 


Thr Leu He He 


Leu 


Phe Phe 


Phe 






65 




70 




75 










<2) INFORMATION 


FOR 


SEQ 


ID NO: 674: 













(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .400 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 674 



Met Arg 


Ser 


Trp 


Met 


Lys 


Lys 


Lys 


Tyr 


Phe 


Thr 


Leu Leu Leu Gin Ser 


1 






5 










10 




15 


Ser Val 


Val 


Leu 


Ala 


Val 


Phe 


He 


Gly 


Cys 


Ser 


Ser Thr Arg Asn His 






20 










25 






30 


Thr Phe 


Ser 


Ala 


Leu 


Ser 


Asn 


Gin 


Glu 


Asn 


Thr 


Asp Asp Lys Leu Pro 




35 










40 








45 


Val Val 


His 


Ser 


He 


Lys 


Thr 


He 


Asn 


Asp 


Val 


Ser Ser Val Gly Phe 


50 










55 










60 


Glu Trp 


Ser 


Lys 


Val 


Ala 


Asp 


Thr 


Tyr 


Asp 


He 


Asp Gly Phe Val Leu 


65 








70 










75 


80 


Tyr Arg 


Leu 


Lys 


Lys 


Asp 


Ser 


Lys 


Leu 


Lys 


Arg 


He Ala Thr He Lys 








85 










90 




95 


Asn Pro 


Tyr 


Ala 


Thr 


His 


Tyr 


Tyr 


Asp 


Glu 


Gly 


Leu Glu Thr Glu Ser 






100 










105 






110 


Ser Tyr 


Thr 


Tyr 


Gin 


Leu 


Ala 


Thr 


Tyr 


Lys 


Gly 


Asp Lys He Ser Lys 




115 










120 








125 


Leu Ser 


Glu 


Pro 


He 


Leu 


Val 


Lys 


Thr 


Ser 


Phe 


He Asn Pro Val Glu 
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130 
Ser Val Phe 
145 

Ser Pro His 

Asn Lys Asp 

Phe Val Glu 
195 

Tyr Gin lie 

210 
Val lie Val 
225 

Val Arg Val 

Lys Ser Pro 

Asn Arg Asn 
275 

Tyr Val Asp 

290 
Val Ala Val 
305 

Ala Met Gly 

Gly Thr He 

Ser Pro Lys 
355 

Lys Thr Pro 

370 
Lys Asp Met 
385 



Ala Ser 

Pro Asn 
165 
Gly Lys 
180 

Phe Phe 

He Ala 

Glu Gly 

Ser Gin 
245 
Glu Glu 
260 

Asp Lys 

Lys He 

Asp Lys 

Glu Thr 
325 
Gin Asp 
340 

He Ala 
Leu Arg 
Lys Val 



135 
Leu Glu 
150 

Pro Ser 

Phe Leu 

Asp Lys 

Glu Asn 
215 
Lys Thr 
230 

Asn Leu 

Asp Val 

Tyr Lys 

Glu Lys 
295 
Thr His 
310 

Ser Asp 

Ser Ser 

Thr Tyr 

Phe Gly 
375 
Gly Val 
390 



Tyr Pro 

Val Ser 

Asn Val 
185 
Asp Leu 
200 

Phe Met 

Lys Asp 

Thr Arg 

He Ala 
265 
Phe He 
280 

Asp Asn 

Leu Glu 

Arg Pro 

Ala Leu 
345 
Ala Val 
360 

Asn He 
Ala Tyr 



140 

Lys Ser Val 

155 
Lys Tyr He 
170 

Gly Ala Val 



Lys Val 
He Gin 



Lys Asn 
190 

Glu Asp Gly Gin Lys 
205 

Ser Arg 



Gly Asp Lys 
220 

Leu Pro Lys 

235 
Gin He Glu 
250 

Tyr Arg He 

Ala Gin Thr 

Leu Thr Arg 
300 

Gly Ala Leu 

315 
Glu Ala Pro 
330 

He Gin Trp 

Tyr Arg Phe 

Thr Gin Asn 
380 

Arg Tyr Gin 
395 



Glu He 

Leu Ser 

Tyr Ala 
270 
Thr Asn 
285 

Tyr Tyr 

Pro Lys 

He He 

Glu Asn 
350 
Glu Ala 
365 

Gin Phe 
Val Val 



Phe Trp 
160 
Arg Gin 
175 

Arg Leu 

Tyr Arg 

Pro Ser 

Ala Asn 
240 
Trp Asp 
255 

Ser Asn 

Thr Ser 

Lys Val 

Glu Pro 
320 
Thr Lys 
335 

Asn Pro 

Asn Ser 

Val Asp 

Ser Val 
400 



(2) INFORMATION FOR SEQ ID NO: 675: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .90 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 675 

Met Gin Asn Gly Tyr Tyr Ala Ala Thr Gly Ala Met Ala Thr Gin Phe 

15 10 15 

Asn Arg Leu Asp Leu Thr Ser Asn Asn Leu Ala Asn Leu Asn Thr Asn 

20 25 30 

Gly Phe Lys Arg Asp Asp Ala He Thr Gly Asp Phe Leu Arg Leu Tyr 

35 40 45 

Gin Glu Tyr Arg Glu Gin Leu Pro Leu Glu Asp Gin Thr Lys Ala Ser 

50 55 60 

Ala Lys Tyr Leu Asn Arg Unk Leu Asn Arg Val Pro He Leu Ser Unk 
65 70 75 80 
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lie iyr Thr Unk Arg Unk Leu Gly Unk Val 
85 . 90 



{2) INFORMATION FOR SEQ ID NO: 675: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: raisc_feature 

(B) LOCATION 1. . .90 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 675 

Met Gin Asn Gly Tyr Tyr Ala Ala Thr Gly Ala Met Ala Thr Gin Phe 

1 5 10 15 

Asn Arg Leu Asp Leu Thr Ser Asn Asn Leu Ala Asn Leu Asn Thr Asn 

20 25 30 

Gly Phe Lys Arg Asp Asp Ala lie Thr Gly Asp Phe Leu Arg Leu Tyr 

35 40 45 

Gin Glu Tyr Arg Glu Gin Leu Pro Leu Glu Asp Gin Thr Lys Ala Ser 

50 .55 60 

Ala Lys Tyr Leu Asn Arg Unk Leu Asn Arg Val Pro He Leu Ser Unk 
65 70 75 80 

He Tyr Thr Unk Arg Unk Leu Gly Unk Val 
85 90 



(2) INFORMATION FOR SEQ ID NO: 676: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 126 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: roisc_f eature 

(B) LOCATION 1...126 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 67 6 

Met Leu Pro Thr Lys Thr Arg He Arg Asp Pro Asn Lys Gin Glu Leu 

1 5 10 15 

Thr Gin Pro Lys He Lys Gly Leu Ser Met Gly Lys He Leu Ala Ser 

20 25 ~ 30 

Leu Leu Gly Gly Gly Thr Asn Leu Phe Thr Gly Leu Ser Ser Asp Leu 

35 40 45 

Phe Ser Met He Leu Asn Phe Leu Phe Phe Leu Met Leu Met Met Gly 
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50 55 60 

Leu Asn Glu Ala Leu Gly Lys Lys Phe Asn Leu Pro Met Asp Asn He 
65 70 75 80 

Lys Asn Phe Met Ala Glu Val Leu Lys Asn Gly Phe Asp Ser He Lys 

85 90 95 

Asn Met Gly Ser Ala Leu Val Gly Asn Gly Phe Gly Ser Ser Lys Ser 

100 105 110 

Asp Lys Thr Thr Asn Lys Met Ser Val Pro Gin Val Arg Leu 
115 120 125 



(2) INFORMATION FOR SEQ ID NO: 677: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 195 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .195 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 677 



Val 


Gly Ala 


Met 


Pro 


Thr 


He 


Gin 


He 


Arg Unk Phe Gly Ala Gly Gly 


1 






5 










10 15 


Ser 


Gly His 


Ser 


Asp 


Ala 


Thr 


Leu 


Met 


Leu Val Asn Gly He Pro Val 






20 










25 


30 


Tyr 


Met Ala 


Pro 


Tyr 


Ala 


His 


He 


Glu 


Leu Asp He Phe Pro Val Thr 


35 










40 




45 


Phe 


Gin Ala 


He 


Asp 


Arg 


He 


Asp 


Val 


He Lys Gly Gly Gly Ser Val 




50 








55 






60 


Gin 


Tyr Gly 


Pro 


Asn 


Thr 


Tyr 


Gly 


Gly 


He Val Asn He He Thr Lys 


65 








70 








75 80 


Pro 


He Pro 


Asn 


Gin 


Trp 


Glu 


Asn 


Gin 


Ala Ala Glu Arg Unk Thr Tyr 








85 










90 95 


Trp 


Ala Lys 


Ala 


Arg 


Asn 


Ala 


Gly 


Phe 


Ala Ala Pro Unk Asp Lys Thr 






100 










105 


110 


Gly 


Asp Pro 


Ser 


Phe 


He 


Lys 


Ser 


Leu 


Gly Asn Asn Leu Leu Tyr Asn 




115 










120 




125 


Thr 


Tyr Val 


Arg 


Ser 


Gly 


Gly 


Met 


He 


Asn Lys His Val Gly He Gin 




130 








135 






140 


Arg 


Lys Leu 


Thr 


Gly 


Leu 


Glu 


Ala 


Lys 


Ala Leu Gly Thr He Ala Pro 


145 








150 








155 160 


Leu 


Val Phe 


Gin 


Thr 


He 


Gly 


Trp 


Met 


Gly Ser Met Thr Ser Met Lys 








165 










170 175 


Ala 


Met Gly 


Leu 


Lys 


Pro 


He 


Thr 


Asn 


Thr Thr He Leu Ala He Unk 






180 










185 


190 



Gin Pro Gly 
195 



(2) INFORMATION FOR SEQ ID NO: 677: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 195 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 
(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME/KEY: misc_feature 

(B) LOCATION 1. - .195 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 677 



Val Gly 


Ala 


Met 


Pro 


Thr 


He 


Gin 


He 


Arg Unk Phe Gly Ala Gly Gly 


1 






5 










10 15 


Ser Gly 


His 


Ser 


Asp 


Ala 


Thr 


Leu 


Met 


Leu Val Asn Gly He Pro Val 






20 










25 


30 


Tyx Met 


Ala 


Pro 


Tyr 


Ala 


His 


He 


Glu 


Leu Asp He Phe Pro Val Thr 




35 










40 




45 


Phe Gin 


Ala 


He 


Asp 


Arg 


He 


Asp 


Val 


He Lys Gly Gly Gly Ser Val 


50 










55 






60 


Gin Tyr 


Gly 


Pro 


Asn 


Thr 


Tyr 


Gly 


Gly 


He Val Asn He He Thr Lys 


65 








70 








75 80 


Pro He 


Pro 


Asn 


Gin 


Trp 


Glu 


Asn 


Gin 


Ala Ala Glu Arg Unk Thr Tyr 








85 










90 95 


Trp Ala 


Lys 


Ala 


Arg 


Asn 


Ala 


Gly 


Phe 


Ala Ala Pro Unk Asp Lys Thr 






100 










105 


110 


Gly Asp 


Pro 


Ser 


Phe 


He 


Lys 


Ser 


Leu 


Gly Asn Asn Leu Leu Tyr Asn 




115 










120 




125 


Thr Tyr 


Val 


Arg 


Ser 


Gly 


Gly 


Met 


He 


Asn Lys His Val Gly He Gin 


130 










135 






140 


Arg Lys 


Leu 


Thr 


Gly 


Leu 


Glu 


Ala 


Lys 


Ala Leu Gly Thr He Ala Pro 


145 








150 








155 160 


Leu Val 


Phe 


Gin 


Thr 


He 


Gly 


Trp 


Met 


Gly Ser Met Thr Ser Met Lys 








165 










170 175 


Ala Met 


Gly 


Leu 


Lys 


Pro 


He 


Thr 


Asn 


Thr Thr He Leu Ala He Unk 






180 










185 


190 



Gin Pro Gly 
195 



(2) INFORMATION FOR SEQ ID NO: 678: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .72 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 678 

Met Ala Asn Met Met Met Ala Ala Ala Met Leu Gly He Asp Ser Cys 

15 10 15 

Pro He Glu Gly Tyr Asp Gin Glu Lys Val Glu Ala Tyr Leu Glu Glu 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



567 

20 25 30 

Lys Gly Tyr Leu Asn Thr Ala Glu Phe Gly Val Ser Val Met Ala Ser 

35 40 45 

Phe Gly Tyr Arg Asn Gin Glu lie Thr Pro Lys Thr Arg Trp Lys Thr 

50 55 60 

Glu Val lie Tyr Glu Val He Glu 
65 70 



(2) INFORMATION FOR SEQ ID NO: 679: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .111 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 679 



Met Ala Gly 


Leu 


Val 


Leu 


Met 


Val 


Leu 


Leu Ala Ser Tyr Glu Ser Phe 


1 




5 










10 15 


Val Ser Lys 


Leu 


Asp 


Lys 


Val 


Asp 


Ala 


Ser Glu He Thr Trp Leu Lys 




20 










25 


30 


His Thr Asp 


Phe 


Asn 


Ala 


Leu 


Lys 


Leu 


Lys Val Ser Leu Ser He Val 


35 










40 




45 


Ala He Ser 


Ala 


He 


Phe 


Leu 


Leu 


Lys 


Arg Tyr Met Ser Leu Glu Asp 


50 








55 






60 


Val Leu Ser 


Ser 


He 


Pro 


Lys 


Asp 


Thr 


Pro Leu Ser His Asn Pro He 


65 






70 








75 80 


Phe Trp Gin 


Val 


Val 


He 


His 


Leu 


Val 


Phe Val Cys Ser Ala Leu Leu 






85 










90 95 


Thr Ala Val 


Thr 


Asn 


Asn 


He 


Ala 


Phe 


Ser Gin Lys Glu Arg His 




100 










105 


110 


(2) INFORMATION 


FOR 


SEQ 


ID NO: 680: 





<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...142 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 680 
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Met 


He 


Thr 


He 


Val 


He 


Ala 


Lys 


Ala 


Gly Asn He Val Lys Unk Asp 


1 








5 










10 15 


He 


Phe 


Thr 


His 


He 


Ser 


Asp 


He 


Lys 


Met Gly Leu He Lys Gly Gly 








20 










25 


30 


Gin 


Tip 


Gly 


Val 


He 


Gly 


Leu 


Gly 


Asn 


He Gly Lys Arg Val Ala Lys 






35 










40 




45 


Leu 


Ala 


Gin 


Ala 


Phe 


Gly 


Ala 


Lys 


Val 


Val Tyr Phe Ser Pro Lys Asp 




50 










55 






60 


Lys 


Lys 


Glu 


Glu 


Tyr 


Glu 


Arg 


Leu 


Ser 


Leu Glu Glu Leu Leu Lys Thr 


65 










70 








75 80 


Ser 


Gly 


He 


He 


Ser 


He 


His 


Ala 


Pro 


Leu Asn Glu Ser Thr Arg Asp 








85 










90 95 


Leu 


He 


Ala 


Leu 


Lys 


Glu 


Leu 


Gin 


Ser 


Leu Lys Asp Gly Ala He Leu 








100 










105 


110 


He 


Asn 


Val 


Gly 


Arg 


Gly 


Gly 


He 


Val 


Asn Glu Lys Unk Leu Ala Unk 






115 










120 




125 


Unk 


Leu 


Glu 


Thr 


Thr 


Asp 


Leu 


Tyr 


Tyr 


Ala Ser Asp Val Phe 




130 










135 






140 



(2) INFORMATION FOR SEQ ID NO: 681: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .63 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 681 

Val Asn Phe Asn Ala Lys Asn He Ser He Asp Asn Leu Val Glu He 

15 10 15 

Asn Asn Arg Val Gly Ser Gly Ala Gly Arg Lys Ala Ser Ser Thr Val 

20 25 30 

Leu Thr Leu Gin Ala Ser Glu Gly He Thr Unk Ser Lys Asn Ala Glu 

35 40 45 

He Ser Leu Tyr Asp Gly Ala Thr Unk He Trp Leu Gin Thr Gly 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 682: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 310 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 
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(A) NAME /KEY : mi sc_f eature 

(B) LOCATION 1. . .310 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 682 



Met Arg Thr 


Leu 


He 


Leu 


Ser 


Leu 


Leu 


Lys His Ala He 


Leu Met Gly 


1 




5 










10 


15 


Met Leu Leu 


Lys 


Glu 


Cys 


Gin 


Glu 


Lys 


Leu Lys Arg Ser 


Leu Asn Leu 




20 










25 




30 


Ser Ala Asn 


His 


Cys 


Val 


Leu 


Ser 


Ala 


Gly Tyr Gly Ala 


Ser Ser Ala 


35 








40 




45 




lie Lys Lys 


Phe 


Gin 


Glu 


He 


Leu 


Gly 


Val Cys He Pro 


Ser Lys Thr 


50 








55 






60 




Lys Lys Asn 


Leu 


Glu 


Pro 


Tyr 


Leu 


Lys 


Asp Met Ala Leu 


Lys Arg Val 


65 






70 








75 


80 


lie Val Gly 


Pro 


Tyr 


Glu 


His 


His 


Ser 


Asn Glu Val Ser 


Trp Arg Glu 




85 










90 


95 


Gly Leu Cys 


Glu 


Val 


Val 


Arg 


He 


Pro 


Leu Asn Glu His 


Gly Leu Leu 


100 










105 




110 


Asp Leu Glu 


lie 


Leu 


Glu 


Gin 


Thr 


Leu 


Lys Lys Thr Pro 


Asn Ser Leu 


115 










120 




125 




Val Ser Val 


Ser 


Ala 


Ala 


Ser 


Asn 


Val 


Thr Gly He Leu 


Thr Pro Leu 


130 








135 






140 




Lys Glu Val 


Ser 


Ser 


Leu 


Cys 


Lys 


Glu 


Tyr Arg Ala He 


Leu Ala Leu 


145 






150 








155 


160 


Asp Leu Ala 


Asn 


Phe 


Ser 


Ala 


His 


Ala 


Asn Pro Lys Asp 


Cys Glu Tyr 




165 










170 


175 


Gin Thr Gly 


Phe 


Tyr 


Ala 


Pro 


His 


Lys 


Leu Leu Gly Gly 


Val Gly Gly 




180 










185 




190 


Cys Gly Leu 


Leu 


Gly 


He 


Ser 


Lys 


Asp 


Leu He Asp Thr 


Gin He Pro 


195 










200 




205 




Thr Ser Phe 


Ser 


Ala 


Gly 


Gly 


Val 


He 


Lys Tyr Ala Asn 


Arg Thr Arg 


210 








215 






220 




His Glu Phe 


He 


Asp 


Glu 


Leu 


Pro 


Leu 


Arg Glu Glu Phe 


Gly Thr Pro 


225 






230 








235 


240 


Gly Leu Leu 


Gin 


Phe 


Tyr 


Arg 


Ser 


Ala 


Leu Ala Tyr Gin 


Leu Arg Asp 




245 










250 


255 


Glu Cys Gly 


Leu 


Asp 


Phe 


He 


His 


Lys 


Lys Glu Asn Asn 


Leu Leu Arg 


260 










265 


Pro Ala He Asn 


270 


Val Leu Val 


Tyr 


Gly 


Leu 


Lys 


Asp 


Leu 


He Tyr Gly 


275 








280 




285 




Asn Leu Thr 


Ala 


Ser 


Arg 


Val 


Gly 


Val 


Val Thr Phe Asn 


He Gly Gly 


290 








295 






300 




lie Ser Pro 


Tyr 


Asp 


Leu 












305 






310 












(2) INFORMATION 


FOR 


SEQ 


ID NO: 683: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 169 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: protein 



(iii) HYPOTHETICAL : YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .169 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 683 



Val 


Ala Cys 


Asn 


Thr 


Ala 


Ser 


Ala 


Leu 


Ala 


Leu Glu Glu Met Gin Lys 


1 






5 










10 


15 


Tyr 


Ser Lys 


lie 


Pro 


lie 


Val 


Gly 


Val 


He 


Glu Pro Ser He Leu Ala 






20 










25 




30 


lie 


T.VS Ara 


Gin 


Val 


Glu 


Asp 


Lys 


Asn 


Ala 


Pro Tip T.Pti Val TiP>n Glvr 

* j. w .X x tn. ucu vuj, ucu vjjLy 




35 










40 






45 


Thr 


Lys Ala 


Thr 


lie 


Gin 


Ser 


Asn 


Ala 


Tvr 


Asd Asn Ala Leu Lvs Gin 

nSil ^Jwl4 UVO V7JL4* 




50 
















so 


Gin 


Glv Tvr 


Leu 


Asn 


He 


Ser 


His 


Leu 


Ala 


Thr Ser Leu Phe Val Pro 


65 








70 










75 80 


Leu 


lie Glu 


Glu 


Ser 


He 


Leu 


Glu 


Gly 


Glu 


Leu Leu Glu Thr Cys Met 








85 










90 


95 


His 


Tyr Tyr 


Phe 


Thr 


Pro 


Leu 


Glu 


He 


Leu 


Pro Glu Val He He Leu 






100 










105 




110 


Gly 


Cys Thr 


His 


Phe 


Pro 


Leu 


He 


Ala 


Gin 


Lys He Glu. Gly Tyr Phe 




115 










120 






125 


Met 


Gly His 


Phe 


Ala 


Leu 


Pro 


Thr 


Pro 


Pro 


Leu Leu He His Ser Gly 




130 








135 








140 


Asp 


Ala lie 


Val 


Glu 


Tyr 


Leu 


Gin 


Gin 


Lys 


Tyr Ala Leu Lys Asn Asn 


145 








150 










155 160 


Ala 


Cys Thr 


Phe 


Pro 


Lys 


Val 


Glu 


Phe 







165 



(2) INFORMATION FOR SEQ ID NO: 684: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

Uii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY : misc_f eature 

(B) LOCATION 1. . .84 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 684 



Met Arg Unk Glu 


Lys 


He Met 


Thr 


Asn 


Phe 


Glu Lys Unk He Ala Gin 


1 


5 








10 


15 


Asn Arg Leu Lys 


Thr 


Asn Ala 


Val 


Leu 


Thr 


Thr Tyr Cys Ala He Phe 


20 








25 




30 


Ala Phe He Gly 


Leu 


Leu Val 


Asp Ala 


He 


Arg He Asn Ala Asn Asp 


35 






40 






45 


Leu Gly He Ala 


Leu 


Phe Lys 


Leu 


Met 


Thr 


Phe Gin He Phe Pro Thr 


50 




55 








60 


Unk Thr He Val 


Met 


Phe Val 


Val 


Ala 


Phe 


Val He Unk Unk Ser Leu 


65 




70 








75 80 



Tyr Pro Lys Phe 



(2) INFORMATION FOR SEQ ID NO: 684 : 

(X) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 amino acids 
(B> TYPE: amino acid 
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<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii> HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_ feature 

(B) LOCATION 1. . .84 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 684 



Met Arg Unk Glu 


Lys 


He 


Met Thr Asn 


Phe 


Glu 


Lys Unk He Ala Gin 


1 


5 






10 




15 


Asn Arg Leu Lys 


Thr 


Asn 


Ala Val Leu 


Thr 


Thr Tyr Cys Ala He Phe 


20 






25 






30 


Ala Phe He Gly 


Leu 


Leu Val Asp Ala 


He 


Arg 


He Asn Ala Asn Asp 


35 






40 






45 


Leu Gly He Ala 


Leu 


Phe 


Lys Leu Met 


Thr 


Phe 


Gin He Phe Pro Thr 


50 






55 






60 


Unk Thr He Val 


Met 


Phe 


Val Val Ala 


Phe 


Val 


lie Unk Unk Ser Leu 


65 




70 






75 


80 


Tyr Pro Lys Phe 














(2) INFORMATION 


FOR 


SEQ 


ID NO: 685: 









(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 76 amino acids 
• (B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_£eature 

(B) LOCATION 1. . .76 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 685 



Met Unk Met Ser 


His 


He 


He Lys Ser He 


Glu Ala Leu Asp Asp Tyr 


1 


5 




10 


15 


Thr He Arg Phe 


Thr 


Leu 


Asn Gly Pro Glu 


Ala Pro Phe Leu Ala Asn 


20 






25 


30 


Leu Gly Met Asp 


Phe 


Leu 


Ser He Leu Ser 


Lys Asp Tyr Ala Asp Tyr 


35 






40 


45 


Leu Ala Gin Asn 


Asn 


Lys 


Lys Asp Glu Leu 


Ala Lys Unk Pro Val Gly 


50 






55 


60 


Thr Gly Pro Phe 


Lys 


Phe 


Phe Leu Trp Asn 


Lys Arg 


65 




70 




75 


<2> INFORMATION 


FOR 


SEQ 


ID NO: 685: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 amino acids 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



572 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .76 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 685 



Met Unk Met Ser 


His 


He 


He Lys Ser He 


Glu Ala Leu Asp Asp Tyr 


1 


5 




10 


15 


Thr lie Arg Phe 


Thr 


Leu 


Asn Gly Pro Glu 


Ala Pro Phe Leu Ala Asn 


20 






25 


30 


Leu Gly Met Asp 


Phe 


Leu 


Ser He Leu Ser 


Lys Asp Tyr Ala Asp Tyr 


35 






40 


45 


Leu Ala Gin Asn 


Asn 


Lys 


Lys Asp Glu Leu 


Ala Lys Unk Pro Val Gly 


50 






55 


60 


Thr Gly Pro Phe 


Lys 


Phe 


Phe Leu Trp Asn 


Lys Arg 


65 




70 




75 


(2) INFORMATION 


FOR 


SEQ 


ID NO:686: 





(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 196 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1...196 



(Xi) SEQUENCE DESCRIPTION: 5 


SEQ ID NO: 686 


Leu Met Arg 


Lys 


He 


Phe 


Ser 


Tyr 


He 


Ser 


Lys 


Val Leu Leu Phe He 


1 




5 










10 




15 


Gly Val Val 


Tyr 


Ala 


Glu 


Pro 


Asp 


Ser 


Lys 


Val 


Glu Ala Leu Glu Gly 




20 










25 






30 


Arg Lys Gin 


Glu 


Ser 


Ser 


Leu 


Asp 


Lys 


Lys 


lie 


Arg Gin Glu Leu Lys 


35 










40 








45 


Ser Lys Glu 


Leu 


Lys 


Asn 


Lys 


Glu 


Leu 


Lys 


Asn 


Lys Asp Leu Lys Asn 


50 








55 










60 


Lys Glu Glu 


Lys 


Lys 


Glu 


Thr 


Lys 


Ala 


Lys 


Arg 


Lys Pro Arg Ala Glu 


65 






70 










75 


80 


Val His His 


Gly 


Asp 


Ala 


Lys 


Asn 


Pro 


Thr 


Pro 


Lys He Thr Pro Pro 






85 










90 




95 


Lys lie Lys 


Gly 


Ser 


Ser 


Lys 


Gly 


Val 


Gin 


Asn 


Gin Gly Val Gin Asn 




100 










105 






110 


Asn Ala Pro 


Lys 


Pro 


Glu 


Glu 


Lys 


Asp 


Thr 


Thr 


Pro Gin Ala Thr Glu 


115 










120 








125 


Lys Asn Lys 


Glu 


Thr 


Ser 


Pro 


Ser 


Ser 


Gin 


Phe 


Asn Ser He Phe Gly 
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130 






135 


Asn Pro Asn Asn 


Ala 


Thr 


Asn Asn 


145 




150 




Gly lie Ser Leu 


Leu 


Val 


Asn Gly 




165 






Gin Glu Glu Gin 


Glu 


Lys 


Ser Lys 



180 



Arg Leu Unk Unk 
195 



573 
140 

Thr Leu Glu Asp Lys Val Val Gly 
155 160 
Ser Pro He Thr Leu Tyr Gin He 

170 175 
Val Ser Unk Ala Unk Ala Arg Asp 
185 190 



(2) INFORMATION FOR SEQ ID NO: 686: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 196 amino acids 

(B) TYPE: amino acid 
<D> TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .196 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 686 



Leu Met 


Arg 


Lys 


He 


Phe 


Ser 


Tyr 


He 


Ser Lys Val Leu Leu 


Phe He 


1 






5 










10 


15 


Gly Val 


Val 


Tyr 


Ala 


Glu 


Pro 


Asp 


Ser 


Lys Val Glu Ala Leu 


Glu Gly 






20 










25 


30 




Arg Lys 


Gin 


Glu 


Ser 


Ser 


Leu 


Asp 


Lys 


Lys He Arg Gin Glu 


Leu Lys 




35 










40 




45 




Ser Lys 


Glu 


Leu 


Lys 


Asn 


Lys 


Glu 


Leu 


Lys Asn Lys Asp Leu 


Lys Asn 


50 










55 






60 




Lys Glu 


Glu 


Lys 


Lys 


Glu 


Thr 


Lys 


Ala 


Lys Arg Lys Pro Arg 


Ala Glu 


65 








70 








75 


80 


Val His 


His 


Gly 


Asp 


Ala 


Lys 


Asn 


Pro 


Thr Pro Lys He Thr 


Pro Pro 








85 










90 


95 


Lys He 


Lys 


Gly 


Ser 


Ser 


Lys 


Gly 


Val 


Gin Asn Gin Gly Val 


Gin Asn 






100 










105 


110 




Asn Ala 


Pro 


Lys 


Pro 


Glu 


Glu 


Lys 


Asp 


Thr Thr Pro Gin Ala 


Thr Glu 




115 










120 




125 




Lys Asn 


Lys 


Glu 


Thr 


Ser 


Pro 


Ser 


Ser 


Gin Phe Asn Ser He 


Phe Gly 


130 










135 






140 




Asn Pro 


Asn 


Asn 


Ala 


Thr 


Asn 


Asn 


Thr 


Leu Glu Asp Lys Val 


Val Gly 


145 








150 








155 


160 


Gly He 


Ser 


Leu 


Leu 


Val 


Asn 


Gly 


Ser 


Pro He Thr Leu Tyr 


Gin He 








165 










170 


175 


Gin Glu 


Glu 


Gin 


Glu 


Lys 


Ser 


Lys 


Val 


Ser Unk Ala Unk Ala 


Arg Asp 






180 










185 


190 




Arg Leu 


Unk 


Unk 

















195 



(2) INFORMATION FOR SEQ ID NO: 687: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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<ii) MOLECULE TYPE: protein 
(iii) HYPOTHETICAL : YES 



<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .142 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 687 



Val Leu 


Trp 


Val 


Leu 


Tyr 


Phe 


Leu 


Thr Ser 


Leu Phe He Cys Ser Leu 


1 






5 








10 


15 


He Val 


Leu 


Trp 


Ser 


Lys 


Lys 


Ser 


Met Leu 


Phe Val Asp Asn Ala Asn 






20 










25 


30 


Lys He 


Gin 


Gly 


Phe 


His 


His 


Ala 


Arg Thr 


Pro Arg Ala Gly Gly Leu 




35 










40 




45 


Gly He 


Phe 


Leu 


Ser 


Phe 


Ala 


Leu 


Ala Cys 


Tyr Leu Glu Pro Phe Glu 


50 










55 






60 


Met Pro 


Phe 


Lys 


Gly 


Pro 


Phe 


Val 


Phe Leu 


Gly Leu Ser Leu Val Phe 


65 








70 








75 80 


Leu Ser 


Gly 


Phe 


Leu 


Glu 


Asp 


He 


Asn Leu 


Ser Leu Ser Pro Lys He 








85 








90 


95 


Arg Leu 


He 


Leu 


Gin 


Ala 


Val 


Gly 


Val Val 


Cys He He Ser Ser Thr 






100 










105 


110 


Pro Leu 


Val 


Val 


Ser 


Asp 


Phe 


Ser 


Pro Leu 


Phe Ser Leu Pro Tyr Phe 




115 










120 




125 


He Ala 


Phe 


Leu 


Phe 


Ala 


He 


Phe 


Tyr Ala 


Gly Gly Tyr Gin 


130 










135 






140 



(2) INFORMATION FOR SEQ ID NO: 688: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc^f eature 

(B) LOCATION 1. . .86 

<xi> SEQUENCE DESCRIPTION: SEQ ID NO: 688 



Met Ala Cys Lys Phe Cys Pro Lys He Arg Lys Thr Asp Trp He Phe 

15 10 15 

He Leu He Ala Ala Leu Gly Phe Tyr Ser Val Asn Lys Leu Gly Tyr 

20 25 30 

Ala Pro Lys Phe Asn Thr Pro Thr Pro Lys Ser Ser Arg Pro Leu Ser 

35 40 45 

Arg Pro He Glu Lys Pro Asn Asn Met Thr Glu Glu Glu Arg Lys Lys 

50 55 60 

Arg Phe He Glu Leu Gin Lys Ala Cys Leu Leu His Lys Asp Lys Lys 
65 70 75 * 80 

Ala Cys Glu Glu Val Phe 
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85 



(2) INFORMATION FOR SEQ ID NO: 689: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 121 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .121 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 689 



Val Asp 


Ser 


He 


Leu 


He 


Asp 


Glu 


Ala 


Arg Thr Pro Leu He He Ser 


1 






5 










10 15 


Gly Pro 


Val 


Asp 


Arg 


Arg 


Met 


Glu 


Asn 


Tyr Asn Lys Ala Asp Glu Val 






20 










25 


30 


Ala Lys 


Ser 


Met 


Gin 


Val 


Glu 


Val 


Asp 


Phe Thr He Asp Glu Lys Asn 




35 










40 




45 


Arg Ala 


He 


Leu 


He 


Thr 


Glu 


Glu 


Gly 


He Lys Lys Ala Glu Asn Leu 


50 










55 






60 


Phe Gly 


Val 


Asp 


Asn 


Leu 


Tyr 


Lys 


He 


Glu Asn Ala Ala Leu Ser His 


65 








70 








75 80 


His Leu 


Asp 


Gin 


Ala 


Leu 


Lys 


Ala 


Asn 


Tyr Leu Phe Phe He Asp Lys 








85 










90 95 


Asp Tyr 


He 


Val 


Ala 


Asn 


Asn 


Glu 


Val 


Val He Val Asp Lys Phe Thr 






100 










105 


110 


Asp Arg 


Leu 


Asn 


Glu 


Gly 


Glu 


Ala 


Leu 






115 










120 







(2) INFORMATION FOR SEQ ID NO: 690: 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...59 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 690 

Met Thr He Thr Thr Leu Ser Phe Leu Phe Thr Thr Pro Glu Val Phe 
15 10 15 

Val Asn Gin Asp Phe Pro Trp Leu Ser Gly Ala Gly Arg Leu Val Val 
20 25 30 
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Lys Asp Leu Ala Leu Phe Ala Gly Gly Leu Phe Val Ala Gly Phe Asp 

35 40 45 

Arg Asn Ala lie Trp Arg Val Lys Gly Phe Ala 
50 55 



(2) INFORMATION FOR SEQ ID NO: 691: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. ..142 



(Xi> SEQUENCE DESCRIPTION: SEQ ID NO: 691 



Val Phe Ser 


Gly 


Asn 


Lys 


Arg 


Ala 


He Asn 


Tyr Arg Thr He Val Ser 


1 




5 








10 


15 


Ala Phe Val 


He 


Gin 


Val 


Ala 


Leu 


Gly Ala 


Leu Ala Leu Tyr Val Pro 




20 










25 


30 


Leu Gly Arg 


Glu 


He 


Leu 


Gin 


Gly 


Leu Ala 


Ser Gly He Gin Ser Val 


35 










40 




45 


lie Gly Tyr 


Gly 


Tyr 


Glu 


Gly 


Val 


Arg Phe 


Leu Phe Gly Asn Leu Ala 


50 








55 






60 


Pro Asn Ala 


Lys 


Gly 


Asp 


Gin 


Gly 


He Gly 


Gly Phe He Phe Ala He 


65 






70 








75 80 


Asn Val Leu 


Ala 


He 


He 


He 


Phe 


Phe Ala 


Ser Leu He Ser Leu Leu 






85 








90 


95 


Tyr Tyr Leu 


Lys 


He 


Met 


Pro 


Leu 


Val He 


Asn Leu He Gly Gly Ala 




100 










105 


110 


Leu Gin Lys 


Cys 


Leu 


Gly 


Thr 


Ser 


Lys Ala 


Glu Ser Met Ser Ala Ala 


115 










120 




125 


Ala Asn Unk 


Unk 


Val 


Ala 


His 


Thr 


Glu Asp 


Unk Leu Ser His 


130 








135 






140 



(2) INFORMATION FOR SEQ ID NO: 692: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .80 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 692 
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Met 


Leu Val Gly 


He 


Ser 


Asn Ala He 


Asn lie 


He 


Asp Gly Phe Asn 


1 




5 






10 




15 


Gly 


Leu Ala Ser 


Gly 


He 


Cys Ala He 


Ala Leu 


Leu 


Val He His Tyr 




20 






25 






30 


He 


Asp Unk Ser 


Ser 


Leu 


Ser Cys Leu 


Leu Ala 


Tyr 


Met Val Leu Gly 




35 






40 






45 


Val 


Tyr Gly Val 


Lys 


Unk 


Pro Phe Arg 


Lys Asp Phe 


Leu Gly Arg Ser 




50 






55 




60 




Gly 


Gly Arg He 


Phe 


Trp 


Val Trp Unk 


Unk Unk 


Phe 


Leu Ser Cys He 


65 






70 




75 




80 


(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 693: 









(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 179 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

Hi) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1...179 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 693 



Met Lys 


Arg 


Ser 


Ser 


Val 


Phe 


Ser 


Phe 


Leu 


Val 


Ala 


Phe Leu Leu Val 


1 






5 










10 






15 


Val Gly 


Cys 


Ser 
20 


His 


Lys 


Met 


Asp 


Asn 
25 


Lys 


Thr 


Val 


Ala Gly Asp Val 
30 


Ser Thr 


Lys 
35 


Ala 


Val 


Gin 


Thr 


Ala 
40 


Pro 


Val 


Thr 


Thr 


Glu Pro Ala Pro 
45 


Glu Lys 


Glu 


Glu 


Pro 


Lys 


Gin 


Glu 


Pro 


Ala 


Pro 


Val 


Val Glu Glu Lys 


50 










55 










60 


Pro Ala 


He 


Glu 


Ser 


Gly 


Thr 


He 


He 


Ala 


Ser 


He 


Tyr Phe Asp Phe 


65 








70 










75 




80 


Asp Lys 


Tyr 


Glu 


He 
85 


Lys 


Glu 


Ser 


Asp 


Gin 
90 


Glu 


Thr 


Leu Asp Glu He 
95 


Val Gin 


Lys 


Ala 
100 


Lys 


Glu 


Asn 


His 


Met 
105 


Gin 


Val 


Leu 


Leu Glu Gly Asn 
110 


Thr Asp 


Glu 
115 


Phe 


Gly 


Ser 


Ser 


Glu 
120 


Tyr 


Asn 


Gin 


Ala 


Leu Gly Val Lys 
125 


Arg Thr 


Leu 


Ser 


Val 


Lys 


Asn 


Ala 


Leu 


Val 


He 


Lys 


Gly Val Glu Lys 


130 










135 










140 




Asp Met 


He 


Lys 


Thr 


He 


Ser 


Phe 


Gly 


Glu 


Ser 


Lys 


Pro Lys Cys Val 


145 








150 










155 




160 


Gin Lys 


Thr 


Arg 


Glu 
165 


Cys 


Tyr 


Arg 


Glu 


Asn 
170 


Arg 


Arg 


Val Asp Val Lys 
175 



Leu Val Lys 



(2) INFORMATION FOR SEQ . ID NO: 693 : 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 179 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/ KEY: misc_feature 

(B) LOCATION 1. . .179 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 693 



Met Lys Arg 


Ser 


Ser 


Val 


Phe 


Ser 


Phe 


Leu 


Val Ala Phe Leu Leu Val 


1 




5 










10 


15 


Val Gly Cys 


Ser 


His 


Lys 


Met 


Asp 


Asn 


Lys 


Thr Val Ala Gly Asp Val 




20 










25 




3 0 


Ser Thr Lys 


Ala 


Val 


Gin 


Thr 


Ala 


Pro 


Val 


Thr Thr Glu Pro Ala Pro 


35 










40 






45 


Glu Lys Glu 


Glu 


Pro 


Lys 


Gin 


Glu 


Pro 


Ala 


Pro Val Val Glu Glu Lys 


50 








55 








60 


Pro Ala lie 


Glu 


Ser 


Gly 


Thr 


He 


He 


Ala 


Ser He Tyr Phe Asp Phe 


65 






70 










75 80 


Asp Lys Tyr 


Glu 


He 


Lys 


Glu 


Ser 


Asp 


Gin 


Glu Thr Leu Asp Glu He 






85 










90 


95 


Val Gin Lys 


Ala 


Lys 


Glu 


Asn 


His 


Met 


Gin 


Val Leu Leu Glu Gly Asn 




100 










105 




110 


Thr Asp Glu 


Phe 


Gly 


Ser 


Ser 


Glu 


Tyr 


Asn 


Gin Ala Leu Gly Val Lys 


115 










120 






125 


Arg Thr Leu 


Ser 


Val 


Lys 


Asn 


Ala 


Leu 


Val 


He Lys Gly Val Glu Lys 


130 








135 








140 


Asp Met lie 


Lys 


Thr 


He 


Ser 


Phe 


Gly 


Glu 


Ser Lys Pro Lys Cys Val 


145 






150 










155 160 


Gin Lys Thr 


Arg 


Glu 


Cys 


Tyr 


Arg 


Glu 


Asn 


Arg Arg Val Asp Val Lys 






165 










170 


175 



Leu Val Lys 



(2) INFORMATION FOR SEQ ID NO: 694: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii> MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME /KEY: roisc_f eature 
<B) LOCATION 1...75 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 694 

Met Leu His Lys Lys Tyr Arg Pro Asn Val Ala Ala He He Met Ser 

1 5 .10 15 

Pro Asp Tyr Pro Asn Thr Cys Glu Val Phe He Ala Glu Arg He Asp 

20 25 30 

He Glu Gly Ala Trp Gin Phe Pro Gin Gly Gly He Asp Glu Gly Glu 
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35 40 45 

Thr Pro Leu Glu Ala Leu Tyr Arg Glu Leu Leu Glu Glu lie Gly Thr 

50 55 60 

Asn Glu lie Glu He Leu Ala Gin Tyr Pro Arg 
65 70 75 



(2) INFORMATION FOR SEQ ID NO: 695: 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 99 amino acids 
<B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



<iii) HYPOTHETICAL: YES 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix> FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .99 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 695 



Val Met Leu 


Met 


Ala 


He Phe Thr 


1 




5 




Met Lys Lys 


Ser 


Met 


Ser Leu Phe 




20 






Phe Cys Asn 


Arg 


Asp 


He Lys Asp 


35 






40 


Glu Val Gly 


Leu 


Asp 


Ser Asn Ala 


50 








Met Glu Asn 


His 


Leu 


He Gly Leu 


65 






70 


Lys Glu Gin 


Val 


Asp 


He Arg Glu 






85 




Gly Asn Asp 









Pro Tyr He Leu He Leu Lys Met 

10 15 
Ala Asn Met Gly Leu Glu Gin He 
25 30 
Leu Asn Asp Phe Val Phe Gly He 
45 

Arg Lys Asn Arg Ser Arg Lys Ala 
60 

Phe Val Gin Ala Gin Leu Asn Phe 

75 80 
Phe Glu Asp Leu Arg Gin Ala Phe 
90 95 



(2) INFORMATION FOR SEQ ID NO: 696: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 209 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .209 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 696 

Met He Arg Leu Ala Ala Phe Phe Leu Ala Leu Ala Cys Ala He Thr 
15 10 15 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



580 



Pro 


Lys 


Ser 


Arg 


Leu 


Leu 


Leu 


Lys 


Asn Val Leu Leu Acn Dm TViv Arn 

net* v u* * ucu nail r j. u xiii. riL y 








20 










25 ^n 


lie 


Glu 


Ala 


Phe 


Glu 


Val 


Leu 


Lys 


Lvs Met Glv Ala His Tie Glu Tvr 






35 










40 


4 -J 


Vpi 1 
vai 


He 


Gin 


Ser 


Lys 


Asp 


Leu 


Glu 


Val Tie HI \/ A«?r> T1p TYrr Tie* filii 
vax \axy lie 1 y -L lie uiu 




3w 










jj 




fin 




Ala 


pro 


_ 

lieu 




Ala 
Ala 




Ser 


lie /*sp oin nan lie axel ser Lieu 












70 






7^ An 


lie 


Asp 


WXU 


H *a 

lie 


Prn 


nla 


Leu 


Car 


Tl a SI a U a f T rt , , nl,. Tils T i r<- pin 

lie nia net Lieu pne Ala L»ys Giy 










d q 

O 3 








q n or 


Lys 


Cor 




val 


Arg 


Asn 




Lys 


Asp Lieu Arg Aia Lys Giu ber Asp 








iUU 










1UD 110 




He 


Lvs 


Ala 


Val 


Val 


Ser 


Asn 


Phe Lvs Ala Leu Glv He Glu Cvs 






115 










120 


125 


Glu 


Glu 


Phe 


Glu 


Asp 


Gly 


Phe 


Tyr 


He Glu Gly Leu Gly Asp Ala Ser 




130 










135 




140 


Gin 


Leu 


Lys 


Gin 


His 


Phe 


Ser 


Lys 


He Lys Pro Pro He He Lys Ser 


145 










150 






155 160 


Phe 


Asn 


Asp 


His 


Arg 


lie 


Ala 


Met 


Ser Phe Ala Val Leu Thr Leu Ala 










165 








170 175 


Leu 


Pro 


Leu 


Glu 


He 


Asp 


Asn 


Leu 


Glu Cys Ala Asn He Ser Phe Pro 








180 










185 190 


Thr 


Phe 


Gin 


Leu 


Trp 


Leu 


Asn 


Leu 


Phe Lys Lys Arg Ser Leu Asn Gly 



195 200 205 



Asn 



(2) INFORMATION FOR SEQ ID NO:697: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .75 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 697 



Val Gly Ser Leu 


Lys 


Phe 


Leu Asn Ala Met 


Gly Val Asp Leu Lys Val 


1 


5 




10 


15 


Lys Glu Ser Ala 


Asn 


He 


Met Val Gly Phe 


Ala Lys Asn Lys Thr Leu 


20 






25 


30 


Cys Ala Leu Phe 


He 


Leu 


Glu Glu Arg Leu 


Lys Ala Asn Ala Lys Glu 


35 






40 


45 


Val He Gin Ala 


Leu 


Gin 


Asn Gin Gly Leu 


Glu Leu Glu He Leu Ser 


50 






55 


60 


Gly Asp Asn Glu 


Ser 


Ser 


Val Lys Glu Cys 


Ala 


65 « 




70 




75 


(2) INFORMATION 


FOR 


SEQ 


ID NO: 698: 





(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 121 amino acids 
(B) TYPE: amino acid 



SUBSTITUTE SHEET (RULE 26) 



WO 96/40893 



PCT/US96/09122 



581 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_f eature 

(B) LOCATION 1...121 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 698 



Met Glu 


Ala 


Leu 


Asn 


Ala 


Leu 


Asn 


Ala 


Gin Ser Asp Glu Gin lie Leu 


1 






5 










10 .15 


cys Glu 


Gly 


Tyr 


Phe 


Val 


Leu 


Leu 


Gin 


He Leu Glu Pro Met He Pro 




20 










25 


30 


His Thr 


Ala 


Trp 


Glu 


Leu 


Ser 


Glu 


Arg 


Leu Phe Lys Arg Glu Asn Phe 




35 










40 




45 


Lys Pro 


He 


Glu 


Val 


Asp 


Glu 


Ser 


Ala 


Leu He Glu Asp Phe Met Thr 


50 










55 






60 


Leu Gly 


Leu 


Thr 


He 


Asn 


Gly 


Lys 


Arg 


Arg Ala Glu Leu Lys Val Asn 


65 








70 








75 80 


He Asn 


Ala 


Ser 


Lys 


Glu 


Glu 


He 


He 


He Leu Ala Lys Lys Glu Leu 








85 










90 " 95 


Glu Lys 


Tyr 


Leu 


Glu 


Asn 


Ala 


Ser 


Val 


Lys Lys Glu He Tyr Val Pro 






100 










105 


110 


Asn Lys 


Leu 


Val 


Asn 


Phe 


Val 


Thr 


Ala 






115 










120 







(2) INFORMATION FOR SEQ ID NO:699: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. ..102 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 699 



Met 


Lys 


Glu 


Ser 


He 


Lys Tyr Leu 


Leu 


Glu 


Ser 


Val Gly Leu Val Leu 


1 








5 






10 




15 


Leu 


Met 


Ser 


Val 


Asn 


Pro Gly Phe 


Gly 


Gly 


Gin 


Lys Phe Leu Asp Leu 








20 






25 






30 


Val 


Leu 


Glu 


Lys 


Cys 


Leu Lys Val 


Lys 


Glu 


Leu 


He Lys Arg Tyr Asn 






35 






40 








45 


Pro 


Ser 


Cys 


Leu 


Leu 


Glu Val Asp 


Gly 


Gly 


Val 


Asn Asp Lys Asn He 




50 








55 








60 


Phe 


Glu 


Leu 


Gin 


Gin 


Ala Gly Val 


Asp 


Val 


Val 


Val Ser Gly Ser Tyr 


65 










70 






75 


80 


He 


Phe 


Glu 


Ser 


Lys 


Asp Unk Lys 


Leu 


Ala 


He 


Glu Gly Leu Gin Asn 










85 






90 




95 
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Val Arg Gin Pro Leu Ala 
100 



(2) INFORMATION FOR SEQ ID NO: 700: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1. . .131 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 700 



Val His 


Asp 


Gly 


Val 


Leu 


Gly 


Trp 


Val Gly Phe Thr Leu He Ala Ser 


1 






5 








10 15 


Met Tyr 


His 


Met 


Thr 


Pro 


Arg 


Leu 


Phe Lys Arg Glu He Tyr Ser Gly 






20 










25 30 


Arg Leu 


Val 


Asp 


Phe 


Gin 


Phe 


Trp 


He Met Thr Leu Gly He Val Leu 




35 










40 


45 


Tyr Pbe 


Ser 


Ser 


Met 


Trp 


He 


Ala 


Gly He Thr Gin Gly Met Met Trp 


50 










55 




60 


Arg Asp 


Val 


Asp 


Gin 


Tyr 


Gly 


Asn 


Leu Thr Tyr Gin Phe He Asp Thr 


£5 








70 






75 80 


Val Lys 


Ala 


Leu 


He 


Pro 


Tyr 


Tyr 


Asn He Arg Gly Val Gly Gly Leu 








85 








90 95 


Met Tyr 


Phe 


He 


Gly 


Phe 


He 


He 


Phe Ala Tyr Asn He Phe Met Thr 






100 










105 110 


lie Thr 


Ala 


Gly 


Lys 


Lys 


Leu 


Glu 


Arg Glu Pro Asn Tyr Ala Thr Pro 




115 










120 


125 


Met Ala 


Lys 















130 



(2) INFORMATION FOR SEQ ID NO: 7 01: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 441 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .441 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 01 
Met He Thr Leu Phe Ser Phe Gly Ala Phe Ala Tyr Tyr Phe Val Ser 
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15 10 15 

Sex Gin lie Ser His Glu Asn Tyr Gin Asn Glu Met Arg His Tyr Gin 

20 25 30 

Phe Val Thr Thr lie Asn Glu lie Leu Asn Asn Tyr Ser Asp Tyr Arg 

35 40 45 

Ala lie Glu Asp Tyr Leu Tyr Lys lie Gly Phe Arg Glu Thr Thr He 

50 55 60 

Glu Asn Leu Glu Lys Val Leu Ala Lys Arg Arg His Gin Leu His His 
65 70 75 80 

Arg Asn He Trp Tyr Ala Glu Val Phe Lys Phe Ser Asp Met Val Phe 

85 90 95 

He Leu Leu Lys Lys Asp Glu His Phe Val Leu Tyr Lys Asp Leu His 

100 105 110 

Ser Val Ser Tyr Arg Asn Tyr Phe Leu Ala He Thr Val Gly Leu Leu 

115 120 125 

Leu He Leu Phe Leu Phe Leu Phe Val Leu Gin Ser Leu Leu Pro Leu 

130 135 140 

Arg Glu Leu Arg Ser Gin Val Lys Arg Phe Ala Gin Gly Asp Lys Ser 
145 150 155 160 

Val Ser Cys Lys Ser Lys Gin Lys Asp Glu He Gly Asp Leu Ala Asn 

165 170 175 

Glu Phe Asp Asn Cys He Gin Lys He Asn Ala Met Asn Glu Ser Arg 

180 185 190 

Val Leu Phe Leu Arg Ser He Met His Glu Leu Arg Thr Pro He Thr 

195 200 205 

Lys Gly Lys He Leu Ser Ser Met Leu Lys Glu Glu Leu Ser Cys Lys 

210 215 220 

Arg Phe Ser Ser He Phe Asp His Leu Asn Met Leu He Glu Gin Phe 
225 230 235 240 

Ala Arg He Glu Gin Leu Ala Ser Lys Asn Tyr Gly Ser Asn Lys Glu 

245 250 255 

Lys Phe Leu Met Ser Asp Leu He Asp Lys He Glu Lys Met Leu Leu 

260 265 270 

He Asp Glu Asp Lys Lys Ser Pro He His Val Ser Ser Ser Asn Tyr 

275 280 285 

He He Glu Ala Asp Phe Glu Leu Phe Ala He Ala Leu Lys Asn Met 

290 295 300 

He Asp Asn Ala He Lys Tyr Ser Asp Asp Lys Gin Val Phe Leu Asp 
305 310 315 320 

Phe He Gly Asn Asn Leu Val Val Ser Asn Lys Ser Lys Pro Leu Lys 

325 330 335 

Glu Asp Phe Glu Lys Tyr Leu Gin Pro Tyr Phe Lys Ser Ser Asn Pro 

340 345 350 

Ser Gin Ala His Gly Phe Gly Leu Gly Met Tyr He He Lys Asn Ala 

355 360 365 

Leu Glu Ala Met Gly Leu Asn Leu Ser Tyr His Tyr Ser Asn Gly Arg 

370 375 380 

He Cys Phe Thr He His Asp Cys Val Phe Asn Ser Phe Tyr Asp Leu 
385 390 395 400 

Glu Ala Asp Asn Glu Glu Leu Pro Pro Pro Glu Asn Leu Arg Glu Val 

405 410 415 

Lys Gly Met Lys Gly Thr Glu Lys Ala Asn Cys Gly Val Lys Glu Lys 

420 425 430 

Gin Lys Glu Arg Thr Cys Ser Asn Asp 
435 440 



(2) INFORMATION FOR SEQ ID NO: 702: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 
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(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

<A) ORGANISM: Helicobacter pylori 



(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 
<B) LOCATION 1. . .127 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 702 


Val Leu Leu 


Leu 


Ser 


Arg 


Met 


Gly 


He Ala Phe Ala His Ser He Phe 


1 




5 








10 15 


Trp Ser lie 


Thr 


Ala 


Ser 


Leu 


Val 


He Arg Val Ala Pro Arg Asn Lys 


20 










25 3 0 


Lys Gin Gin 


Ala 


Leu 


Gly 


Leu 


Leu 


Ala Leu Gly Ser Ser Leu Ala Met 


35 










40 


45 


lie Leu Gly 


Leu 


Pro 


Leu 


Gly 


Arg 


He He Gly Gin He Leu Asp Trp 


50 








55 




60 


Arg Ser Thr 


Phe 


Gly 


Val 


He 


Gly 


Gly Val Ala Thr Leu He Met Leu 


65 






70 






75 80 


Leu Met Trp 


Lys 


Leu 


Leu 


Pro 


His 


Leu Pro Ser Arg Asn Ala Gly Thr 






85 








90 95 


Leu Ala Ser 


Val 


Pro 


He 


Leu 


Met 


Lys Arg Pro Leu Leu Val Gly He 




100 










105 110 


Oyr Leu His 


Val 


Asn 


His 


Gly 


Tyr 


Phe Trp Ala Phe His His Leu 


115 










120 


125 



(2) INFORMATION FOR SEQ ID NO: 703: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 286 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .286 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 703 



Met 


Gly 


Thr 


Leu 


He 


Glu 


Lys 


Trp 


Phe 


Gly 


Phe 


Ser Gin He Arg Glu 


1 








5 










10 




15 


GlU 


Leu 


Glu 


Ala 


Arg 


He 


Ser 


Glu 


Leu 


Glu 


Asp 


Glu Asn Thr Glu Leu 








20 










25 






30 


Leu 


Arg 


Glu 


Arg 


Glu 


Tyr 


Leu 


Ala 


Ala 


Glu 


Thr 


Ser Glu Leu Lys Asp 






35 










40 








45 


Ala 


Asn 


Asp 


Gin 


Leu 


Arg 


Gin 


Lys 


Asn 


Asp 


Lys 


Leu Phe He Thr Lys 




50 










55 










60 


Asp 


Lys 


Leu 


Thr 


Lys 


Glu 


Asn 


Thr 


Glu 


Leu 


Phe 


Ala Glu Asn Glu Ser 


65 








70 










75 


80 


Leu 


Ser 


Val 


Lys 


He 


Ser 


Gly 


Leu 


Glu 


His 


Ser 


Asn Asp Gin Leu Trp 








85 










90 




95 


Gin 


Asn 


Asn 


Asn 


Lys 


Leu 


Thr 


Lys 


Glu 


Lys 


Ala 


Glu Leu Lys Thr Glu 








100 










105 






110 


Lys 


Asp 


He 


Leu 


Ala 


Lys 


Glu 


Asn 


Thr 


Arg 


Leu 


Leu Ala Ala Arg Asp 



SUBSTITUTE SHEET (RULE26) 



WO 96/40893 



PCT/US96/09122 



585 





1X3 














125 


Arg Leu 


Thr 




urlU 


Lys 


Arg 


Glu 


Leu Tnr 


Thr Glu Lys Glu Arg Leu 


X-> u 










1J 3 








Lys At g 


blU 


Asn 


Tnr 


Vj J.U 


Leu 


inr 


His Lys 


lie Thr Glu Leu Thr Lys 










J.JU 








133 lot) 


Glu Ash 


Liys 


nla 


Lieu 


inr 


inr 


pin 


noil nap 


Lys Leu Asn His Gin Val 








1DJ 








x / u 


1/3 


liii Ala 


Leu 




Asn 


ulu 


Arg 


Asp 


Ser Leu 


«iu bin biu Arg Ala Arg 
















X03 


ion 
i y u 


Jjeu \a±ll 


Asp 


Ala 


HIS 




rtie 


Lieu 


Glu Lys 


Arg Cys Thr Asn Leu Glu 














"> Aft 

^uu 




one 


LyS U»XU 


Asn 


VaXn 


Arg 


Lieu 


Tnr 


Asp 


Lys Leu 


Lys Gin Leu Glu Ser Ala 


210 










215 






220 


Gin Lys 


Ser 


Leu 


Glu 


Asn 


Thr 


Asn 


Asn Gin 


Leu Arg Gin Ala Leu Glu 


225 








230 








235 240 


Asn Ser 


Asn 


Val 


Gin 


Leu 


Ala 


Gin 


Ala Lys 


Glu Unk He Ala He Glu 








245 








250 


255 


Unk Ser 


Glu 


Leu 


Unk 


Arg 


Arg 


Asn 


Arg Thr 


Leu Glu Glu Leu Arg Gly 






260 










265 


270 


Tyr Gly 


Ser 


Gin 


Lys 


Unk 


lie 


Trp 


Thr Tyr 


Thr Unk Gly Val 




275 










280 




285 



(2) INFORMATION FOR SEQ ID NO: 7 03: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 286 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

<A) NAME /KEY: misc_feature 

(B) LOCATION 1...286 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 03 



Met Gly 


Thr 


Leu 


He 


Glu 


Lys 


Trp 


Phe 


Gly 


Phe 


Ser Gin He Arg Glu 


1 






5 










10 




15 


Glu Leu 


Glu 


Ala 
20 


Arg 


He 


Ser 


Glu 


Leu 
25 


Glu 


Asp 


Glu Asn Thr Glu Leu 
30 


Leu Arg 


Glu 
35 


Arg 


Glu 


Tyr 


Leu 


Ala 
40 


Ala 


Glu 


Thr 


Ser Glu Leu Lys Asp 
45 


Ala Asn 


Asp 


Gin 


Leu 


Arg 


Gin 


Lys 


Asn 


Asp 


Lys 


Leu Phe He Thr Lys 


50 










55 










60 


Asp Lys 


Leu 


Thr 


Lys 


Glu 


Asn 


Thr 


Glu 


Leu 


Phe 


Ala Glu Asn Glu Ser 


65 








70 










75 


80 


Leu Ser 


Val 


Lys 


He 
85 


Ser 


Gly 


Leu 


Glu 


His 
90 


Ser 


Asn Asp Gin Leu Trp 
95 


Gin Asn 


Asn 


Asn 
100 


Lys 


Leu 


Thr 


Lys 


Glu 
105 


Lys 


Ala 


Glu Leu Lys Thr Glu 
110 


Lys Asp 


He 


Leu 


Ala 


Lys 


Glu 


Asn 


Thr 


Arg 


Leu 


Leu Ala Ala Arg Asp 

125 ' 




115 










120 








Arg Leu 


Thr 


Glu 


Glu 


Lys 


Arg 


Glu 


Leu 


Thr 


Thr 


Glu Lys Glu Arg Leu 


130 










135 










140 


Lys Arg 


Glu 


Asn 


Thr 


Glu 


Leu 


Thr 


His 


Lys 


He 


Thr Glu Leu Thr Lys 


145 








150 










155 


160 


Glu Asn 


Lys 


Ala 


Leu 
165 


Thr 


Thr 


Glu 


Asn 


Asp 
170 


Lys 


Leu Asn His Gin Val 
175 
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Thr Ala 


Leu 


Thr 


Asn 


Glu 


Arg 


Asp 


Ser 


Leu Glu Gin Glu Arg Ala Arg 






180 










185 


190 


Leu Gin 


Asp 


Ala 


His 


Gly 


Phe 


Leu 


Glu 


Lys Arg Cys Thr Asn Leu Glu 




195 










200 




205 


Lys Glu 


Asn 


Gin 


Arg 


Leu 


Thr 


Asp 


Lys 


Leu Lys Gin Leu Glu Ser Ala 


210 










215 






220 


Gin Lys 


Ser 


Leu 


Glu 


Asn 


Thr 


Asn 


Asn 


Gin Leu Arg Gin Ala Leu Glu 


225 








230 








235 240 


Asn Ser 


Asn 


Val 


Gin 


Leu 


Ala 


Gin 


Ala 


Lys Glu Unk He Ala He Glu 








245 










250 255 


Unk Ser 


Glu 


Leu 


Unk 


Arg 


Arg 


Asn 


Arg 


Thr Leu Glu Glu Leu Arg Gly 






260 










265 


270 


Tyr Gly 


Ser 


Gin 


Lys 


Unk 


He 


Trp 


Thr 


Tyr Thr Unk Gly Val 




275 










280 




. 285 



<2) INFORMATION FOR SEQ ID NO: 7 04: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 110 amino acids 
{B> TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1...110 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 704 



Val Leu Arg 


Lys 


Leu 


Leu 


Gly 


Lys 


Asn 


Cys 


He Glu Thr His Lys Gly 


1 




5 










10 


15 


Val Gly Tyr 


Arg 


Leu 


Thr 


His 


Tyr 


Glu 


Lys 


Lys Ser Leu Lys Leu Phe 




20 










25 




30 


Leu Gly Thr 


Tyr 


Leu 


Gly 


Ser 


Ser 


Phe 


Val 


Leu Met Leu Val He Ser 


35 










40 






45 


Val Leu Ala 


Phe 


Asn 


Tyr 


Glu 


Lys 


Asn 


Glu 


Lys He Lys Unk lie Arg 


50 








55 








60 


Met Asp Met 


Asp 


Lys 


Met 


Ala 


Ser 


Lys 


He 


Ala Ser Glu He He Gin 


65 






70 










75 80 


Leu His Met 


Gin 


Thr 


His 


Ala 


Asp 


Tyr 


His 


Asn Ala Leu Asn Ala Leu 






85 










90 


95 


He Ser Arg 


Tyr 


Lys 


Asp 


Val 


Ser 


He 


Unk Leu Unk Asp Thr 




100 










105 




110 



(2) INFORMATION FOR SEQ ID NO:704: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 
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(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .110 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO:704 



Val Leu Arg 


Lys 


Leu 


Leu 


Gly Lys 


Asn 


Cys He 


Glu Thr His Lys Gly 


1 




5 








10 


15 


Val Gly Tyr 


Arg 


Leu 


Thr 


His Tyr 


Glu 


Lys Lys 


Ser Leu Lys Leu Phe 




20 








25 




30 


Leu Gly Thr 


Tyr 


Leu 


Gly 


Ser Ser 


Phe 


Val Leu 


Met Leu Val lie Ser 


35 








40 






45 


Val Leu Ala 


Phe 


Asn 


Tyr 


Glu Lys 


Asn 


Glu Lys 


He Lys Unk He Arg 


50 








55 






60 


Met Asp Met 


Asp 


Lys 


Met 


Ala Ser 


Lys 


He Ala 


Ser Glu He He Gin 


65 






70 






75 


80 


Leu His Met 


Gin 


Thr 


His 


Ala Asp 


Tyr 


His Asn 


Ala Leu Asn Ala Leu 






85 








90 


95 


He Ser Arg 


Tyr 


Lys 


Asp 


Val Ser 


He 


Unk Leu Unk Asp Thr 




100 








105 




110 


(2) INFORMATION 


FOR 


SEQ 


ID NO:705: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 115 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .115 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 705 



Met Arg 


He 


He 


He 


Arg 


Leu 


Leu 


Ser 


Phe Lys Met Asn Ala Phe Leu 


1 






5 










10 15 


Lys Leu 


Ala 


Leu 


Ala 


Ser 


Leu 


Met 


Gly 


Gly Leu Trp Tyr Ala Phe Asn 






20 










25 


30 


Gly Glu 


Gly 


Ser 


Glu 


He 


Val 


Ala 


He 


Gly He Phe Val Leu He Leu 




35 










40 




45 


Phe Val 


Phe 


Phe 


He 


Arg 


Pro 


Val 


Ser 


Phe Gin Asp Pro Glu Lys Arg 


50 










55 






60 


Glu Glu 


Tyr 


He 


Glu 


Arg 


Leu 


Lys 


Lys 


Asn His Glu Arg Lys Met He 


65 








70 








75 80 


Leu Gin 


Asp 


Lys 


Gin 


Lys 


Glu 


Glu 


Gin 


Met Arg Leu Tyr Gin Ala Lys 








85 










90 95 


Lys Glu 


Arg 


Glu 


Ser 


Arg 


Gin 


Lys 


Gin 


Asp Leu Lys Glu Gin Met Lys 






100 










105 


110 



Lys Tyr Ser 
115 



(2) INFORMATION FOR SEQ ID NO:706: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii> MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE : 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .86 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 06 

Val Arg Ser Cys Lys Gin lie Phe Asp Lys Gly Leu Lys Pro Tyr Tyr 

1 5 10 15 

Lys His Ser Val Cys Leu Lys Pro Phe Phe Arg Phe Cys Phe Leu Lys 

20 25 30 

He His Ala Tyr Gin Gin Arg Tyr Arg Ala Phe Ala Leu Thr Leu Phe 

35 40 45 

Ser Cys Lys Phe Phe Asn Ala Cys Lys He Phe He Pro He He Asp 

50 55 60 

Phe Lys He Val Phe He Pro He Leu Lys His Gin Ala Lys Leu Lys 
65 70 75 "* 80 

Arg Val Ser Asn Ala Tyr 
85 



(2) INFORMATION FOR SEQ ID NO: 707: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .44 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 07 

Met Cys Gly Met Gly Phe He Gly Phe Lys Thr Lys Leu Thr Gin Thr 

15 io 15 

Lys Ala Phe He He Leu He Pro He Phe Gin Asp Arg Ala Val Lys 

20 25 30 

Ala Ala Thr Arg Ser Ala Pro He Gin Leu He Cys 
35 40 



(2) • INFORMATION FOR SEQ ID NO: 708: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 560 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_f eature 

(B) LOCATION 1. . .560 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 08 



Met 


Gly 


Asn 


Phe 


Asn 


Ser 


Tyr 


Gly 


Asp 


Leu 


Val 


Phe Asn Leu 


Ser His' 


1 








5 










10 






15 


Ser 


Val 


Ser 


His 


Ala 


He 


He 


Asn 


Thr 


Gin 


Gly 


Thr Ala Thr 


He Met 








20 










25 






30 




Ala 


Asn 


Asn 


Asn 


Pro 


Leu 


He 


Gin 


Phe 


Asn 


Ala 


Ser Ser Lys 


Glu Val 






35 










40 








45 




Gly 


Thr 


Tyr 


Thr 


Leu 


He 


Asp 


Ser 


Ala 


Lys 


Ala 


He Tyr Tyr 


Gly Tyr 




50 










55 










60 




Asn 


Asn 


Gin 


He 


Thr 


Gly 


Gly 


Ser 


Ser 


Leu 


Asp 


Asn Tyr Leu 


Lys Leu 


65 










70 










75 




80 


Tyr 


Ala 


Leu 


He 


Asp 


He 


Asn 


Gly 


Lys 


His 


Met 


Val Met Thr 


Asp Asn 










85 










90 






95 


Gly 


Leu 


Thr 


Tyr 


Asn 


Gly 


Gin 


Ala 


Val 


Ser 


Val 


Lys Asp Gly 


Gly Leu 








100 










105 






110 




Val 


Val 


Gly 


Phe 


Lys 


Asp 


Ser 


Gin 


Asn 


Gin 


Tyr 


He Tyr Thr 


Ser He 






115 










120 








125 




Leu 


Tyr 


Asn 


Lys 


Val 


Lys 


He 


Ala 


Val 


Ser 


Asn 


Asp Pro He 


Asn Asn 




130 










135 










140 




Pro 


Gin 


Ala 


Pro 


Thr 


Leu 


Lys 


Gin 


Tyr 


He 


Ala 


Gin He Gin 


Gly Val 


145 










150 










155 




160 


Gin 


Ser 


Val 


Asp 


Ser 


lie 


Unk 


Gin 


Ala 


Gly 


Gly 


Asn Gin Ala 


He Asn 










165 










170 






175 


Trp 


Leu 


Asn 


Lys 


He 


Phe 


Glu 


Thr 


Lys 


Gly 


Ser 


Pro Leu Phe 


Ala Pro 








180 










185 






190 




Tyr 


Tyr 


Leu 


Glu 


Ser 


His 


Ser 


Thr 


Lys 


Asp 


Leu 


Thr Thr He 


Ala Gly 






195 










200 








205 




Asp 


He 


Ala 


Asn 


Thr 


Leu 


Glu 


Val 


He 


Ala 


Asn 


Pro Asn Phe 


Lys Asn 




210 










215 










220 




Asp 


Ala 


Thr 


Asn 


He 


Leu 


Gin 


He 


Asn 


Thr 


Tyr 


Thr Gin Gin 


Met Ser 


225 










230 










235 




240 


Arg 


Leu 


Ala 


Lys 


Leu 


Ser 


Asp 


Thr 


Ser 


Thr 


Phe 


Ala Arg Ser 


Asp Phe 










245 










250 






255 


Leu 


Glu 


Arg 


Leu 


Glu 


Ala 


Leu 


Lys 


Asn 


Lys 


Arg 


Phe Ala Asp 


Ala He 








260 










265 






270 




Pro 


Asn 


Ala 


Met 


Asp 


Val 


He 


Leu 


Lys 


Tyr 


Ser 


Gin Arg Asn 


Arg Val 






275 










280 








285 


Lys 


Asn 


Asn 


Val 


Trp 


Ala 


Thr 


Gly 


Val 


Gly 


Gly 


Ala Ser Phe 


He Ser 




290 










295 










300 




Gly 


Gly 


Thr 


Unk 


Thr 


Leu 


Tyr 


Gly 


He 


Asn 


Unk 


Gly Tyr Asp 


Arg Phe 


305 










310 










315 




320 


He 


Lys 


Gly 


Val 


He 


Val 


Gly 


Gly 


Tyr 


Ala 


Ala 


Tyr Gly Tyr 


Ser Gly 










325 










330 






335 


Pbe 


His 


Ala 


Asn 


He 


Thr 


Gin 


Ser 


Gly 


Ser 


Ser 


Asn Val Asn 


Val Gly 








340 










345 






350 




Val 


Tyr 


Ser 


Arg 


Ala 


Phe 


He 


Lys 


Arg 


Ser 


Glu 


Leu Thr Met 


Ser Leu 






355 










360 








365 




Asn 


Glu 


Thr 


Trp 


Gly 


Tyr 


Asn 


Lys 


Thr 


Phe 


He 


Asn Ser Tyr 


Asp Pro 




370 










375 










380 




Leu 


Leu 


Ser 


He 


He 


Asn 


Gin 


Ser 


Tyr 


Arg 


Tyr 


Asp Thr Trp 


Thr Thr 


385 










390 










395 




400 


Asp 


Ala 


Lys 


He 


Asn 


Tyr 


Gly 


Tyr 


Asp 


Phe 


Met 


Phe Lys Asp 


Lys Ser 



405 410 415 
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Val 


lie 


Phe 


Lys 


Pro 


Gin 


Val 


Glv 


Leu 


Ser Tyr Tyr 


Tyr He Gly Leu 








420 










425 




430 


Ser 


Glv 


Leu 


Arg 


Glv 


He 


Met 


Asp 


Asp 


Pro He Tyr 


Asn Gin Phe Ara 






435 










440 






445 


Ala 


Asn 


Ala 


Asp 


Pro 


Asn 


Lys 


Lys 


Ser 


Val Leu Thr 


He Asn Phe Ala 














T J J 






460 




Leu 


Glu 


Ser 


Arg 


His 




Phe 


Asn 


Lys 


Asn Ser Tvr 


Tvr Ph*» Val Tie 

xjri filler v a J. lie 


465 










470 








475 


480 




Asp 


Veil. 




Zir-rr 


Asp 


Leu. 


PV.A 

file 


lie 


Zlen Cor Mot* 
ot^x rict. 


f 1 \ r 7\ en T^/er Mat" 
wly ASp LiyS WcL 










485 










490 


495 


Val 


Arg 


Phe 


lie 


Gly 


Asn 


Asn 


Thr 


Leu 


Ser* Tvr Arn 


A^n filvr filvr Ayv* 








500 










505 




510 


Tyr 


Asn 


Thr 


Phe 


Ala 


Ser 


He 


He 


Thr 


Gly Gly Glu 


He Arg Leu Phe 






515 










520 






525 


Lys 


Thr 


Phe 


Tyr 


Val 


Asn 


Ala 


Gly 


He 


Gly Ala Arg 


Phe Gly Leu Asp 




530 










535 






540 




Tyr 


Lys 


Asp 


He 


Asn 


He 


Thr 


Gly 


Asn 


He Gly Met 


Unk Unk Unk Phe 


545 










550 








555 


560 


(2) 


INFORMATION 


FOR 


SEQ 


ID NO:709: 







<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...124 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 70 9 



Leu Met Thr 


Lys 


Ser 


Leu 


Lys 


Leu 


He 


Gin Lys Gly 


Val Lys Asn Leu 


1 




5 










10 


15 


Tyr Glu Thr 


Leu 


Lys 


Asn 


Arg 


Ala 


Leu 


Glu His Gin 


Asp Thr Leu Met 




20 










25 




30 


Val Gly Arg 


Ser 


His 


Gly 


Val 


Phe 


Gly 


Glu Pro He 


Thr Phe Gly Leu 


35 










40 






45 


Val Leu Ala 


Leu 


Phe 


Ala 


Asp 


Glu 


He 


Lys Arg His 


Leu Lys Ala Leu 


50 








55 






60 




Asp Leu Thr 


Met 


Glu 


Phe 


He 


Unk 


Val 


Gly Ala He 


Ser Gly Ala Met 


65 






70 








75 


80 


Gly Asn Phe 


Ala 


His 


Ala 


Pro 


Leu 


Glu 


Leu Glu Glu 


Leu Ala Cys Gly 






85 










90 


95 


Phe Leu Gly 


Leu 


Lys 


Thr 


Ala 


Asn 


He 


Ser Asn Gin 


Val He Gin Arg 




100 










105 




110 


Asp Arg Tyr 


Ala 


Gly 


Leu 


His 


Ala 


He 


Trp Leu Phe 




115 










120 








(2) INFORMATION 


FOR 


SEQ 


ID 1 


10:709: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE : protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: raisc_f eature 

(B) LOCATION 1...124 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 709 



Leu Met Thr 


Lys 


Ser 


Leu 


Lys 


Leu 


He 


Gin Lys Gly Val Lys Asn Leu 


1 




5 










10 * 15 


Tyr Glu Thr 


Leu 


Lys 


Asn 


Arg 


Ala 


Leu 


Glu His Gin Asp Thr Leu Met 




20 










25 


30 


Val Gly Arg 


Ser 


His 


Gly 


Val 


Phe 


Gly 


Glu Pro He Thr Phe Gly Leu 


35 










40 




45 


Val Leu Ala 


Leu 


Phe 


Ala 


Asp 


Glu 


He 


Lys Arg His Leu Lys Ala Leu 


50 








55 






60 


Asp Leu Thr 


Met 


Glu 


Phe 


He 


Unk 


Val 


Gly Ala He Ser Gly Ala Met 


65 ' 






70 








75 80 


Gly Asn Phe 


Ala 


His 


Ala 


Pro 


Leu 


Glu 


Leu Glu Glu Leu Ala Cys Gly 




85 










90 95 


Phe Leu Gly 


Leu 


Lys 


Thr 


Ala 


Asn 


He 


Ser Asn Gin Val He Gin Arg 




100 










105 


110 


Asp Arg Tyr 


Ala 


Gly 


Leu 


His 


Ala 


He 


Trp Leu Phe 



115 120 



(2) INFORMATION FOR SEQ ID NO: 710: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

{ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_f eature 

(B) LOCATION 1. . .95 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 710 



Leu Ser Asp 


Ala 


Ser 


Lys Arg 


Ser 


Leu 


Asn 


Pro Thr Leu Met Met Asn 


1 




5 








10 


15 


Asn Asn Asn 


Thr 


Leu 


Pro Lys 


Pro 


Leu 


Glu 


Glu Ser Leu Asp Leu Lys 




20 








25 




30 


Glu Phe He 


Ala 


Leu 


Phe Lys 


Thr 


Phe 


Phe 


Ala Lys Glu Arg Gly Ser 


35 








40 






45 


He Ala Leu 


Glu 


Asn 


Asp Leu 


Lys 


Gin 


Ala 


Phe Thr Tyr Leu Asn Glu 


50 






55 








60 


Val Asp Ala 


He 


Gly 


Leu Pro 


Ala 


Pro 


Unk 


Lys Arg Glu Arg Lys Arg 


65 






70 








75 80 


Ser Tyr Cys 


Cys 


Gin 


Thr His 


Gin 


He 


Arg 


Asp Ala Pro Phe Arg 






85 








90 


95 
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<2) INFORMATION FOR SEQ ID NO: 7 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 



(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
<B) LOCATION 1. . .95 

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 10 



Leu Ser Asp Ala 


Ser 


Lys 


Arg Ser 


1 


5 






Asn Asn Asn Thr 


Leu 


Pro 


Lys Pro 


20 








Glu Phe lie Ala 


Leu 


Phe 


Lys Thr 


35 






40 


lie Ala Leu Glu 


Asn 


Asp 


Leu Lys 


50 






55 


Val Asp Ala He 


Gly 


Leu 


Pro Ala 


65 




70 




Ser Tyr Cys Cys 


Gin 
85 


Thr 


His Gin 



Leu Asn Pro Thr Leu Met Met Asn 

10 15 
Leu Glu Glu Ser Leu Asp Leu Lys 
25 30 
Phe Phe Ala Lys Glu Arg Gly Ser 
45 

Gin Ala Phe Thr Tyr Leu Asn Glu 
60 

Pro Unk Lys Arg Glu Arg Lys Arg 

75 80 
He Arg Asp Ala Pro Phe Arg 
90 95 



(2) INFORMATION FOR SEQ ID NO: 7 11: 



<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
<D> TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY: misc_feature 

(B) LOCATION 1. . .80 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:711 

Leu Pro He He Leu Unk Val He Val Met Met Phe Phe Ser Lys He 

15 10 15 

Val Gly Asp Phe He Glu Lys His Tyr Arg Val Lys Thr Leu Ala Phe 

20 25 30 

Val Phe Leu Leu Val Val Gly Val Phe Leu Phe Leu Glu Gly Leu His 

35 40 45 

Leu His He Asn Lys Asn Tyr Leu Tyr Ala Gly He Gly Phe Ala Leu 

50 55 60 

Leu He Glu Cys Leu Unk He Phe He Glu Lys Lys Met Lys Lys Ser 
65 70 75 80 
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(2) INFORMATION FOR SEQ ID NO: 711: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .80 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:711 



Leu Pro lie lie 


Leu 


Unk 


Val He 


Val 


Met 


Met Phe Phe Ser Lys lie 


1 


5 








10 


15 


Val Gly Asp Phe 


He 


Glu 


Lys His 


Tyr Arg 


Val Lys Thr Leu Ala Phe 


20 








25 




30 


Val Phe Leu Leu 


Val 


Val 


Gly Val 


Phe 


Leu 


Phe Leu Glu Gly Leu His 


35 






40 






45 


Leu His lie Asn 


Lys 


Asn 


Tyr Leu 


Tyr 


Ala 


Gly He Gly Phe Ala Leu 


50 






55 






60 


Leu lie Glu Cys 


Leu 


Unk 


He Phe 


He 


Glu 


Lys Lys Met Lys Lys Ser 


65 




70 








75 80 


(2) INFORMATION 


FOR 


SEQ 


ID'NO:712: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...141 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 12 



Met Glu Ser 


Asn 


Gin Ser 


Leu 


Pro 


Met 


Ala 


Leu 


lie Ser Cys Ser Pro 


1 




5 








10 




15 


Asn Ala Lys 


Gly 


Ala Asp 


He 


Lys 


Gly 


Tyr 


Asn 


Gly Leu Val Gly Glu 




20 








25 






30 


Leu He Glu 


Arg 


Asn Phe 


Gin 


Arg 


Tyr 


Gly 


Val 


Pro Leu Leu Leu Ser 


35 








40 








45 


Thr Leu Thr 


Asn 


Gly Leu 


Leu 


He 


Gly 


He 


Thr 


Ser Ala Leu Asn Asn 


50 






55 










60 


Arg Gly Asn 


Lys 


Glu Glu 


Val 


Thr 


Asn 


Phe 


Phe 


Gly Asp Tyr Leu Leu 


65 




70 










75 


80 


Leu Gin Leu 


Met 


Arg Gin 


Ser 


Gly 


Met 


Gly 


He 


Asn Gin Val Val Asn 






85 








90 




95 
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Gin lie Leu Arg Asp Lys Ser Lys lie Ala Pro lie Val Val lie Arg 

100 105 110 

Glu Gly Ser Arg Val Phe lie Ser Pro Asn Thr Asp He Phe Phe Pro 

115 120 125 

lie Pro Arg Glu Asn Glu Val He Ala Glu Phe Leu Lys 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 7 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1...51 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:713 

Val Asn Phe Tyr Leu Ser Pro Lys Asp Tyr His His Tyr His Ala Pro 

15 10 15 

Cys Asp Leu Glu He Leu Glu Ala Arg Tyr Phe Ala Gly Lys Leu Leu 

20 25 30 

Pro Val Asn Lys Pro Ser Leu His Lys Lys Gin Asn Leu Phe Val Gly 

35 40 45 

Asn Glu Arg 
50 



(2) INFORMATION FOR SEQ ID NO: 714: 

<i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 233 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(Vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...233 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 714 

Met Asp He Leu Lys Ala Glu His Leu Asn Lys Gin He Lys Lys Thr 

1 5 10 15 

Lys He Val Ser Asp Val Ser Leu Glu Val Lys Ser Gly Glu Val Val 

20 25 30 

Gly Leu Leu Gly Pro Asn Gly Ala Gly Lys Thr Thr Thr Phe Tyr Met 

35 40 45 

He Cys Gly Leu Leu Glu Pro Ser Gly Gly Ser Val Tyr Leu Asn Asp 
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50 


55 


60 






Val 


Asp Leu Ala Lys Tyr 


Pro Leu 


His Lys Arg Ser Asn Leu 


Gly 


He 


65 


70 




75 




80 


Gly 


Tyr Leu Pro Gin Glu 


Ser Ser 


He Phe Lys Glu Leu Ser 


Val 


Glu 




85 




90 


95 




Glu 


Asn Leu Ala Leu Ala 


Gly Glu 


Ser Thr Phe Lys Asn Ser 


Lys 


Glu 




100 




105 110 




Ser 


Glu Glu Lys Met Glu 


Ser Leu 


Leu Asp Ala Phe Asn He 


Gin 


Ala 




115 


120 


125 






lie 


Arg Glu Arg Lys Gly 


Met Ser 


Leu Ser Gly Gly Glu Arg 


Arg 


Arg 




130 


135 


140 






Val 


Glu lie Ala Arg Ala 


Leu Met 


Lys Asn Pro Lys Phe Val 


Leu 


Leu 


145 


150 




155 




160 


Asp 


Glu Pro Phe Ala Gly 


Val Asp 


Pro He Ala Val He Asp 


He 


Gin 




165 




170 


175 




Arg 


He He Glu Ser Leu 


He Gly 


Leu Asn He Gly Val Leu 


He 


Thr 




180 




185 190 






Asp 


His Asn Val Arg Glu 


Thr Leu 


Ser Val Cys His Arg Ala 


Tyr Val 




195 


200 


205 






lie 


Lys Ser Gly Thr Leu 


Leu Ala 


Ala Gly Thr Leu Met Lys 


Phe 


Met 




210 


215 


220 






Lys 


Thr Leu Trp Cys Val 


Ser He 


He 






225 


230 










(2) 


INFORMATION FOR SEQ 


ID NO:715: 







(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 265 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1...265 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 715 



Met He 


Lys 


Ala 


Arg 


Phe 


Lys 


Lys 


Arg 


Leu 


Leu 


Gly Ser Arg 


Gly Ala 


1 






5 










10 






15 


Phe Asp 


Leu 


Asn 


He 


Asp 


Leu 


Glu 


He 


Lys 


Glu 


Ala Glu Val 


Val Ala 






20 










25 






30 




Leu Leu 


Gly 


Glu 


Ser 


Gly 


Ala 


Gly 


Lys 


Ser 


Thr 


He Leu Arg 


He Leu 




35 










40 








45 




Ala Gly 


Leu 


Glu 


Ala 


Val 


Ser 


Ser 


Gly 


Tyr 


He 


Glu Ala Asn 


His Ser 


50 










55 










60 




Val Trp 


Leu 


Asp 


Thr 


Gin 


Lys 


Lys 


He 


Phe 


Leu 


Lys Pro Gin 


Gin Arg 


65 








70 










75 




80 


Lys He 


Gly 


Phe 


Val 


Phe 


Gin 


Asp 


Tyr 


Ala 


Leu 


Phe Pro His 


Leu Asn 








85 










90 






95 


Val Tyr 


Gin 


Asn 


He 


Ala 


Phe 


Ala 


His 


Pro 


Lys 


Asp Lys Asn 


Lys He 






100 










105 






110 




His Glu 


Val 


Leu 


Arg 


Leu 


Met 


Arg 


Leu 


Glu 


Asn 


Leu Ser Gin 


Gin Lys 




115 










120 








125 




He Pro 


Lys 


Leu 


Ser 


Gly 


Gly 


Gin 


Ala 


Gin 


Arg 


Val Ala Leu 


Ala Arg 


130 










135 










140 




Ala Leu 


He 


Ala 


Ala 


Lys 


Asn 


Leu 


Leu 


Leu 


Leu 


Asp Glu Pro 


Leu Asn 


145 








150 










155 




160 
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Ala Leu 


Asp 


Asn 


Ala 


Leu 


Lys 


Asn 


Glu 


Val 


Gin 


Gin Gly Leu Leu 


Asp 








165 










170 










175 




Phe He 


Lys 


Arg 
180 


Glu 


Asn 


Leu 


Ser 


Val 
185 


Leu 


Leu 


Val 


Ser 


190 


Asp 


Pro 


Asn Glu 


He 
195 


Thr 


Lys 


Leu 


Ala 


Arg 
200 


Thr 


Phe 


Leu 


Phe 


Leu 
205 


Asn 


Asn 


Gly 


Val He 


Asp 


Pro 


Asn 


Gin 


Glu 


Asn 


Arg 


Leu 


Phe 


Ser 


Asn 


Arg 


Leu 


Leu 


210 










215 










220 










Val Lys 


Pro 


Leu 


Phe 


Glu 


Asp 


Glu 


Asn 


Tyr 


Cys 


His 


Tyr 


Glu 


Val 


He 


225 








230 










235 










240 


Pro Gin 


Thr 


He 


Ser 
245 


Leu 


Pro 


Lys 


Asp 


Cys 
250 


Leu 


Asn 


Pro 


Thr 


Phe 
255 


Lys 


Leu Asp 


Phe 


He 
260 


Gin 


Asn 


Lys 


Lys 


Phe 
265 

















(2) INFORMATION FOR SEQ ID NO:715: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 265 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

<vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

<ix) FEATURE: 

(A) NAME /KEY : misc_feature 

(B) LOCATION 1. . .265 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 715 



Met He Lys 


Ala 


Arg 


Phe 


Lys 


Lys 


Arg 


Leu 


Leu 


Gly Ser Arg Gly 


Ala 


1 




5 










10 




15 




Phe Asp Leu 


Asn 


He 


Asp 


Leu 


Glu 


He 


Lys 


Glu 


Ala Glu Val Val 


Ala 




20 










25 






30 




Leu Leu Gly 


Glu 


Ser 


Gly 


Ala 


Gly 


Lys 


Ser 


Thr 


He Leu Arg He 


Leu 


35 










40 








45 




Ala Gly Leu 


Glu 


Ala 


Val 


Ser 


Ser 


Gly 


Tyr 


He 


Glu Ala Asn His 


Ser 


50 








55 










60 




Val Trp Leu 


Asp 


Thr 


Gin 


Lys 


Lys 


He 


Phe 


Leu 


Lys Pro Gin Gin 


Arg 


65 






70 










75 




80 


Lys He Gly 


Phe 


Val 


Phe 


Gin 


Asp 


Tyr 


Ala 


Leu 


Phe Pro His Leu 


Asn 






85 










90 




95 




Val Tyr Gin 


Asn 


He 


Ala 


Phe 


Ala 


His 


Pro 


Lys 


Asp Lys Asn Lys 


He 




100 










105 






110 




His Glu Val 


Leu 


Arg 


Leu 


Met 


Arg 


Leu 


Glu 


Asn 


Leu Ser Gin Gin 


Lys 


115 










120 








125 


He Pro Lys 


Leu 


Ser 


Gly 


Gly 


Gin 


Ala 


Gin 


Arg 


Val Ala Leu Ala 


Arg 


130 








135 










140 




Ala Leu He 


Ala 


Ala 


Lys 


Asn 


Leu 


Leu 


Leu 


Leu 


Asp Glu Pro Leu 


Asn 


145 






150 










155 


160 


Ala Leu Asp 


Asn 


Ala 


Leu 


Lys 


Asn 


Glu 


Val 


Gin 


Gin Gly Leu Leu 


Asp 






165 










170 




175 


Phe He Lys 


Arg 


Glu 


Asn 


Leu 


Ser 


Val 


Leu 


Leu 


Val Ser His Asp 


Pro 




180 










185 






190 




Asn Glu He 


Thr 


Lys 


Leu 


Ala 


Arg 


Thr 


Phe 


Leu 


Phe Leu Asn Asn 


Gly 


195 










200 








205 


Val He Asp 


Pro 


Asn 


Gin 


Glu 


Asn 


Arg 


Leu 


Phe 


Ser Asn Arg Leu 


Leu 


210 








215 










220 




Val Lys Pro 


Leu 


Phe 


Glu 


Asp 


Glu 


Asn 


Tyr 


Cys 


His Tyr Glu Val 


He 
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225 230 235 240 

Pro Gin Thr He Ser Leu Pro Lys Asp Cys Leu Asn Pro Thr Phe Lys 

245 250 255 

Leu Asp Phe He Gin Asn Lys Lys Phe 
260 265 



(2) INFORMATION FOR SEQ ID NO: 7 16: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 158 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE : . 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 

(B) LOCATION 1. . .158 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 716 



Met Lys Glu 


He 


Val 


Thr 


He 


Glu 


Asn Val 


Ser Phe Asn Tyr His Asn 


1 




5 








10 


15 


Arg Ala He 


Phe 


Lys 


Asp 


Phe 


Asn 


Leu Ser 


He Gin Glu Gly Asp Phe 




20 










25 


30 


Leu Cys Val 


Leu 


Gly 


Glu 


Ser 


Gly 


Sier Gly 


Lys Ser Thr Leu Leu Gly 


35 










40 




45 


Leu He Leu 


Gly 


Leu 


Leu 


Lys 


Pro 


Ser Leu 


Gly Ser Val Lys He Phe 


50 








55 






60 


Asn Glu Thr 


Leu 


Ser 


Asn 


Asn 


Ala 


Phe Leu 


Arg Gin Lys He Gly Tyr 


65 






70 








75 80 


lie Ala Gin 


Gly 


Asn 


Ser 


Leu 


Phe 


Pro His 


Leu Asn Ala Leu Gin Asn 




85 








90 


95 


Met Thr Phe 


Cys 


Leu 


Asn 


Leu 


Gin 


Gly He 


Asn Lys Gin Ala Ala Gin 




100 










105 


110 


Lys Glu Ala 


Lys 


Ala 


Leu 


Ala 


Leu 


Lys Met 


Gly Leu Asp Glu Ser Leu 


115 










120 




125 


Met Asp Lys 


Phe 


Pro 


Asn 


Glu 


Leu 


Ser Gly 


Gly Gin Ala Lys Glu Trp 


130 








135 






140 


Ala Leu Leu 


Gly 


Gly 


Leu 


Ser 


Thr 


Gly Gin 


Asn Ser Phe Tyr 


145 






150 








155 



(2) INFORMATION FOR SEQ ID NO: 7 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 191 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc_feature 
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(B) LOCATION X. . .191 
(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 717 



Met 


He 


Phe 


Pro 


Glu 


Arg 


Phe 


Gin 


Asn 


Ala Phe Leu 


Gly Leu Ser Glu 


1 








5 










10 






15 


Leu 


Phe 


Tyr 


Tvr 


Ala 


Ser 


Ser 


Leu 


Ser 


Phe Tyr Thr 


11© 

•lie 


T.oi i 
Jut; u 


Car Tif&ii 








20 










25 






30 




Ser 


Pro 


He 


Leu 


Leu 


Phe 


Val 


Phe 


Ser 


Leu Phe Val 


Ser 


His 


Tyr Leu 






35 










40 






45 








Ala 


His 




wiy 


Glu 


Met 


Glu 


Ala 


UCU lie XT L1\Z 


Pro 


Asn 


Ala Pro 




50 


























Leu 


He 


Civ 


AT a 

Ala 


Tie 


Lys 


Asp 


Phe 


ijeu vjiu rVsil 


Phe 


Lys 


Lys Thr 












70 








75 






80 


Asp 


Met 


Thr 


Leu 


Gly 


Thr 


Leu 


Glu 


Glu 


Val Ser He 


Val 


Val 


Ala Leu 










85 










90 






95 


Val 


Leu 


Phe 


Cys 


Glu 


Asn 


Tyr 


Arg 


Ser 


He Ala Ser 


Lys 


He 


Phe Asp 








100 










105 






110 




Ala 


Lys 


Pro 


Arg 


Asp 


Tyr 


Ala 


His 


Phe 


Lys Gly Lys 


Glu 


He 


Phe Leu 






115 










120 






125 






Phe 


Trp Gly 


Phe 


Gly 


Thr 


Thr 


Leu 


Val 


Phe Leu Phe 


Ala 


Leu 


Pro Leu 




130 










135 






140 








Val 


Val 


Phe 


Phe 


Asp 


He 


Lys 


He 


Gin 


Val Phe Phe 


Glu Asp Lys Asp 


145 










150 








155 ■ 






160 


Ser 


Ser 


Leu 


Leu 


His 


Val 


Leu 


Arg 


Trp 


He Gly Thr 


Tyr Ala 


Phe Phe 










165 










170 






175 


Leu 


He Leu 


Phe 


Thr 


He 


Pro 


Thr 


Asn 


Lys Val Phe 


Lys Leu Lys 








180 










185 






190 





(2) INFORMATION FOR SEQ ID NO: 718: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 243 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

<iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Helicobacter pylori 

(ix) FEATURE: 

(A) NAME/KEY: misc__f eature 

(B) LOCATION 1. . .243 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:7X8 



Met Val 


Leu 


Met 


He 


Phe 


Thr 


Ser 


He 


Leu 


Lys 


He 


Ala Leu Lys Val 


1 






5 










10 






15 


Leu Ser 


Glu 


Arg 


Lys 


Lys 


Asn 


Arg 


Tyr 


Gly 


Phe 


Pro 


Arg He Phe Asp 






20 










25 








30 


Val Ala 


Asp 


He 


Glu 


Gin 


Glu 


Glu 


Arg 


Glu 


Val 


He 


Glu Trp Arg Glu 




35 










40 










45 


Lys Lys 


Lys 


Ala 


Ser 


Lys 


Gin 


Ser 


Tyr 


Lys 


Gin 


Asn 


Leu Gin lie Asn 


50 










55 










60 




Lys He 


Ala 


Asn 


Asp 


Leu 


Lys 


Arg 


Asp 


Lys 


He 


Val 


Asp Lys Arg Thr 


65 








70 










75 




80 


He Leu 


Ser 


Val 


He 


Asp 


Ala 


Asp 


He 


Glu 


Arg 


Gly 


Phe He Pro Pro 








85 










90 






95 


Lys Asp 


Leu 


Leu 


Lys 


Gin 


Leu 


Glu 


Lys 


He 


Ser 


Ala 


Ser Leu Ser Lys 






100 










105 








110 


Asp He 


Val 


lie 


Thr 


He 


Lys 


Gin 


Val 


Glu 


Lys 


Leu 


Glu Leu Asn Tyr 
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08^ YYYOOXX33X 333YY303YX XXXX3S3SOX O0XX33OO0Y XY3X33YXXX XXX3YY0Y3X 

QZV 300XYX3XYY Y3XY303Y33 OYY33YOYXY 3X333YYYY3 3Y33XXYD3Y XX303X3030 

09 e YOOYXXXXYO 0303SXLX033 OYXYYYYYXX 30Y3Y3YYYY YOXXY3YYYY YX333X33X3 



ZZl60/96Sn/JOd 



C680W96 O/W 



(9ZTUn0J£HS3ifllliSaflS 



SLS XYDGX SYY30OYD3X 

099 JJBVmOW YYOQXOYDOY XX0O3XXDXX OOXOXOSXOO D CXXX3XXXI Y3XYOXTOYY 

009 XXYG33YXXX OVXYYODYVY 0XYD3YYYYY OQYXY30SOO D3YWYYDSX XXYXXOXXXY 

0*5 OiOWOYVW YDXOOYYYYY 0XYY0XXY03 OX3YDYX003 XY300YDY30 OXOOSXXXXD 

08* OYYYYOOODX YOOYYDXYOX XXXSXYY3XX 0D3XY0YY3D 300YYX30S0 YXXYSXYOXY 

02* 00X3XXXY3X OOSOOXYDXO XODSYXXXYX XYYOOOYXXX YOYYYXOOXY 003YXXX00O 

09 E 3YYXY0YYYX OSXYXXYDOX OOOYXYDOOX DOYWOXOXX 3WY03030X XOLOYYOOYY 

00 € XYD03YSXXX YVYtfYXODOX XXXYXOXXDY OXDXYXOOOO XOXXYXYDOQ Y3XXXY0YY0 

0*3 XY03DYXXXY YOX0XXXXS3 3O00SXYX0O XYXOOOOOYY YSXYSDYYDX XOYYXYOOOY 

08T OXXYYYOOOO 0YYYYSXL030 00Y3YYY0XY OXXOYOOOOY XX0XXX0Y33 ODYYOXXXXO 

021 SO09D00X0X Y03DYYXXXY YOOO0YD033 OMOOSOXXX X0X0YY03Y3 OOXQYXXOOO 

09 YXYOSXYXOO 03OY03XXY3 YYYYDODXYY YXXYD30XYD O3XX3OD0Y0 OXXYYYYD03 

sooi : on ai Gas ^Noixdinosaa soNanOas (jx) 

SL9" *T N0IXY301 (3) 
ain^Bj-osxw :A3X/3PWN (Y) 

: 3HnXY3.2 (XT) 

TJOiAd aa^opqo3TX©H -PISINYOHO (Y> 

: 3DHflOS TYNI3IH0 (T A ) 

ON :3SN3S-IXNY (AT) 

ON = TY3IX3HX0dAH (TTT) 

(axuiouafi) YNCI :3dAX aTOOaTOH (TT) 

«tnoJxo xASXHOdOX (a) 
aiqnop : SSaNOaONYHXS O) 
ptOB oxaxonu :adAX (3) 
sxy^d ascq 5^9 :HXQN31 (Y) . 

:SDIXSIH3XOYHYH3 33N3n03S (T) 

: 200X : on ai 3as aoa noix*hho3ni (2) 

TZ.* X XXXOOOXYOY 03XY0XY0XX OOOOOOOYaO XY3YXYYD03 YYYYYYYOSY 

02* YYYX3YOOYY YOXXXXYXX3 0003XXXXDX YXD003YYYX YtfOXXXYYSX OXXYOOOOXY 

09 Z DOY3XOSOOY YOX0O3XYXY YDYYYYYXOO DXDYYOYYYX YXXXXOYYYY YXYD03YYYY 

00 Z YYYXYOOOYY YVXXDOYYXO 03OYYYYYY3 YXXXYOOXOO OOYYQYXXYO 003YXYYYYY 

0*2 XOYOXXXYOX YXXXOOYVYY YXYOOYYVYY XOYSY300YY Y9Y3XOOOXY OOYYWYXYO 

08T DX3YYY0YXX XXYYYYYYX3 ODOYQYYYYY OYOOYYYYYD OYYOOODYYY SYXXXYSOOD 

021 YOODXXOODX OYXOYXYXOO OSX3XXXO0X YXGXXOXXXY XXXYYYOYXX OYXYXSOOXY 

09 XXDXYOYOOY 3YYXYXYX03 OYYYOYYYXY 0X0X0YX30X YXOOXYOYYX OXXXOXXSOX 

ioot j on ai Gas -NOixaiHosaa aoNanQas (t*) 
u** * * i noixyooi (a) 

ajn^Bag-osxui :A3X/3NVN (Y) 

• 3HOLY3£ (XX) 

XJioxAd aa^o^qooxiaH ^WSINYOHO (Y) 

^aonnos TYNIOIHO (TA) 

ON :3SN3S-IXNY (AX) 

ON :TYDIXaHXOd£H (TTT) 

<oxuioua5) YNQ -3d AX 31X103101* (TT) 

^Xnoaxo :A0010dOX (d) 
axqnop : SS3Nd3CINYHXS (0) 



22I60/96SO/XDd 



£6801796 OAV 



(93JIIM)jJ3HS31IUii» 



£S8*"T NOIXYOOI (a) 
ean^oej sspa :Aaa/3W*N <Y) 

:3HHXY3a (XT) 

■poiXd ja^DeqoofXQH : WSINY3HO (V) 

: aOHHOS TYNIOIHO (TA) 

on -asNas-iicw (at) 

ON :TY0IX3HXOdXH (TTT) 

(oTuiouae) « :aaAL artnoaiow (TT) 

apinojxa ^OOlOdOX (a) 
©iqnop : SSaNaaONVHXS (0) 
pxoe oxax^nu :adJU* (3) 
s:rx«d as*q ZSB :HXONai (Y) 

^soixsiHaxovHVHo aoNanOas (t) 
:*oot*on ai Oas hos NoixYwaoaNi <z) 



0*11 Y3YXX30YDD XYXOOODYXY XXXOOODYYY YYOYXOOXYX OXXYXOOYOY OYOYDXYXXX 

0801 3DOI3XX33D 3VWOWVW QXX0SY3XXX OXX30OYXYD YOYYYXXXXX SY3OD0YYY3 

020 T XYYXYSOOXY XYO0Y3YY0X Y3D03YYYXX YXXXXXYY30 YYXYY3Y333 Y33Y33SXJ3. 

096 XXYYY3XXYD Y3YXXYYYYY 3X33YXX3YY XXX3X3X3SY YYYXXXXX3Y SYY33XYYYY 

006 Y3YXY33Y33 XXXOT33YYY OYXYYYQXYO XXYXXXXX3X YXOYYDXSXO 3XYY3YSYXY 

0*8 XX3XXY3QYO XOSXYXXYXX X3XXYYY3XY XXXX330QXX OOXXXOXXXY YYXXXX330Y 

08 £ YYY333X0YY Y3YY3YX333 3Y3Y3YYYYQ XYDYYY3XYY Y33XYXYX3X 3X3X3YYY0Y 

0ZL YXYYDYXYYX 33XYYYXXXX YXYYX333YY 3XXX3XYY3Y X33XYYY0XX YQXXYYSYYY 

099 YYOYYY30YY 30YXXYY3YX XXYYYY33XX Y33YYYXX3X 3XXYYXX0XX 6 YX3XYXXYY0 

009 YXYX33XXYX XX3XY033XY YYY3YYYXYX 03YYY3X3O3 XYYYYXYQYX XXYYX3XXY3 

0*S 3XYYXXX33Y X33YYYY33D YYYOXXXYYD XYXX3YQXYY 3YSXY33333 XXX333XY33 

08* XYY3YX33XX XXYY33X33Y 3Y330YY03Y YXYY3YY3Y3 YYYXYXX33Y YY3Y3XYXY3 

03* X3EXLYSXY33 OYXYYOXXXY Y3XY3YOYYY 33Y3YXXOY3 3YYY3Y3Y33 33YXYY33XY 

09 € X3YXX3X333 XYX3YX3M.Y 3YY3XXXYY0 X3Y3333XYX 3YXXY333XY YX3D33Y3YY 

00 1 YD3YY3XYXX XXXXX33YYY YYX33YY3Y0 333XY33X3Y YY3XYYYYYS Y3XXYYSX3Y 

0*Z XXYXYY3XD3 33XY3YYOX3 3X33XX3XOY 3XOYY3XYY3 33X3YX33XY 3X3XXX3333 

081 Y3Y0YY33YX YXXX3X33YY OYXXXX3XYY 33YYYYXOEO 30XY33YYYY 3X3333YXXX 

0ZI XXXDYYDXYO X3YYYXXXXY YYY00XYYYY XX33Y30YOX XXXYYYYY3Y XXYYYY3XXY 

09 3Y3YX033YY YYXXYOXYYY 33XYYYY3QO YYYYXXY3X3 OSYX3YY3XY XOS33aLX3Y 

eoot;On ai Oas : NoixdiHosaa aoNanOas (jx) 

C*TT'*'T noixyoot (a) 
eanwj ostui :jl3X/3PWN <Y) 

:3HflXY3a (xx) 

xaoxXd JC9a^BqooTX9H ^WSINYOHO (Y) 

-aoHnos TYNIOIHO (TA) 

on -asNas-ixNY (ax) 

ON :iY0IX3HX0dAH (xxx) 

(oxuiouas) yno =3dAX ainoaiow (fp> 
jT>xnojxo :Asoaodox (a) 

3Xqnop : SS3NaaONYHXS (3) 
pxoe oxexonu radAX (a) 
sjcxx-d ©seq ztxz :HX0N31 (Y) 

:S3IXSIH3X3YHYH3 33N3n53S (T) 

:eooi : on ai oas ho£ noixynho^i (z) 



Kl60/96Sn/JLDd 



C680W96 OAV 



(933TIHl)J33HS3MISSflS 



on =3SN3S-ixny (at) 

ON :TY0I£3Hi0SAH (TTT) 

(ottnouefi) YN<2 'ZdUL aTHOTIOH (TT) 

j^XnoJTO rAOOlMOJ; (a) 
aiqnop : SSaNCiaaNYHXS (0) 
pxoB o-paxonu :adAL (a) 
saxwd as^q X6Z : HiONHI (Y) 

: S3IXSIH3X3YHYH3 33Nan03S (T) 

: 900I : on ai Gas ho* noixynho3ni (2) 



£X? JLXXXY3X 303XXXOXXX XOOOXXYOXX XXYOXDYXXX XY3333Y3XY SYXXX3Y3XY 

09 € 33X0Y3XXD3 3YYY3YYYYX X3XYYYOXXX XYX0003DXS) YYDX3Y3XXX 33YY3YXXL3 

00 C JJJJ-LYOOOX 3Q3XYOXOXX Y0GXY333XY 033D3X9XX3 33XYXXX3XX X303XYX3XX 

0P3 JaLLLOYDODD OYSXOOXYYY 3XXOX33DXY YYYXYX3J.OX U,YXXD3SXX YXX33XYY3X 

08T XX3033YXX3 OYYXXXXXOO 0X3330YXYX QOOYYYXX3Y YYXXX3X3XX YXX3XDX0XY 

QZl XXXXXXOXOO 33XXYX33S3 XXX0YD00X3 YXXX3333YO X3Q0XXXYXY 3303YXXY33 

09 OYOXYXXXOY Y3XY3XXXYY OOXYXXXYYY YOOYY3XXYX XYYXXXX3YX YYYYYYYXYO 

soot= on ai 53s :NoixdiHosaa aoNanOas <po 

Z.X*' " 'X N0IXY301 (S) 
BTOBarasTW :A33I/3WYN (Y) 

:annxYaa (*T) 

T^oxAd ia^o^qoDTX^H : WSINY9H0 (Y) 

:aDHHOS TYNI3IH0 (T A ) 

ON :3SN3S-IXNY (AT) 

on =rrYoixaHxcidAH (ttt) 
<otuiou©5) vNa : 3d^x aanoaiow (tt) 

«X*io:£TO JAOCIOdOX (0) 

axqnop tssaNaaaNYHXs O) 

pTD« otaxonu :adAX (a) 
SJCT^d asi?q £Xfr ^HXONan (Y) 

: S3IXSIH3X3YHYH3 33N3£l0aS (T) 

: SOOT : ON QI 03S HOa N0IXYWH03NI (Z) 



ZSS YY YYXX3333YY 

0*8 YYYYYOOXXX 303YYYY3XX YOOOXXYXOX 333D3XYX03 YXXYY3YXX3 OOXOYXXXXY 

0SL YY033Y3XYY YOYYYXXXXX Y33303OY3O XXYDYY33YX 333YXXYXOY 3YYOOYY300 

QZL XY330X30OY XXDXYXXOOX O3S03XYX3Y XXXXXOOYOO OYYYOXYOYY OX303XXSSO 

099 .LLXiLXXDXD OY3YYXYX33 X0Y000030Y XYX30YY003 YYYYYX30XX 030YX3003Y 

009 3D3Y3YYYY3 Q0009YXYOY XYX3333YYO XXXYY3X303 YYYYY333Y3 Y303XYXXS3 

OfrS fXLOOXSOYYX XYYXX33YYY OYYYOXYYYY YOYX3030YY YY3333QYXX Y3X0YY3XXX 

08* 33Y333YYY3 333DYX333X Y3YXXXYXY0 3O0XYYX333 3330YYYOY3 3YY3SX3YXX 

0Z* XYL33333YX 3YOXXYYY30 OYY3XYYX3X XXXQX0330X YXX3SSOYYX XXX33Y30XX 

09 £ XXXX3Y030X YYOXXOOOXY X300XYXX3X 3X039YOO00 YYYXXOXDYY 3X03DYY3XX 

00€ X3033X0XXX 33X333XY0Y YYOOY3Y330 YYDYXX33XY XXXY0XXY30 033YYYYYY3 

QVZ X3XXXXYOOX YX300YXXXX 30S03YYXYX 3XXXY93Y0Y 333YY3X333 YYYYX3Y3XY 

08T YYYYXY3XY3 O33XOXYY30 YX3XYY33XY OXXXXS3YOY Y3SXOXX033 30YYYYYX0Y 

QZl 3333XYXXX3 Y03Y0YYYXX Y33Y3YXYYY YOOYXXYY33 YXXYXX03XY 33YYYXXXY3 

09 XXY3O30YOY YYXX33XYYX XDXXXXYYYY 3XYX3YX00X OSXX33XXYX XXOXXY303Y 

*00T : ON QI 03S :NOIXdIH3Saa 33N3£l03S <PO 



ril60/96Sn/X3d 



C680W96 OM 



(83una)j33HS3ifl!Usans 



00 SI VWSXXIXXQ OOYYOXXOXX YYY3X0S0X© XXYOYYDOY3 OYYXXXDXSX YO3YO0OXYX 

0**1 O0XXYY30YY Y3XYX00X3X ODDXDXYYYY YXYDOOOYYX YYYYDXD031L Y3XXXXX0OX 

08 EI YGDX0OOYY3 XO00Y3XIX0 YD9YYXXX0X XYX0333YOO ODOXYYYYXY Y3X0OY0YYY 
02 EI XYX03YXXYX Y3D3Y3YXYY OYYYX3XSXX YYa03YX3E>3 XYXYY3X330 DXXYYYYX3X 
0931 SDOWmi XXXYOX3XXY 9XXXY3YXX9 3SXXXXXYDO iOOOfXLTOOO XXXD03YYYY 
00 21 SXYOOGXXXX YD3DY3YXXY YX303XXOXY 30Y33Y3XXX XY3YXXYY3Y YX333XOXXX 
0*11 3XYXXYY03D 0QQ0OY3Y0O Y3YYXYY03Y 3YXX3Y33YX XX33YYX03Y OYYQYXXXXY 
0801 03YXXY0Y30 XXSXYXOXXX YXYDOXXOXO XY33DSLXYX XXXXYXYQG3 YOOQOYYX30 
0201 3XYX030XOO OYXYOD003X OXYOQXOOOY OOOOOOXXYO XXXXYDXYXX XOOXD003X3 
096 OXX33YOXY3 XXYXXXYOOY YDXYS3QXXY 030YXX000O 3S33YD33XX X330YXXXX0 
006 S3YYXOOXX3 YXX3YXX33Y YYYSYXXXYX X3XXXXXX3X XX3XYYXXLX 33XY3X33SY 
0*8 OXOXYY3XO0 XX3YYXXY33 OYYYXYYOXO 33YXYX3X30 ODOYOXYYXY YYYDXXY3YX 
08 £ YYYX3Y33XX XY3XYYYYYX XXXY00X03O XXXOXOOXOD DYSXXXX333 OOOOYXXXXX 
0ZL 3X0XYXXXO0 XXYYYXXXXX 33Y33YYYYY XXOYY3X3XY YY3X0XXY30 YYXYX3QYY9 
099 XYO30Y3YOY YYYY33XXXX YDE03XYD3Y 33YYYYYX3X XYOYYYY3X3 OOOOYYOOXX 

009 YYOYXX303Y YY33DYY3X3 YYYOXYJXXY OYQXYQ3DYY XXYYY03D3S YYYYXYS9XX 
0*5 X330Y3SOXO Y3XYYYXXXX 33Y33Y3YYY YY3XY3YXXX X3DYYYXXXX SYY3YSOYXX 
08* X3XX3YOY33 YYXYYYYYXX 3XYYYYSXY3 OYYYXXXOOO XY3SY3YY3X YDXXX3XXXY 
02* 3S3XYSXXY3 XYD33XXYX3 30YYX3O3XY XYYXDOOXYX YY3330XYXY Y0330S30Y3 
09 E YXYOXXOYOO YYXXXXOOXY YDXOOOOXYX 30YYYDXXXO XYYYYYY3SY 303XOYOYXX 
00E XOSOYYYXXO 3YXY33YOYX X3DY3SYXXY SYYYXXYXXX YDSYY3DYYY YYYY3YYYYY 
0*2 YXX33300YY XXYYOOYOOO YSXO00YOY9 YYYYYSX3YX YXXXYYY33Y YDYXLLYYYY 
081 XYXDYYYYOX XXYYYYYYOX X0SX0X03YY XY03YOYYY3 333X0YYYYY YXY3SX00XX 
021 X3O0XYYY3Y YYYY3YXYX3 XY3XYXXYY3 YY333Y0YYX YOYYOY3QYY 3QXXIXXSXX 
09 XXXXSXXXX3 XXYXXYXXYX 093YYXXY33 OXYYYYYOYX XOXOOYYYXX XXY33YYYSY 

^ooi : on ai Oas ^Noixainosaa 33Nan03s (tx) 

96SVI N0IXY30*I (a) 
araimj ospu :£3H/3WYN (Y) 

:aanxYai («> 

TJOiAd ^OBqoDT T a H :KSINYOHO (Y> 

= 30HnOS TYNI3IH0 (T A ) 

on -asNas-riNY (at) 

ON :TY0IX3HX0<LXH (TTT> 

(Dxutoua6) vno :aa*x amoaaoH <tt> 
j^xnoaxo tAQonodox (a) 

exqnop : SSSNOaONYHXS (3) 
pTDP oxaxonu : 3dAX (9) 
sirred aseq 96SI :HX0N3a (Y) 

' S3IXSIH3X3YHYH3 33N3n03S (T) 

:*.00I : ON QI 53S HOd NOIXYWilOdNI <2) 



162 Y YYYYDYXYYY Y0XY3333XY 3XYYXYX333 YYXXYYYYX3 X33333Y339 

0*2 XY0XDDYYY3 XYXDOOYYDX 300O3YYX0Y D3Y3YDYXYX OOOYYXXXXX YYO3X0D0X3 

081 OX0Y0XD3YX DDOXOODOYX XYXX33O0XY YYDOYODODY YYOXOOOOOY XYDSOXXYXX 

021 XX33DYDY30 QYY3YDYYY3 Y900YYYYXY YYYDODYYYX DOOYXYOXXX XXXOQYYOYY 

09 X303XXX333 XY030YOYYY YXOYSXLYYXO XYYYYYXDDD OXXX0030YY YXOaYYYXOO 

.9001 : on ai 03s ^NOixdiHosaa aoNanQas 

162- ' -I NOIXYOOT (3) 
wn^ai-osTui :A3X/3WVN (Y) 

-*3anXY3£ (XT) 

TJoxAd aa^o^qooxxsH Jp^SINYOHO (Y) 

:30HnOS TYNIOIHO ( TA) 



**i 



2Zl60/96Sn/XDd 



E680W96 OAV 



(9ZTfflH)133HS31IUllS8nS 



: 3HQXY3J (3CT) 

T^otAd ^e^oeqooTXOH :WSINYDHO <Y) 

= 3DH00S tynidiho (ta) 

ON = 3SNaS-IXNY (AT) 

ON -TYDIXaaLOdAH (TTT) 

(oxuiouefi) w : 3dAX aiODaaOW (TT) 

a«*[nDJTT3 :^30n0d0I (a) 

exqnop : SSaNOaONYHXS (0) 

pxoe oxeiDtiu :3<j*X (a) 

sxpsd ©s*q 88S ^HXONaTI (Y) 

:soixsih3xdyhyho aoNaaGas (T) 

= 6001 : ON QI Q3S HOd NOIXYWHQdNI (3) 



T*0T X Y333XYYYYY 3YXXDXDOW 

0301 YXXXXYODYY YOYYYX300X YXYOXOXOOO XXYSYOXXXO 30Y0SXX3X0 OYYYXODSXX 

096 XXYDXXYVYY X303YYY00Y YOYOOOYYVY YYYDYOYXXX XXQXXOOOYY OOYXXXXYYY 

006 YYOXXYXYDX OYDXYYYOOY XXYYDXXYXY OXOXYOXXXY YYVYYEXLXYX XXYYYYOYXY 

0*8 0O0YY03YXY YOVYYYXXXO Y3XOOXYOOO YXXXOXXXOO 30YXXXYSXY YXD0DXY390 

0BL 3XY0OOXXYX OOOXYOOOYY QOOOXY3SXX XXXYS3DYD0 YXXYYDOYSY OOYYYY3YXY 

0ZL OX3SXYOOSX XXOOYXYOOO SXYXOYYEXLX OOQXOOOOYO XY0YYY303Y OYYYYYSXYQ 

099 YYOXXOXXOO XOYYOXOOYY YOXYXYYDXO DOYYYOXXXD XYYXOYYDYY OYXXXOXXYD 

009 YYYYXXXYDO YYYDYWOYX XYDYYYDYXO OXXOYYYVYX Y0XXXX3X3X OOOSOXYYYY 

0*S XXYDXYYYOX 03XX3OODO0 OYYOXXXYYO OOYYVYYYOX XOOOYYYYVX XXXLXOOYXX 

08* XYSOXYXYXX XOOOOYYYLO 0OYO0Y30XX ODXYDOOXYY X00YY3YY3O OXYXXODOOY 

QZt OYYOXYOOQY 0YVYY00030 OQXSOQY3DO XYOSXOWOX 003X3YXXXD YO3YX30OXY 

09 Z XYYXXYXXXX YOLXYOOOOO YOXXXYXXXY XOYDOYODOX XX£)S£>E)XSSX YXYDOOYYXY 

00 C OX3YOOOD3X O3XX3000YX YSXYYXXXOX XYDOOOOYYY XXYY30XYYY OXXLOOODVY 

0VZ DYWXXXXYO OOOY3YXXYO XXYOXXXXYY YYtfDYXYYYY Y033O0DX0Y SYXYSXO03X 

081 3XOYOY0XOY YOYXXODOOY Y3XXDODSY3 YXXDXXXYX3 00OIXXY03X XD3300S3X3 

0ZZ 0XYDOYXYO3 OYXXYOXYOX OOOOYYYYYO YYYOXXYYYY XYYYDXOOQX 0YY0300SXX 

09 XXXQX9YYYX YX03YYVYYY OYYYYXXXDO OXYYXXDXYY Y0YY03XYYO YYYOXOYOD3 

8001 s on ai Oas JNoixdiaosaa aoNanOas (W 
x*oi""i noixyooi (a) 

ean^TOj"asTiB :A3X/a*reN (Y) 

: annxYa^ (*t) 

xaoxAd Jte^oeqootxsH ^WSINYOHO <Y) 

:33Hfl0S TWIOIHO (TA) 

ON : aSN3S-IXNY (at> 

ON : TYOIXaHXOdAH (TTT) 

(OTUZOU96) yno ^ad^L snnoanow (tt) 

«Xno^T=> : A0010dOX (a) 

exqnop : SSaNOaatWHXS (D) 

PTDT2 3Tax onu : 3dAL (3) 

s^x^d est?q XfrOT : HX0N31 (Y) 

: soixsinaxoYHYHD aoNanOas (t) 

: 80 01 : ON dl 03S HO £ NOIXYWHOdNI iZ) 



9651 YYYYYO YYSOOYYYYX YTOOOXXXXO 9XYODS9YXD 

09ST XOSXYOXOOX Y33X3YYYXX 0QX03YY00Y ODY3DYXYXX OODXYXYOOX YXYYYYSYY3 

SW 



rZl60/96Sfl/XDd 



€680fr/96 OAV 
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ON : 3SN3S-IXNY (ax) 
ON :TOIX3HX0dAH <TTT) 

<otuiou96) vNa :aaxn aanoaiow m> 

* mthojcto ^ooroaox (a) 

siqnop : ssaNaaaNVHxs (3) 

saTBd as«q gsex :HXSN3a (Y) 

:S3IXSIH3X3YSYH3 33N3nQ3S (T) 



aXOI^ON QI OSS H04 NOIXYWHOaNI <S) 



Z.CS YY33X3X YOXXYXDYOX 30DDXXXYY3 3X0QXX0XX0 M3Y330YXY OYYYX3XXXY 

08* QVWUiDOOO XXYY333YYY 3X3330Y033 YXXXYXDYY3 YY3XYYXX33 Y3XXXJJJJ.3 

03* XYXX3YYYYY Y33XXYYD3S YD3CY0YX3D OXY3XYXXXX XXYY333YYY YYY333X333 

09 E 3YYYY3X3X3 X3OLX330YY Y3XYYYYXYX 33D3Y3XXXX DXYYYYYYYX X3XY3YYYYO 

00 C YXXXXYOOOO QY33XSY0YY OXYSXYYXXX XXYSYYYXXO XXX3XYY33S Y03YYYOYYY 

0*£ YY3XYY3S33 YX3YYY30YX 3330Y3YYY3 XXXXY303YY Y333Q3YXYY ©YXXXXS3QY 

08X YYYYYYX33X YYYYOYYOYX XXX33XYYYY YYYYXXYYSO X33XY30YX3 3S0XYX3XXX 

0ZX XYXOYD33YX YYOXXOOXX3 00XXYXX33X XXXXXOOTOY XXXXXXXYXX 33YYYYYXXY 

09 DXYXXXXOOO X3XY3300Y3 XYY3SY3YSY 3Y0OL33Y3Y 3XXXXXY3PX XY33YYY0XY 

0T0T-ON QI 03S :N0IXdIHDS3a 33N3I103S (T*> 



z.es* • *i noixyooi (a) 

em^^sTUi :A3X/3KVN (Y) 

:3HOLY3J (XT) 



T-XOTAd as^DBqooTTBH ^WSINYOHO (Y) 

:30HT10S TYNIOIHO (TA> 

ON : 3SN3S-IXNY (AT) 



ON = TY3IX3HX0aAH (TTT) 
(opnousB) YNQ :3d*X 310331051 (TT) 



J^tnDJTO :A9010d0X (a) 
exqnop : 5S3NQ3QNYHXS (3) 
pTOB OT9X° nu ; 3dAX (3) 
s*TT2d sseq /:es :HX0N31 <Y) 

:S3IXSIH3X3YHYH3 33N3n03S (TJ 



: 0I0T=ON QI 53S H03 NOIXYKHOiNI (Z) 



88S 




333YYYYY 


QVS 


XYY0XO3OSY 


30XXY3Y3YY 


08* 


YY0YXXYY33 


YYYYY3Y333 


0ZV 


XS300XXXX3 


XYS33XXXXX 


Q9Z 


X3XXX00YY3 


OYYXXXOYYY 


ooc 


OOYYXXXXX3 


33YY0YYY3Y 


0VZ 


XYOYYOXXYY 


X3X3YYY3YY 


081 


YXY3X33SYX 


3XXI0XYD33 


021 


XXXOOOYXXO 


300XXXX3XX 


09 


YYOYXXXXXY 


YYX3XXXX33 



O30Y0Y3YXX X3Y9XYYYYX 3Y3YOOXXYS 3YYY3333XX 
30XY30YX3X XXY3XXXXXX X33XX333YX XXXX3XYYYY 
OY03YYYYYO YXY3333XY3 0Y3Y3Y333X YYYYXYXXXO 
Y33YYYYXYX XX3X3D3YY3 YYX30XYXXX XXYXXYYYYO 
YX333Y3X3X OY33XYOX3X YXXX3XXXXY 0OYYXOY33X 
YYXL3XYYXX XXXXX30XX3 XX3S XXXXX3 YXX33XYSXX 



600T : ON QI &3S :N0IXdIH3S3a 33N3n03S (TX) 

88S- * ' t N0IXY30T (H) 
a^n^ee^osTui : A3^/3KYM (Y) 



9VL 



lZl60/96Sfl/±Dd 



mot/96 OA\ 



(KTma)J33HS3i!UIlSaiK 



l£l XVi 33DXWX3X3 X0Y3YYYYYX 3SW333YY3 

00 £ 3Y3YYWX3X XYX333XYXX iLiJ.ODI.WW XXXXYQXXW XY33DXXYLL XXLY3WXQX 

0*Z X033WXXXX XXSWXSXX3 XXXX3X300Y YX3XDDXXX0 3DY0YXYXX3 33Y3W3XYX 

081 X30XY0XXW wn nT.UJ. fi ■T.m rmv.T.u. XXXX003YW XX33XXX0X3 IXY3YWXYX 

0ZT XYX0030YW XXXDOOWXY OXXXXXYSYD YYY3DXX3XY 030X3YYWX XOYD0OYY3O 

09 YSW0YXIX3 30XY3XXXD3 D3YWOYXXX YY3YVDD033 SWD3YXWD 00Y3XY3XW 

zxoi : on ai 03s ^Noixdiaosaa aoNaaOas (pc) 
eer "i noixvoot (a) 

e;ma«03~osTui :A3X/a»WN (Y) 

= 3HnXY3a (XT) 

TaotXd a©^o«qoD"CT©H : HSINY£)HO (V) 

:aOHaOS TYNIOIHO (TA) 

ON :3SN3S-IXNY (AT) 

ON : TYOIXHHXOd AH (TTT) 

(opiioueB) vnq : 3dAL aofioaaow (TT) 

jreinaxcs :AOOTlOdOX (O) 

e^qnop : sssnchonyexs O) 

pxoe oxeiDnu :3dXX (3) 
sxped as*q eee ^ONai (Y) 

: S3IXSI33X3YHYH3 33N3n0as (T) 

=zioi : on ai &as Hoa NoixYwaoaNi (z) 



SSZl OOXDXX OYODOOWOX XXXXXWOW YYIXWQYYD 

03CT 0XYYYYD3XY YOYXXXX3W YWODYOYW XDOYYDYXXX X33XYYD0YX XYWOWYYD 

09 31 XOYOOODOYX YXX033XY0X XXY3303DXY OYOYX3YY33 YOYXXWDW YYXXXX3X39 

00ZT 39YXYXX09Y WOXDDOYW OYXXX33DDD ©YYYYWY33 XYXYYDXXXY YOXSYX333Y 

0*TT W33333YXY X3W9XXX33 33YWXX033 XXYX3X0OW X0XX3SW33 VYY3YXX3X3 

0801 YXX03030YO X0YY30XXX3 33SX0X03XX XO3XYO0O0O 3YYWX0O3Y XXYS3QYXXX 

0201 XXYDXYXYDQ 0033YW33Y 0330SQ0IXX XW03OWYX WOXXY300X Y30XW333Y 

096 OXOXXXOWX Y0303XXY0D OOOXXY33W OXXW3YXXX YSYYODDXW Y3X33YXWO 

006 YWXX333SY XXXW30Y0X Y33Y33YXOO 3X3XX0030Y Y3XDXXOXXX 303O3YYYW 

0*8 X3XYYYW3X YXXXOOOOYX XOXOOODYXX XX3OWXY0O OOXY0DXO3X YXYYD03YXX 

08 L XWXYOOOOS XOOXSYXDOO YXYO033XYO 333XY0XXXX 30XXX300YX YXY0330X93 
0ZL 3YXYYWW0 XOWODYODD Y0XXW33W X333Y3YXXX 30OO03SXW 39Y0XWXXY 
099 3WXOX0O0X WX333Y3XY OXYY3XYOXO YXXXX0XY3X 30003XX33Y OOOYXXXXXO 

009 3X0O33X0OO X03WXYXX3 OO3O0DOXW X3S03YXY0Y X3SXODXY93 WXXYYYW3 
0*5 YXXXWDXXX YDYW3333X XX3X3YOOW OXXXY303D3 XYXYX3033Q OYXYOXOXY9 
08* 3Y0YXY0SW WXOODOYXO S3XSDOYOYO OOSOXSYWX YXOOYXDXXY 30X3YXXWO 
0Z* W0XYOXY3X XX3XYW0W OXXYOOQYOY WOWOW3Y Y0YYY3X3W YXYLXOOXYX 
09 Z 33XXW3XXX XX0YY3XY30 OXW3YSWO XXXX0D3WD Y330Y03030 YYXYOXYXXY 
00 Z 300030XY0X 0X3030XY3Y 0W033WXX XXXX3D3XY3 00X3333YX3 33XYX03DO3 
QtZ YXYW03XYO X0XWXYX3D SYXY33XX3Y 3X3X3030Y0 X3YXXX333Y YWOYX3£XLY 
081 XYX3003SY0 YWOYDOYDY OYWXD33XY YX3XXYYWX WOOYW3X3 XXY3YYYYW 
QZX XXXXYXOXXY 30333X30XX Y3OOYXXX03 OXYDX3XXXO XY33330Y3X 3WYOXOOOO 
09 Y30YWXOOO OY3XODOOXY OX3YOOOXXX XXYWYOXVO 3WXYXXXXY XOOYYWXXX 

tiox : on ai Oas ^NoixdiHosaa aoNanOas (t^> 

9Set" *I N0IXY30T (3) 
ajn^B©j"osT\u :A3X/ap^N (Y) 

:3HnXY33 (XT) 

TJOTAd Ja^oeqooTt^H :WSINYO30 (Y) 

:33HnOS TYNIOIHO (TA) 



IZl60/96Sn/XD<I 



C680W96 OM 



(9Z31lW)J33HSlUUllSaflS 



OZV YX003O00DO 3GX30XXY00 DOXYXOOOXY DXXX3XXYX0 OOXYOOOYYD Y3YYD0YD0Y 

09 e OXYXYYOXXY OOOODYXXYO 0YXY309Y3O XXXXXYSXSX XXOXX0003D YaiOOODOXY 

00 Z OOOYXYX303 OOXXXDYYXY XDOS3X0XYX XXXOYXXOYX XYiLODSYYO 00300X3YDO 

0*2 XXXXOSOX93 XSXYfXLOOYX XX3X0Y0XXX YYOXXYXOOX XXOYYOSYXD YDOYDYYODY 

081 XXOQOYYDOD XQXDD30SXY 0XX00OOXY3 YXXXXYXXDX 0Y030SXS0X OYXXDSXXEXL 

QZl OTOMYDXOX XXYYD3YXX0 Y0DIXD03YX XXXXXYXQYD XY0XY0D3YX XXXXXXYXOY 

09 30YX0000YX XXXXDXYY3D OOXXXXOXYX 0X0X003YYX XYXD3DXYYX OXDXOYOYYY 

*toi : on ai Oas : NoixdiHosaa aoNanOas (T x ) 

ZZL' * "I NOIXYOOI (fl) 
MtpvagTaspii : AHX/3HYN (Y> 

:aanxY3d (xt) 

Tio T Ad ae^o^qooxxaH :WSINYSDH0 (Y) 

: 30Hnos rreNioiao (ta) 
on :asuas-ixNY (AT) 

ON : TTOIX3HX0dAH (TTT) 

(opuoua6> vno :aaxx amoaiow (tt) 

a^tnajTo : AO01Od0X (a) 

©tqnop ssaNaaaNYHXs (a) 
ptoc otox^hu :adZi <a) 
s.XT«d as*q C ^ ^HXONai (Y) 

: S0IXSIH3X0YHYH0 3DN3nG3S (T> 

: *tox=on ai Gas aoa noixywhojni (2) 



009 OOaiOXOOOY YYOXXXXYXX YXXYOOOSXY XXDXOOXOYD XYOODYXYXX Y3XYY33YXY 

OfrS XliOSXIXXYX aiXYYOOOXO XODOYDXXXY YXXOOOXOOX OYY3Y030YX YOOOOXYXXO 

08* 03YD3Y3XYO YYOOOYYDYO YDYOOOXYXX D03YYYXXX3 OOYYDXXY3Y XXXXXYSOOY 

02* ODDSXXXYD3 XYDX3XXY0X 330SDOOYXY XX00Y3YXXD DXXDOOYYYX XXXXXYYXQY 

09 € XYDXYODYYX XYODYXXOSX X03YYY3X00 YXXXXOOOYX 3000YXXOSX YEO33000XY 

00€ XOIXX3XYXO XOOXOXXXXX OOOYOXXXXY XX333S3XXO OOYXXYYYXX 0XYYX003SY 

QtZ XXXXXXYYOY YYYYYYYSYY OYOOYXOXDY YYYYYYXDDO OYXYXXOOOX OYYYYYOXXY 

081 OXDYYYXXXX XYYYOOYSYX XXYY03YYYO XYYYYOOYYX XXYYOLXY3Y YXOOOOYOYY 

QZT J.YYYXXXXOO OYSXOYYSYX YYYYYYYOXO XXXXOYYYYX 00YOOYXXX3 XD3DYYOXXY 

09 0Q300YX0XX OXO03O0Y0G XX3YOXYYOO OYOYXYDYXX XXXOXYYOYY YSXY03DOYY 

exox : oN ar Gas ^NoixdiHosaa aoNanOas <t*) 

009* * *T N0IXY30T (a) 
f»:xru*93 ostui = A3X/3KYN (Y) 

^annxYaa <xr) 

T^oxXd jaaocqoDTxaH =WSINY3H0 (Y) 

:30H£10S TYNIOItfO ( XA) 

ON =3SN3S-IXNY (AT) 
ON :«TY3IX3HX0dAH (TTT) 
(OXUIOUafi) VNQ : 3dXiL aqnogfjow (TT) 

«XnoJCT3 :AOO70dOX (d) 
©Xqnop : ssaNaaaNYHXs (0) 
pzov OT 9 T 3nu : 3dAX (S) 
sa«d ©svq 009 =HX3Narr (Y) 

' S0IXSIH3X3YHYH0 33N3n0aS (T) 

:CT0T : ON ai S3S HOa NOIXYWHOaNX (Z) 



ZZl60/96SO/XDd 



£680r/96 OAV 



(Knira)]33HS3iniiisans 



aOT^TO^-osxm :A3X/aPWN (Y) 

TJOTAd ia^oeqoOTT^H :WSINYDH0 (Y) 

:33H£10S TYNIOIHO (T A ) 

ON =3SN3S-IXNY (at) 

ON -TYDIiaHXOdAH (TTT) 

(3XTHOU96) VNQ : 3dAX 3Tfl0ai0W <TT) 

«tno^To :AoorrodOi (a) 

exqnop : SS3Na30NYHXS O) 
pxou Dtaxonu :adAX (3) 
s.XT«d as*q £8LT •H1SN3 , I (Y) 

: SOIXS I H3X0YHYH0 30NanQ3S (T> 

••9T0t : ON ai 03S HOd NOIXYWHOdNI (£) 



££L XXY S30XXYYYOY YYIXYXYOOO OIXY3YSYXX 

0Z£ OXXX3YYYOX YXQXDD30D0 XDXX3XXXYY YYYXOOXYYY YYYYOOXYYY SYXYXYOYYY 

099 XYDSXYDXOY XOSX3D3YYY YXXXXYXYYO YYOYXXXDOO OSXYOOXXXO SXXXXYXX03 

009 OYOYXYYYYO OYXYSMXXO Y0Y3XXXX0Y OOYYDYYYYD XY3000YY0X XSOOYYOLXX 

0*S XX30OSXY0O Y3YYDYXXYY OYYYDXXXXO XOYOOYXOXX XX33O0OYYD XYYOOYYXOD 

OBV DYYYOYDYOY YYXYYDXYXY YXDSYXXYOD YYYDXXXOOD OYXXXXXDOX XOY3YYYYYY 

QZt YYDXOOOYYO YYXODXYYOY OYXXXXXDOD YYYYXXODOY YYDX3YYYYY OXXYOXYYYY 

09 Z XXOXXYOYOY OOOYODYYOO Y0YYYXX3X3 XOYYOYYXYX XYXOXDXOOY YX3XXY0YXY 

00 € YXXXYYXYOX XXD033YG0X 3YXXXXXSYY YY0YXXXX09 YQYIXXY3XX X33YYYDXYX 

QVZ XXOOOOSXOY YYYYSLXXDX 3DYYYYYYXX XY3O0SYYY3 XXXYOXXXYY OYXXOOS3YX 

081 XYOOOOOXYO XYYYYOXXYX DOSSXXXXOY SXXXOOSOYY XXOOOXXXOO OXYSYYYXOX 

031 YOOOOYXOOO XYYYYXOGOX ODOYXXXXXO X3XXXXOX0D SYOYOYXYYY Y3XX00Y0XX 

09 XDOOXODXYY OXXOYXXXXX OXSYXOXOOO OXX3D000OD YYYYOOOYYO SD33SXXXYX 



stoi : on ai Oas -NOixdiHosaa aoNanOas (PO 
zsf'i NoixYoon (a) 

ajn;wj-3STitt =A3X/aWYN (Y) 

^annxvaa (*T> 

TaoxAd »^o«qooTiaH :WSINY£>HO (Y) 

-ZDmOS TYNIOIHO (T A ) 

ON :3SN3S-IXNY (at) 

ON : TY3IX3HX0dAH (TTT) 



(oxuiouaS) vn<3 =adAx sTnosnow (TT) 

jBino^TD :A0010dOX (a) 

axqnop : SS3N030NYHXS O) 

pxo* oxaionu :ad*X (S) 

s:r«d as*q £SL ^ONai <Y) 

rsoixsinaxoYHYHD soNanSas (T) 



=ST0T : ON ai G3S H03 N0IXYWH03NI (Z) 

ZZL «° 

0ZL 30YYYYXYYY YYXYYXXXXO YXXYYYYYXO SXYYXXXXXO XY3OXSO0XX YOXYDOOXYX 

099 OXYOXXXYXO XXSOOOXYXX XOX30SYOXX XOOOYOYXXX 000D00X3XX XSXLOYXXOOX 

009 VXXXXXOXYO XXSXOYXX3X YOXXXXOOYY DXOXYYSOXO YY0X3YYYYY YXXXXYYX03 

OfrS 0YX3S33XYX YY0OYOXO3X YXXOOXOOOO YXXYXXOXOX XYXXXOOOYX XXXXYXX3YY 

08* YYOOOYXYYD OSYYOYXXOX XXYOOYXYYY XYYXYOYXXY XXOX30OXXX OOXODX03XX 



zzi6omsa/iDd 



€680^/96 OAV 



(9z una) mas amiusans 



09 1 XY0YY3YXX3 33YY33XY3X XXY3X3X3Y3 YX333YYX3X YDXY3YY3YX XXXYXX33X3 

00 £ 033YY3XY3Y XXYYY3X330 XYYOYYYS3X YXXXX3XYXX Y33DYYXXXY XX3X3333XX 

o*z yyox330xxx oyoxxxssxo 303sxxoxyx xou.yoi.yx3 oxxydxoxyy osxxyxxxsy 

081 YY0X303YYX YXXX33Y3YY OXXOYXXYYY YY0XXXXY3Y YOXYOYYYOO 333YXXY333 

QZT 3Y3XXX3XYY Y33XXXX333 XX033D3YYY XXXYYYYY3X YY33XYY3YX XXX33X3YYY 

09 YYSX3YXY33 XXX33S3YYY 3X3YYY3YYY YXXXOXXXVO XYXYX3XSX3 3XXY3X3X3X 

z.xoi : on ai 5as ^Noixdiaosaa aoNanOas (xx) 

e09'*'T NOIXYOOT (S) 
Bxa^mfosyu :Aa^/3KYN (Y) 

•3HX1XY3^ (XT) 

TioxXd JC9^0BqoDTi©H ^WSINYSHO <Y) 

JaOHHOS TYNI3IH0 (ta) 

ON saStOS-IXNY (AT) 

ON -TYOIXaHXOdAH ( TTT) 

(opnoua6) yno :ad*x aimaiora (tt) 

MtnoaTo :AOOaOdOX (a) 
atqnop : SSaNOaONYHXS (0) 
pTDB DTex^nu :3dJCX (a) 
s;tTt?d es*q eo9 ••HXSNai <Y) 

:soixsih3Xoyhyho aoNanOas (i) 
^tot^on ai Oas aaa NoixYwaoaNi (3) 



ZSLl YY YX03X3333Y YYOYYYYYYY XY33X3SXYX XXYX30033X 

Ofr^T XXXY33XYX0 0YX0003Y3X YYY3X333XY OOOXXYOYXX YYXYX333Y3 33XY33YOYX 

089T XYYX333XXX YXXXIXYOOO 3YXY3030YX XXX3333303 XX3XX3X333 YXY33XY333 

0Z9I YY0XXY0030 033XXYY33Y 33YYXYXXY3 YYYX330Y0X XY3XYY3YYY SXXY3XXXY3 

09SI XY3YX3333Y YYX3YX3X3X YY33333XYX XYY33YY3Y3 O3YYY033YY Y33333Y3XX 

OOSX X3X003XXXX YXXXX3333Y 03Y3XYYX33 Y333XXX3X3 DXYY3333XX Y3X3Y33YX3 

OfrfrT XXYSXY3Y3X XXXY3XYX33 YYYY3XY333 XYY3XSXYX3 Y333YYXXXY 33X3Y3YYY3 

08 CI 3XYYYY3IYY Y3XXY333YX X3X333YYXX 3YYYYYX33X XXX03YX300 33X3Y3YYYD 

OZtl XXXY303300 QYOYYYXXXX 0SXXX3Y3XX X0Y0XXX003 YY3YYXYY3Y YXYOOIOOLX 

0921 X333XY3YYY YYOYXOOXXX X33333003Y 0YDYXXXX3S YYYYOOOOOY XYYYYXXXYY 

0031 YYOO3Y0XXX YYXYX003YX XXX0XY3X00 333XY300YY 3YX033X30X YXYXX003Y3 

OfrTT YYYXXXXX33 3YYY3XY33X XX3Y3YYYY3 XYXX00003Y X03X3003YY YYY3YY3X00 

0801 00YY003X3X 33X0000X03 3XYX3XYX3X 3YYXSY3XXX XXX0YX3Y33 Y3333YYOYX 

OZOT YY333XXXXX XX3XXXYYYY YXYY33333X YYOXXXXYOX XX030XYXXX XYXX333YY3 

096 X333X333YY YYXY33YY3X XXXYYY3Y33 33333Y3YY3 XX3XXXXX33 3YY33XY333 

006 33YY333XYY YY3Y3333YX Y3X33YXYYY X3Y3XYYYYY YYXYYXY33X YX33YYY333 

0fr8 3X3XYX3333 3YX33S3XXX 33YYX3333Y 33YYY3XX33 3330XXY3XY X33333333Y 

08Z. YXXXXXX333 Y3YXX3333X 333YYY3XY3 YYY3YXXYX3 Y3XXXYYY3X YYY3XY3XXX 

OZL XYY3XXYY33 333YYY3Y33 YX333XXXYY YYY33333XX YX0YYX333Y YY0YYY33YX 

099 33Y3XYYYY3 YY3D33X3XY 3XXXX3XX33 OXY3X3XYXX 33333X3YX3 XXX3X33XXY 

009 3X0YXXX333 YYYYYYY3XX XXYXXY33YY YY3XXX033Y YYYYY33XXX X3XY0Y30XX 

O^S OY3SOOYXXX XY3X33330X XYYOYYYXYY YY3X3Y33YY YY3XXXXY3X XYYYXX0XY3 

08^ 3Y3SYY3Y3Y XX3XYXX003 3OYYYYYXX0 XYDYY33YXX YXOYOOOYXY XXX333303X 

QZV YOOYXXYYYS XYYXY33YXY 3XXX30YXXX OYYOXOXYOO OYOOSYXXXX Y033X303YY 

09 C XYY30Y3XXY OY033Y3YYY YXYOYX333Y XXXXXYOXOX YX30Y3YYXY O0YYX30OX3 

00C YY33303YSY YYX0O3XYYX X3333YXYY0 Y30XXXX33Y Y03Y3YXX33 YYY30X03XY 

OfZ YXXX3Y3Y3X YXXXY3X3XY 3OXX300YYD 330YYYX3Y3 O3YYYXX303 SXXXX333YY 

081 XX333YXY3X XXX3Y333YX YX333Y3XYY Y3Y3XXXX3X 33333YYYY3 YX333YYX33 

QZT 3YYX333YXY Y3XXXXY333 Y3XXXYY3Y3 YYYXYXYYY3 33YY3YY333 3YXX3YXYXX 

09 XY333YX333 3YXX33XXX3 XXXX3X3333 YXX33XYXXX 3YYXXXXYYY YXXX3X33X3 

9X0T-ON ai 5as ^NoixdiHssaa 33Nan0as (xx) 

Z2LI" *t N0IXY301 <a) 



ZZI60/96SfVlDd 



C680W96 OAV 



(9Z nna) U3HS ainiLisans 



©iqnop : SS3N030NYHXS (D) 
sa*p«d as«q S9EX 'WDSSTl (Y) 

:soixsiH3X3YHYH3 aoNanOas <t> 

: 6X01 : ON QI 03S HOi N0IXYKHO3NI (2) 



0291 XYYYYYOOYY XYOYYO3O0X YX3XX330YY Y033YYYY0X XY0XXXXXX3 33330X33DO 

09SI XYX3030XXX 3333YYYOXX X03SXYX3DY YYY300XXYX X3333YYYYX XXXXX3Y3YX 

00SX X3Y333003Y Y0YYYYY03Y 03YSXYXXX3 X3O33OOX0Y XXYYODXDYY OOYYDYYYY9 

OfrfrX Y3DSLYYXXO X333Y0X330 3YYY3Y33Y3 33Y33Y3XYX XD3XYYY33Y 

08 €X XX3QXXYYYY YDYXXDX333 YYYYXYX3XX X0Y33Y03OY Y0XY3X303Y 3X3YOOOYX3 
02CX OY3XXYYYOX Y3XX33S0YX X3X33XY3YY YYOYYY33XY XXXX3X303O YXXXYY3QYY 
0921 3XYYDY300Y 30XXXX3YX3 X3XYXYY3YY 33O30Y0YYY Y33333YEXLY YXXYXXY333 
0021 3Y33XYYYOY OYXXXXYX33 33XYX3YX3X XY3XY33333 YY3XYYYY3X YX33XXY3X3 
QfrXX XY30YY30YO XXLXXX3QY3 D33YYXXXX3 Q3XYYYYXX3 X33XY33YVY Y0333O0O30 
0801 XYYOX33D33 3YXXSX303X 33XY33XYYY YYOXXXOYY3 XXXYYYXX33 30YYY330Y0 
0201 YYYYXXXXY3 333Y333XXX X3YYYY0YXX XXYSXYYYYY YYYY3Q3YXX X3SYY33SXLY 
096 3X3XXXYYOY XXXYY3YX33 0YYYX333XX XYYXX3D33Y D0YY3DXX30 Y3YOYXXXXX 
006 XYOXXXYYOY YYXXXXX33X XYYYYXXXXX YXXXX33Y3Y YYYY30XX30 YXS33DYYX3 
0*8 X3YYY33DXO XYYY0XXD3X YXOX30XXYO YXYYYOXYYX OOXXYYY333 33XYVYYYY3 
08Z. 3303XYYYYY Y33333QYYY OX339XXXX3 XYX3XXXYXX OOXYYX30X3 Y3OTYYQYX3 
QZL OXSXXQ3SOY YY3XY03030 YX3XXXXQ00 30YYYYYXXY XXXX33DXYY OXYXXOOXY3 
099 OYYXX33Y33 OYYY303YXY OSXOYXXXYX X3333SLX33 YOYYYX3X3Y 33303YXXY3 

009 3Y3XXY3XYY YYX3Y30YSY OYYYYYYXX3 3333YY0XX3 OYYYSXYYOX XX303YOYX3 
0*S 33YX303YYO 30SSQYY3YY Y3XYYY30SO YYOXYSLY03 XXYXXXX33X YOXXXYOXYY 
08* XXXXXXX333 3DYXXXXYXX Y3303YYXX3 333YY0XY3X XXYYYYXXXY 333Y3XXX33 
02* YYYXXX3333 YYYY3YXXXX O3X0XXY3YX 3330XXYQ3Y YY3X3XXYOY OXYX3XYYY3 
09 € XY0YXXXY33 X303Y330YX XYYY33Y3X3 YYY3XOXXSX XYXX3XY33D YYYOYYYSXO 
00 Z 33YYYY3333 33X330XXXO ©3XYD3QXY3 OXOYYQXYYY XXXYXX3Y3X XX333Y3YYY 
0*2 3X3XYS3YYY Y3YXXX33XX YX3XXOQYOY YYOYYYY3Q3 XXXXX33YYY YXXXXI3X3D 
081 3XYXXXOYOY YYYXXXYDYX 330YYYOYY3 YX3333YYY3 33YX303YXY YXYYXYYXYY 
02T OXY0XYYXX3 3YY33XYYXX 333XY0YYYY Y3XX303YOY 3X0XX3XXY3 3XXXY33X3X 
09 X3XX3XY3YY Y0XYX3333Y YY3YYYYYY3 33YXXXXX33 Y3XXX3Y333 33Y3X3YXXX 

8I0I : on ai Oas sNoixaiHssaa 33Nanc5as (pO 

0291" 'X N0IXY301 (H> 
aara^-pspa : A3X/3WYN (Y) 

:3HflXY33 (XT) 

Txox/Ld ja^o^qooxxeH :RSINY3H0 (Y) 

:33HnOS TYNI3IH0 (T A ) 

ON :aSN3S-IXNY (AT) 



ON :TY3IX3HX0dAH (TIT) 

<opuoua6) vno =adAX sinssnow (tt) 

aexnojxo :AS01O<i0X (a) 
BXqnop : ssaNaaaNYHXs (3) 
pTD"B Dtexonu :3&XX (S) 
sJiXTBd ©s*q Q29X : HX3N3a (Y) 

5 S3IXSIH3X3YHYH3 33N3n5aS (T) 

: 8X0X : ON QI 03S HOd NO IXYKH03N I (2) 



€09 TOS 

009 3YY3D3YXXY X3SYYYYYY3 YXYYYYYYY3 X3XXYXYX33 Y33XY3X0YY YXY333YX3X 

0*S XX3XYYYXXX XXYOYX3XXX OXYSXXXXXX YYYYYYXXXY YYYY3YXXXX YX333YYXYY 

08* SYYXXXX3XX Y3XY0XXX33 3X33XXXYXO XXXYYOYYY3 330XXXX0XY 33XXYYYY3Y 

(\7fr nVfJ^vnOYXX YXS0XXYXX3 X030XYX3X3 YSY0X3XXXX Y0XXXX333D YYYYOXXXQX 



XSL 
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0£OT : on ai Oas ^NoixdiHosaa 33N3noas (tx) 

102- *"T N0IXY301 (a) 
aara^aj^osxui : A3^/3WYN (Y) 

^annxvzd (xx) 

T«xAd ae40«qooTT»H ^WSINYOHO (V) 

--zdwqs tynioiho (ta) 

on :3SN3s-ixny (at) 

ON : TY3IX3HX0dAH (TTT) 

(oTuxouafi) vno = adAL amnanow (tt> 

«Xno^TD :A£XyiOdOi (a) 
eiqnop : SS3Na30NYHXS (3) 
pxo* oxexonu :adAX (9) 
sax*d esnq X03 : HX0N3a (Y) 

•soixsiHaiOYHYHo 33Nan0as (t) 
:qzox : on ai Das nod noixykho3ni <z> 



S9EX OXYYY OOOSYSYOXX 0Y3XYX33YX XYXYDD3Q03 OYOOXXX3DO 

OZEX YXYOX3XXX3 D9YYYYYSXX YODYYYOYX3 QXQXYYXYOX YY3XOYXXOX 3QY0YXXXXX 

0921 XYOOOOSYYY WX030XD30 Y3Y0YXYXXX 33Y3333YYX YXXY33YYXX XXY333QYYY 

QOZl OXXXYOXXY3 YOYOYYYYXX 3YYDXSY03Q 3SYXYXXX03 33YXXLXY3X YSXX00Y3Y0 

OfrXX 3SXXY30YOY XXJJJJ.aLYY YYYYXXXYYO YYOYXXXYY3 YSSXYYXX3D 3X3X3YXYYY 

0801 3Y333DYY30 SX3XY3X0YX YXXYYYYYYD YY303YXYYO XXYXXXYY33 DXYXU.YDDY 

0201 X3S30YYYYY XXX3Y33Y3Q DXXYYY0X3Y X333Y33Y33 393YXXYDXY OXXY3X3XXY 

096 3X3XYD3YYY YYYY30XXXX YXY0XLX3D3 YYYYYYXXY3 DOYYYXXXXY YOXXYXXXYY 

006 XYYYOYXXYY YOYYOYXXXY YYXXYYOXYO YXXX3330YY XXXXY03O3X XX3YD3SXYY 

0?8 O3Y3303YYX Y3YY330DYX XOOD03XOXO 0XXXXXX3S0 3O0XXXYYYY YSXXYYSXXX 

02 L 33XX3Y3YXX 33SY3YSD3Y OYYYYXXXXY 3YXYY33XYX YYXYXXXY3Y SYYYYYYYY9 

QZL YXXXX0XXY3 3O3Y0YYYX3 XXYX3YYYYY YXXXXXX33X YDYYSYYYXY XOXYDX3YSY 

099 YYYYY3X30X Y33YOYXXXX XXYXYYYXYX X303XX3XIX XX303YYDYX XXYD3Y33YD 

009 XYXXY3SYOO XXXY3YY3Y3 33Y0D3Y3YY X330XSXXY3 3033XXXXX3 33YY33XXXX 

0*S YXXXXXIOYY 3XXY030YYY SXY0330YYD XXXXXOOXXX OYOXYXYD33 033Y0YSY03 

08* QX0XYY33XX Y3XXX3YOYY YX3XXY3030 OQSXXYXXYO 3OYOQXXXX0 O30030XXXY 

02* S3030Y0XX0 XY03OO3Y3X YXOY30YOYY YS0XY3X300 30X3X0X033 YXXXXXS333 

09 1 OYY3YOYYYX X33XYX3XXY X0XXX303Y0 YYYX03X3XO XXXXYX333X YYYOYXXYYO 

00 £ SYYX3DOSYY Y3YXYYYD33 YXYY3YOYY9 YYY3XYXXY3 33Y3XXY33X Y3XY3XOXYO 

QVZ YY3XY33YY3 XY030YYYY3 3XY0XY3033 3XYXYYXXYY Y0YX3300YX XX30YYY0XX 

081 XYX0YYXX03 3YX3333YYX Y333XXYXYO X3XYOQ33Y3 XY0YYX3DOD QYY3030YYY 

0ZI XX33YXYYY3 30YXX3DOY3 XXXY330XXY 0D3033YXYX 003XY3XXXY 33XYOYY30X 

09 XYOYY3SX33 YYYYY3X3YX XXX3YYYY33 33YYY3XX30 XYXXYYYY3Y 333YXX30YY 

6X01 : on ai 5as :N0ixdiH3saa 33NanQas (tx) 
S9ex- • 'i NoixY3oa (a) 

aan^a^asxui :A3X/awVN (Y) 

: annxYHd (xx) 

XJloxAd ae^DBqooxxaH :KSINYSHO (Y) 

:33HnOS TYNIOIHO (T A ) 

ON 2 3SN3S-IXNY (AT) 

ON :TY3IX3HX0dAH (TTT) 

(opzxouaS) YNO :3dAX 3m3310W (TT) 

jrexno;cxo :A0010dOX (a) 

ZSL 



rZI60/96SO/XDd 



C680W96 OAV 
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09 X3033XSXXX OODSYYXXLX 33XYOIXXXX OOOYXXSXOD XYYYYXXOYX QXXXOXYSOL 

zzox : oN ai 3as ^Noixdinosaa aoNanoas (tx) 

9TS* "t N0IXY307 (3) 
ajcra^aj^ospn : A3H/3WYN (V) 

:annxYaa (*T) 

TaoxXd .xa^^qooTxaH ^WSINYDHO (Y) 

:aOHnOS 1YNIOIHO <TA) 

ON = aSN3S-IXNY (AT) 

ON :TY3IX3HX0dAH (ITT) 

(DTwouafi) YNd :3d AX aTXttaTOW (TT) 

«xno^io tAOOIOdOX (a) 
eiqnop :SSaN03aNWXS O) 
pxo« otexonu :3dAX (a) 
sz?vd as*q 915 :ffiL0N3 , I (Y) 

:S3IXSIH3X3YHYH3 33Nafl03S (T) 

« ZZOZ : ON QI 53S H03 NOIJ.YKHOJNI (2) 



8S s 3Q3YYQXY X3XXYX3D3Y 

OfrS OYYY30XYYX XXXY3XDXYY 33YYX33303 YY030333XY Y0X03YY33Y S3YYY3YXXX 

08? YXYYY3Y33D Y3XYYYY30Q XXXSYY3X3D YY3DOOYOYY OOYOOOXOSO YXXXXY33D3 

OZfr 3YYX003OYY X3333YOY3Y YYY33SOXYY XXY33Y3DOY Y3YY0OXYYY JDXYX3X33YY 

09 C X303033XYY YYOOYYXX33 OYY3XYO0YY X3Y3XXX30Y XXXXYX9Q3X Y393X3Q3X3 

00C 0333YOYX33 X0O0O0YYX3 YXXX33DYX3 X3XXXY0X03 OQXYYYY9YY OXXY303DXY 

OVZ OYOYOYXXXX XY03OOSYX3 30YY3D3YY3 YY3X3YD3YY YYYXX3X3YY YX3X3Y0YYD 

081 3YX3XX0XXY YY33YYX3XX YSXYOYYYYO 3OYOYYXYO0 XU.3XXYX33 Y3X3YYYXYY 

031 OOOOYYXXLL Y33XXX3YSX Y33033033X YYY3XYYYY3 Y3S3Y330Y3 XXY0XXX339 

09 OXOXXYYYOO SXX3YX33XY DXYY3XYX33 3YYYY3YYYY Y333XYSOXO 3XY3YX30YY 

izoi : on ai Q3s ^NoixdiHosaa aoN3n0as (pc) 

8SS***T N0IXY301 (3) 
aan^aj^osxu :A3X/3WYN (Y) 

:3HT1XY33 (*T) 

TaoxAd aa^o^qoDTiaH :WSINYOHO (Y) 

; asanas tynidiho (ta) 

ON -3SN3S-IXNY (AT) 
ON :TY0IX3HX0dAH (ITT) 

(opuouafi) yno : 3dAx amsaiow (II) 

jreiriDZTO :AfX510dOX (Q) 
aiqnop : SS3NQ3QNYHXS (3) 
pxov oxax^nu ^3dAX (3) 
sax^d aseq 8SS : HX0N3T (Y) 

:S3IXSIH3X3YHYH3 33N3n33S (T) 

•TZ0T : ON OI 03S HOJ NOIXYHHO£NI (Z) 

l0Z Y YYYYYOXXOO YXXY330YY3 

081 YYY3XY3XY3 Y0XYD33333 O0D0XXX333 Y0YX393YYD XYX3XXYX30 0Y3YYY30XY 

0ZI YXXXXY3X3X YY33YYX333 03YY303333 XYYOX33YY3 OYQ3YYYOYX XXYXYYY3Y3 

HQ nnvrvT.VYVYO OGXXX3YY3X 30YY3009Y3 YYS3YSOOX3 OOYXXXXY33 033YYX0033 

ZSL 
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xjotAd ae^DcqooTxsH ^WSINYOHO (Y> 

: aotfnos tynioiho (ta) 

ON : 3SN3S-IXNY (at) 

ON :TYDIX3HX0dAH <TTT) 

(oxmouoB) TOia : 3dAX 3TO331GW (IT) 

«XtloaTO :A0010dOL (a) 
etqnop : SSHNdaONYHXS (3) 
pxD* oxsxonu : ad AX <g) 
sax^d es«q X89 5HXON3T <Y) 

: S3IXSIH3XDYHYH3 33N3AG3S (I) 

: ^Z0T-ON QI 03S HOJ NOIXYRH03NI (3) 



0YY3 YDYX0QXX33 OX330YYLYY 
VWJiLDOW VYX3OO30XY YYY0XX3OY3 YYYYX3333Y Y3WDYYY33 YYYYXY.LL33 

099 3DEXLLYSXXX YXXY333Y3X 333X3YOYYY YY30YOOXYY Y33Y3XD33X XX3YYYY3X3 

009 S3YYY33XXX XXXY30YYX0 Y33303XXYY YLIiLUOOO SOXXYVY3SX X3YXXYXODO 

0*S YYYX333XY3 YYY303Y3YY YOLX30YX33 VYYY3YYXX3 OOOYYYYYXY YSY03OTYYY 

08fr X33333YYOO YYYYYYXX33 3YY333XYYY 3YYDX33330 XYYY0XY33Y 3XY333DYYY 

02* OYY3XYYYYY OYYYYOXSYY YYYY3DQ3YO YXYXYXXXXX YOXYXYXXXY 0XY33XYY0Y 

09 £ YY3YYYOXOX YXX33YY3XY X30XXYY3YY XYXXXYD333 OY3YYYY0XX YX3XX30DYY 

OOE X3330YYXYY XXMYDXSYX XO0SOX3X3X YYOYYOXY33 303X0Y30YX 300XYY30Y3 

0*2 YY030YYY3Y YDYX33XYYY OYYYXXYYYY X333XXOYOX YXOYODOYOO YYYYYOOOXY 

081 XYY3YOYXXO XYYYY3XYXX 33YOW3XYX 33DYY3XYD3 X330YYXISY 33XYX33333 

0ZI YXXXYYYWX 3333YXYYYY 3XXS33YYYY X33X33Y30Y YYYYYXY33Y STCXXX3QXX3 

09 X33XYY33YY XXXXX3X33X XXX3SXX3XX 0X3X3YYXYY YY3XXVXYL3 YYYYYY33XY 

£zoi : on ai Gas ^NoixdiHosaa aoNanpas (tx> 

XrVL' ' *I NOIXYOOT (s> 
ezn^mj ostui :A32/3WtfN (Y) 

: 3HflXY3£ (XT) 

xxo\Ad aeao«qooxx9H :HSINY3H0 (Y) 

•aOH/lOS TYNI3IH0 ( ta) 

ON =3SNaS-IXNY (AT) 

ON s TYDLiaHXOdAH (ttt) 

(DTiaoueB) vno : 3dAX amosioH (tt) 

«XHOJTo :AOO!OdOX (a) 

©xq^op :ssaNaaaNYaxs O) 

PTOB OTexonu :adAX (S) 
sjtT^d sst?q XrfL :HX3N31 (Y) 

:s3IXsih3X3yhyh3 33Nan0as (T) 

:€Z0I : ON QI 03S HOJ N0IXYWH03NI (Z) 



9 IS XX333Y YY3YYY3XXX XYXYY3X333 XXY3YY3333 

08fr XYY3XXX3X3 X0YYWYYX3 Y3Y3Y3YYX3 XY3YYYXXXX X333YYY3XX 33XX3Y3YDY 

QZV YYY3XY0YYY YYXX3YY0YX XXY30XY0XX 3333YYX3XX YYYW3XY3X XXYVYY33X3 

09 C XY30XYYYY3 3YYY3YXXYY 03YXYYYYY3 33Y3XY33Y3 YX333YY3YY YXYY333XY3 

00 C X3XXXYXXY3 XXYYOX30YY VYYOYYYOD3 YY33Y3YXXY Y3YVYXX33X 3YYYYYY3YY 

MZ XY3YY0YYYX OY3X3YYYXX 3YY3333YY3 XXY3Y3YY3Y XX333YYY33 X3XYYY3XX3 

08T 30YYYY33XX Y30IXXXXY3 XX333XXY3Y YYYX333XXX XXXYX30X0X XXXY0030X0 

OZX .T.T.T^.T.T.DX30 XXXVYYXXXD XX330YOYXY XXY3Y3Y3YY Y3Y0XXXYXY OOXXYOOX3Y 
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(9Z TIRE) 133HS SIMMS 



etqnop : ssaNoaoNYaxs O) 

pT3« o-J9t^nu :ad^J. (a) 
SJtT*d ®s«q ^9S :HX3N3a <Y) 

:S3IXSIH3X3YH*H3 33NHn53S (T) 

:920T : ON QI G3S H03 N0IXYWH038I (2) 



828 YOYYXXXX XXOYYYYYXX XX00333XSX XXOOSYOYXY GXXX3333SY 

08 L SXXXYQ0YY3 YXXXX0Y0Y3 SXYOXYXX30 3£XLLXXS)YO0 JLL35XLYVSYY Y3XX39YSYY 
02 £ YXXOY33YSX YXQQSEXLYYY ©XSXXXSOXX XXXX333XYY YYYXXYYYX3 Q33SYXXXXX 
099 XX03XYYYOY YYYXX3XYYY ©XY0300YYY XX0000030X XXXX3333YY S3Y3333YY3 

009 YYY3XDXXD3 3XYYYYY30X XX33XYXXYY YSYX33DXYX YX333Q333Y YX3X3XOXX3 
0VS OXYYYOYXYD 3YY33GXYXY 3XYDDSXXX3 30303YW3Y YYYXXXXXXX OX03SYSYYY 

08 * YX3XDXXXX3 D3YY3XXYXY YYYYYXX33D SXOYYOYXXX 33YYYY33Y3 XXXYXY333Y 
02* 333XYXXXYX 3X3X3XYYX3 33YYYYSYXX X3O0XXX0YD X333X0X030 XY003DY003 

09 Z YXY3003XYY YOOOOYXYYY ©YYYYXXXY3 3YXYY3X3XX XYXXYXYYXX 333SYYYYY3 
00 C 3XOYXXXXYO Y033YYYSXL3 30Q3Y333XY YXXXX3XYOO YOXYYOXOOX XXXXX3X303 
0*2 OSSXYXXXXX YSXSX30YY0 OYXXYXXXYX OYOYXY3333 OX3YSXYYSXL XX030YYYD3 
081 YXOQXXYYOX XXXXX303Y3 YYYQYY3YYD 3Y33QYYXXY YD3XXXY30Y OXY303Y3Y3 
021 OXXXXXXX03 OYYYQYYYW 30XX3X0XXX OOOYXXYXXX XYYYQX3X0Y OYXXOOOOOO 
09 Q3 YXXX3 0SY YVY3333XYX XYYOYYYYYY 330YYYXYYY X333QYY3Y3 XXX333YDXY 

S20T2ON ai oas JNoixdinosaa aowanoas <po 

828' "I NOIXYOOI (H) 
9Jiniy29j~OGTVi : A3X/3WYN (Y) 

rannxYaa <xr> 

TTOiXd ^a^opqpDTieH ^WSINYOHO (Y) 

:30H£10S TYNI3IH0 (T A ) 

ON :3SNHS-IXNY (AT) 

ON ^TYDIXaHXOdAH (TTT) 

(DxwouaB) wa : 3**x amoaaow <tt) 

jnsinajCTO tflDOTOaOX (d) 

sxqnop : ssaNaaaNYHxs <3) 

pjo^oTaxonu :a<£AX (a) 
SJTTsd es^q 828 ^HXOtETI (Y) 

: S3IXSIH3X3YHYH3 33N3n03S (T) 

: S20T : ON QI 53S H03 N0IXVWH03NI (2) 



X89 9 3XYYD3Y0Y0 OWQYXXYYY 

099 XXY30Y3D33 YY3XSYX333 Y33YYXXXYX YY0XS030YX YXX33YYY33 Y3XY3YXYYO 

009 X3Y0XY3O03 3XYY3XX330 03030XYY0Y 3Y003YYYYX 3YYXODD3X9 Y33YXX3330 

0*S 3XYOXX3333 X33YWYY3X XYYYXYY3YX YYYX030XOY YSX3X3333X XL3Y3YX333 

08* XYOOXYYYYX 330XYOYOLX YXYOOXOYXX XXYX303YOO 33XXY0YYXY 0300XYYYYY 

02* 3X3DXYYY0Y XX3Q0SY3YX X3003YYX3Y 33S0YSYXX3 X333Y3XY30 SYXXY33YYY 

09 E YXXXOXYYY3 Q33XYXXY33 SYOY3YOQ3Y 33Y3SY3YOX YOXXY03SOX X3XQXXfttYX 

00 e XYS3DYX33X 3XXYYYYY33 YYYYD3Y3YY YYOY3X3Y03 YYOXY0XX33 YX3Y3XYXYY 

0*2 3XOYYYXXY3 OYOYYY3SOX YYYOEXLYOXY 333SO0OX0X Y0YX0XXY3X 3X3Y3XYYYY 

081 QOOXY03000 0Y3X0Q3YX3 Q303X30XXY 300YOYX3Y3 YVYYYXX3XY XXYIXOOYXX 

021 X3XOYY3XY3 X33X0YY3YY 0YY3XS03XY OXXXYXXYOO X03XY&I030 0XXYYYYYY3 

09 XY03300XX3 33XXY3XYXX OOXOXYXOXO XY0X3X3YY3 3XYY0XXXXY X3MY00X0Y 

*20I-ON QI 03S :N0IXdIH3S3CI 33t33n03S (T x ) 

X89* * " T NOIXY30T (3) 
3Jtn^e?"osxw :A3X/3WYN (Y) 

=3HnXY3J (XT) 

SSL 
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08 L 3XYOLXX3Y3 YOXXXMXOX OOXOOT30YY OWWIOOO XX3D3Y0O1X XXYXS303YY 
QZL ©XXX30OO3X Y000Y0YY30 YX303YO0XY 0X0XXX3XY3 OOYY3X3XYY YXXXXQ30X3 
099 SYYXYOOXYO XY33YOYOXX YYYOXOYYYO YXXXYSOSYX YYXYYDXX33 333Y3XXYY3 

009 OYYOtfiiXOO Y33303XYYY YXOODYXXXX XX3XYYX3DO XXXXYDXY3X XXX0XXX0X3 
0*S MOMMM O 3X30Y3XYDY OOOXXY30YO 3XDXY3YYDX XY3XYDXYYX Y3X3X3Y3YX 
08* XXYOXXOXXO XXOOOOXQOO OYXXX3YOX3 OXXYXXYDOY YYDXXXXXXY OSYYXXXXXX 
02* OXX03XYXXX OYOXSOYYXO XXXX3DGXXX YYOSYYXYOO XXXY3GXY33 YX3YXYX3YX 
09 C 33YIXY333Y XXX3DYXXXX D3QYYY3XXY 33QYXXXXX3 XX0XX330XX X3X30XX0YX 
00C XOSYX303YY YOX33XX33Y YYXXXYIXY3 03Y3X3XYDY YOYXXXY303 YOXXXOOXXX 
QtZ XXX3XOOGXX OOX3DXXX3X Y0XO3OOXY3 YXXXXYYY3X 3XXXYXXY33 XYXXYY33XY 
081 YYYOOTXXYX 33XYXXYYY0 S030YYSYY0 XYXXYOOYYY YOYDOOXDYX XXX3X333YY 
031 QY03SX3X0Y YYYY3X033X YXXXYYYOXX YY33XXXXYX Y03D3YX0XX Y3YXX30XOY 
09 03YXXXXXX3 XDOXXXYXXX XXXYX0X3XY YXYOXYXYOY XYOOXYXYXY SXX3DXYXYY 

lzqi z oh ai oas ^Noixdiaosaa aoNanOas (tx) 

fZZZ*"l noixyooi (a) 
9jn^aj"osxra : A3H/3HYN (Y) 

= 3HnXY33 <xx) 

xaoxAd JS^owqoDTXeH :WSINY3H0 (Y) 

raoanOS TYNIOIHO (TA) 

ON :aSN3S-IXNY (*T> 

ON : TYDIXaHXOdAH (TTT) 

(3Twoua6) -adAX annoaaow (tt> 

MXnoaxD ^OOTOdOX (a) 
exqnop : SS3N03aNYHXS (3) 
ptDB oxetonu :adAX (a) 
szjysd as«q -KLOKSTl (Y) 

S3IXSIHHX3YHYH3 33N3n03S (T) 

:Z.20T : ON QI S3S HOJ NOIXYWHOJNI (2) 



^ 9S Y333 XYYYYXYXXX 330X3XY339 

0*S YXYYX39333 XOXXXOXXXO Y0303D30XX XXX0XSXYX3 OOYXYOXYYY YXYXJiOOCO 

08* 3XYXXX3XYY YYYYOXXYYY OYYOYYOY33 XXYXXY3XYY YYX0XXX9QS ©YXX3003YY 

QZV X3YY333303 OY3YOY3Y3X 33YXXXX30D OY3YYYYYYX X3O0OXXXXY XX3333YYYY 

09 C 3XYYXX3333 YOXYYYYYXX XX3X33SSX3 U-L0X00303 XYXYYX3XXX XOYY3XOYSY 

00 € 3YY3YOY303 YOOXXOXXXX OXXX33333Y 0YYYYY3XXY 33YYSYY0YX X3XYYYYYXX 

0*2 X330Y0YXXX 3XX3X333XY YXYYYXXYYO YXXXX333YY YYX303XYOO 3XY0X3333Y 

081 3YXYY33XY3 03YXYYY333 Y3YYYYOOXX XX33YYXYYY YY030XYXXX X3XXXXX0XX 

0ZI 030YXX3XXX XOOOOOXOYX XXX30XX33Y X3XXX333YX YXXX03XYYX XXXXX030YY 

09 YYYYXXX3XX Y33330XY3X 033XOOYYYY Y3YY33YX0Y 333YY3XX0X X0X033QYYY 

9£ot : on ai Qas :woixdiH3saa aorcinOas («) 

'I N0IXY30T (a) 
a;cn3^93~osxiii :jLaH/3HtfN (Y) 

:3HOXY33 <*T> 

xaoiAd ;ia}o*qooxi9H :flSINY3H0 (Y) 

:33HnOS TYNIOIHO (T A ) 

ON :aSN3S-IXNY (AX) 

ON :iYDIX3HX0dAH (TTT) 

(oxiiiouab) vtia :3dAX amOS'IOW (TT) 

^xnoaxo :A0010dOX (a) 

SSL 
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(9Z3inU)J3]HS31MllS9flS 



ai 53S -NOIMIHOSaa 30N3QOHS <pc) 

L6S m "Z N0IXY307 (H) 
ean^ej-ospn :A3X/3KYN (V) 

:3HDXY3J (xr) 

xaoxAd a^^OBqooxxeH :HSINYSHO (V) 

••Honnos tynioiho (ta) 

ON = aSN3S-IXNY (AT) 

ON : r IY3IX3HX0d AH (TTT) 

(opnoue6) VNd :3d£L 37033*1011 (TT) 

«T.no;tTO sAOOTOdOX (a) 
eiqnop : SS3Nd30NYHXS (0) 
pwu oTex^nu :3dAX (H) 
s;iT*d as*q £68 ^OLSNTl (Y> 

: S3IXSIH3X3YHYH3 33N3n03S (T) 

: 6201 : ON d &3S HOi N0IXYWH03NI (?) 

2e* xx wxyy3yyiy 

02* 33O33X0X3Y YY0Y3S3X03 33YSXXYX3Y 33XY33Y3XY YD33XY333X YDX3YDOX3X 

09 C iTJ,303XY3XX XXXO30X3D3 XY33XYD3YY XY3303YXDO XOSXXXYXXO 3X3Y3Y0YYY 

00C 3YYYY3YYYY YD333YYVOX X3SSXXX3YY YXXXG33XXX 0Y3XY3XXX3 33XX3XOXYY 

0fr2 33030YYXXX YY3XX3X033 OXX30X3XYX 3YYY3333YY Y3X333X3YO 333Y3YX333 

08T XXY333YYY3 XS3XY9Y0YX XXXYXYY3XX XXY333XXY3 333YXYY0YY 0XY3333XXY 

02T XXYXXX3S3X XY3XXYY3QX XXXYYYOYYD XYY3YOYYOY Y3YYYX3X33 YY30XYYX33 

09 YY3YYYYY3Y OYYYSXLXXYX XXYOYYYYXX YY3XYY33Y3 X03XYY33Y3 Y33YY3YXXY 

8201 : on ai Oas =N0ixdiH3saa 33N3nQas (xx) 

ZZV'l N0IXY301 (a) 
ajn^ej-ospu :A32/3PWN (Y) 

:annxY33 (*r) 

xaoTAd ao^o^qooTI^H ^WSINTOHO (Y> 

•33Hn0S TYNIOIHO (T A ) ' *' 

ON : 3SN3S-IXNY (AT) 

ON =1Y3IX3HX0dAH (TTT) 

(DTUioue6) VNQ :3dAX SatttSTIOW (TT) 

JieTUDJTO :AOOTlOdOX (a) 
eiqnop : SS3Nd30NYHXS (3) 
pxot? oxeionu :adAX (a) 
s^TBd ast?q ZZV -HX3N3T (Y) 

: S3IXSIH3X3YHYH3 33N3n53S (T) 

=820T-on ar Oas hos noixywhojni (z) 



tZZT YY3X XYW3XYXXY 00XXX33YYY 

0021 YX3333YYOY XXYX333333 33Y333Y3XX XY33XX3XXX X3XYXXXXX3 33Y333XXYX 

OfrTT 3333XX033Y YYXYYYYOXY Y3X3XXY33X OXOYXX330Y YY333YXXX3 Y3YOYYYX3X 

0801 30YYXXXOYO 3000MXXOY Y0YO03OXYY 3YXYY33YY3 YY33333YXX XXXX033XXY 

0201 S XXX 33SXY3 3Q3Y XXXX 33 XXXX0XQ033 0XXXXX3XX3 X3YX3XXY33 Y3XY3XXX3Y 

096 33SY3303YY Y333X3XSXY YXXX33QYYO XXXXX30XXO 33O330XXXY 3X333XY0XX 

006 X3SXXXXXOX X3X303X33X X300YSS0XY XXYOOOYXXX YYYYYSXXOX XXYOSYYXYY 

0*8 YWXXXXY33 03YXX3Y3XY 3S33YXXXXY 33DYXXXX3D 3QYY0Y3Y33 OXXOYYYX3X 

LSL 



Ztt60/96Sn/JL3d 



£680*796 OA\ 



(BIW)i3»S 3101180$ 



xzoiAd ^owqooxxsH ^WSINYOHO (Y> 

^aonnos tynioiho (ta) 

ON :3SN3S-IXNY (AT) 

ON : TY3IX3HX0dAH (TTT) 

(oxuiouoS) vno ^adAx amoanoK (tt> 

Minoaxo :ASCnOdOX (a) 
©xqnop : ssaNaaaNYHXs (3) 
PTob oxaxonu :ad£L (a) 
sxzvd es*q ee€ ^HXONai (Y> 

: soixsmaxoYHYHo 33N3nOas (T> 
•'ieox : oN ai Bas soa NoixYwaoaNi (z) 



tot 330 

00€ OYY3Y33Y33 Y3SYYYY3XY 3XY3XYXXX3 3YYYX0XY30 YYXYOXXYOL XXYSXXY333 

OfrZ X3Y3QY0XXX Y3X33DXOOX XXYQXXXXX3 XYX3XX3XXX 333YYXXSQX X3X33XXXXX 

081 YXXX033YYY 330YYXYYXX 33XY3X3YXX OXXXXYYXXX XXXX33YYXX 3333XYYYYY 

QZX YXXXXYXXXY X0XXYXXXX3 X00YY33XYX XXYXX3Y3XY XXYOYDYYYX XXXX3333YX 

09 YYDY0333YY X333D3YYYY YX3YY303D3 3Y3Y333X3X 3X33YXYY3Y XXXXYX3DD3 

oeoi-oN ai Oas JNoixdiaosaa 33N3noas («) 
tot" 9 1 noixyooi (a) 

aan^ej-osTUi :jtaM/aiWN (Y) 

:aanxYaa (*r) 

TaotAd a^o^qooTieH -WSINY3H0 (Y> 

•33HflOS TYNIOIHO (TA) 

ON : 3SN3S-IXNY (AT) 

ON = TY3IX3HX0dXH (TTT) 

(oTwouaB) vNa : adAX anooaiow (TT) 
aexnD^TD :Aocrcodox (a) 

exqnop : SS3N030NYHXS (3) 
ptoe ox©x»nu :adXX (9) 
s^T^d aseq eOC :HX3N31 (Y) 

• S3IXSIH3X3YHYH3 33N3n03S (T) 

^0€0T ; ON QI 03S HOd NOIXYHHOaNI <£) 



£68 YY3X3XY XYYYSOOXXY Y3SOOXX333 3XXY3XYY33 SS3YYXYYD3 SYYYYY3YYO • 

0*8 XXXXXXXYOX XX333DY3YX Y333YXXXXX 33YYYOY3YX YYSS333Y0X XY3XXY30YX 

OBL 30Y3XXX3Y3 00033YY03Y YYY3XYY3YX XYX0Y33X3X 30YYYX3S3X 3Y3YYYYXY3 

OZL 033XYY3XYX 3333YYXXXX Y3YYXYDYY3 XXY0Y0X33X YYX333VY3X YYXXXXY03Y 

099 3333Y3YW3 333XYYXXXX X33Y3YY33Y OYYYYYOYYO 03YX30XSXY 3X3YXYXXXX 

009 X333Y3XXY3 YYYXXXXX3X XXYYOX3333 03OYXYXXOX YYW3XYY3Y Y03O0XYYX3 

OfrS 333OX033YX XY3Y03XY30 3XYX3XYYYY XY3333XYYX XOOY3YVYXY XXYX333XYO 

08fr Y3XX0333YY XYXOYYYY3X 333XXY33XY YY33YY33Y0 XY3YYYY3XY Y3X3YD333Y 

QZ* XYYX333YX3 333XYYYYY3 JXY33XY0YY OXYY33X3Y3 XY3XYY33W 3XYYXYYXYY 

09 € 03YXYXXXYO 3330YXX00X XYXX0X0XY3 X333YYY30Y XXSXXXXXQY SX3X3X39XY 

00C 303Y3YYYYY X333Y3YSXY YXXYX303SO XYYYY0XY33 OYYXXXIX30 VYY3XX333Y 

OfZ 3YYX303333 XYXXXXXY33 30YYOXYXXY 303YY3XXYY YYXXXX3Y3X 3YXX3Y3X33 

08T YYYYYYYY33 X3SXXYYOY3 Y333YY333Y YY30XX3X33 SYYY3XXS3Y Y3YX30Y3XY 

OZl XXYXXD3SSO XYXX3X3030 YXXY3X0XXY XX3XX3030X QX0X30XYSX Y3XOXXYYYY 

09 X3XXQ3XXYY 3YY3YX3XYY Y3XYY0O3YY Y330YYYYYX XXXOYXYY3X YX3X3XX33X 

SSL 



Zll6Q/96SCVlDd 



£6801796 OAV 



<9Z 71118) U3HS HlfUIlSSOS 



exqnop : SS3N030NYHXS (0) 
pxoB oTBXonu :3dAX (S) 
ssTBd esisq £89 : HX0N3a <Y> 

: SDIXSIH3X0YHYH3 30N3fl03S (T) 

: EeOX : ON QI 03S HOd NOIXYWBOaNI (2) 



I£II 


0 


003X3XYY3Y 


0801 


XXYDOYOOYY 


XX3033Y333 


oeoi 


YYOXYOOXY3 


XYYYYXOYOY 


096 


oxxxxyyyox 


333YYXY03Y 


006 


30YXX30YYX 


30333OO0YY 


0*8 


XY3XYX3XYX 


VDxaooxvw 


QZL 


XXXX333XYX 


yyxyooooox 


OZL 


YXYYYYYYYX 


O300XYDX30 


099 


WOOOSXLOYY 


YYX333YX30 


009 


00033YXY33 


O0YXY3X3X3 


0*S 


VXXXX00333 


Y3YYYY3XOY 


08* 


XXX3YOYXXX 


333XOYXXXY 


OZfr 


XYY03YY33X 


X30Y33YY3Y 


09£ 


X333X3YXY3 


O3XYXXX303 


00E 


YYODOOOYXY 


W3XXYXX3X 


OfrZ 


YY0YXYY3XX 


YX33Y3333X 


081 


yyyxoosoyx 


YYYY3Y33XX 


QZT 


3XYYYY3XXX 


YY30Y3XXXX 


09 


3XOOXYOYOX 


OOOYYYYYYY 



zcot : on ai Oas ^Noixdinosaa aoNanOas (po 

TEXT" "I NOIXYOCH (H) 
ajna*95~3sxin :^aM/aPWN <Y) 

:annxYaa (*?> 



xaoxAd jra^oeqooxtaH ^KSINYOHO (Y) 

JaOHHOS TYNI3IHO <T<M 



ON :3SN3S-IXNY (at) 
ON -TYOIXaHXOdXH (TTT) 



(OTtnouafi) VNd :3dAX aiflOaTOK (IT) 

^inoiTO ^OOTOdOX (a) 
©xqnop : SS3NaaQNYHXS <3) 
pxoe oxex=>nu :3dAX (9) 
sjcxed asi?q xeil : HX0N3n (Y) 

: S3IXSIH3X3YHYH3 33N3n53S (T) 



:£C0X : ON QI 03S H0.5 N0IXYKH03NI (2) 



CC€ £03 XYOOYYY3Y3 XY33YYYY33 OYYYI33XOO 

00 £ YXCX0OO3YX 3XX00O3Y33 3YXXXY0Y3X XX30X03XOO 33XYYX3300 0XXY30Y0X0 

QVZ XYOXY03O30 X030XXXY33 O30O0XX3X3 OYYXOOOOOY 30OOOXX3YX OOXOY033YY 

08T 300YXXX3YX 333Y3303YY Y3003YYXXX 0YY30003YX 009303X3X3 YYX0303XYD 

021 XYXXXY33YX X3XY3XY0Y0 OXXYOYOY3Y 33Y0Y0300X XYOX33XOX3 33XY300XY3 

09 XYOXXYXXXL X30OOY0Y3O OXXYOYYX30 3000333Y33 XYYYOYXYSD 0X3Y3XYXXX 

ieoi : oN ai Das ^Noixdinosaa 30N3nOas (po 



tZt' ' 'X NOIXYDOT (S) 
a:m:*ea?""3sxui :A3X/3WYN (Y) 

^annxYaa (*T) 



6SI 



7Il60/96Sn/13d 



£680*/96 OAV 



(9Z 31flH) J33HS IiniLLSaitS 



S6* Y333X Y3XXYY3YX3 

08? sxoyy3yyyy xxx3xxyyxy YYXxxaaxso soyysoxyox xy3xyxxx33 XX303YYYYY 

02* YYOXYX3X33 3SYY0YO3YY YYYOXXXXX3 SYDYYY33DY Y3X3Y3X33Y YXYYDXXXX3 

09 £ 3333D3YYYY YOOOYYYOYY YYY3XYY0XX X03GYYXXYD XX33YDY3XX XXYOOLYYYY 

00 £ 3X33YXXXXX 3YY3Y3D3YX XXOOSYYXX3 XYYYYOXY03 XYOXOXXY33 300QXDD33Y 

0fr£ X3XXXY3XYX Y333333YYY Y3X3D3YYYY YXXYYOXYDX XYOXXXYYYY YYYOXXXS3XY 

081 03Y3XXXYY3 YOYYOODOXX OOYOYYDXXX XXYOOOY3Y3 X003Y3XXD3 00XOS3Y3Y0 

0ZI 30YXXY3XY0 XYXYOODYXY OOXOOXOYYO YXXYYYOXXX 303X30000X XYY3YY3Y33 

09 YX3X3X30YY YYX0030Y03 OOXYXXXXOO 0XYYXX3XOY XXXY33Y30X YOOYYYYXYY 

freoi : oN ai Oas ^Noixdinosaa aoraaoas. («> 

S6VT NOIXYDOn (S) 
aarujBaj-ospu :A3S/aHYN (Y) 

^aanxYaa (xx> 

T^oxAd aeqo^qooTiaH :WSINYDH0 (Y) 

:33HH0S 1YKI3IH0 <TA) 

ON '3SN3S-IXNY (at) 

ON : TYDIXaHXOd^H (TTT) 

(oxuiouaB) vno :adXL amsarrow (TT) 

^inoaxo :A3OT0d0X (a) 
eXqnop : SS 3NCI3CINYtfXS (O) 
pio* oxeiDnu : a5 xx (3) 
SJT^d ast?q 56 :HX9N31 (Y) 

: S3IXSIH3X3YHYH3 33N3fl0aS (T) 

:^£0T-ON ai 33S H03 NOIXYWHOiNI {Z) 



LQS OYOYYYY 33DXX3YYYY OYXXXYDXXX 

099 9090YYXXX3 0Y0Y33XXXY X0YYO0OYY3 XYX333XYOY Y300S0XSYX XXYYYYYSXX 

009 XXSQYY30Y3 YYXYX3330X XXXX030DX3 YYYXYYX33D YYX303SYYY 3XYXXY3XYY 

OfrS 3X03QYXYD3 OOYXYDXYYX 3OIYX0330Y Y333Y3XYX3 333YXYYYYY 3XXY3XYXYY 

06* X303XYXXY3 YY333YYYXY - 0X33033XDY OOOYY3XXOO OYOYYXXXIY X3YYX3YXXY 

0ZV OOOYXXXXXO YD3DXDXXOX OYY30XXYYO 30YXY30XX3 3O03DY3XX3 33XYXY33XX 

09 £ XXYXYXXYYY Y3XYXXY3SY YXYOXXYXXX S3DOXYSXOY YOOOYXYY3X XXY30OOO9Y 

00 € XYOXXXXXDO YYYY3DYSYX Y3XYX3O0O3 XXX0YDYX33 3OYXXY30XY OYXYYYOYYO 

Q?Z YY3X303XYX 3333YYYYYX XXXYOYOOYY XYXXXXXYXY Y33XY0YYYY OXYYOOYYOX 

081 XXY000090X OYYY3XYX3Y 3XYXXXOYYO XXXYY3YYY3 XXXOOOYOYY YXOYXYS3YY 

0ZI 333XY33YYY Y3XXXOLX03 OOYYXXXOGO YYOXYXYYYY XXXY30XY33 Y3YDXXXXXY 

09 OXODODXYOX XXXYOOSXYX XXX03XOYY9 XX3030DXY3 XYYY3003YY YYYYXYX330 

£E0T : ON ai Q3S -NOIXdIH3Saa 33N3H03S <PO 

z.89' • *x NOiXYsorr (a) 

aj^eaj-osTur :A3X/3WYN (Y) 

' 3H£lXY3a (xt ) 

XJOxAd je^o^qoDTxaH :WSINYOHO (Y) 

: 33HH0S TYNIOIHO <T A ) 

ON : 3SN3S-IXNY (at) 

ON :iY3IX3HX0dAH (TTT) 

(oxuiouaS) YNQ :3dZX SinoaiOW (TT) 

mxnoxXD tAOOIOdOX (d) 

09 L 



rri60/96Sfl/XDd 



£6801796 



(9z Hinii) jbihs Einmsans 



9cot : on ai Oas =NoixaiHosaa SDNsnOas (pc) 

26S" * " T NOIXYDOa (2) 
ejtirjBaj^ospn :A3X/3PWN (V) 

:annxYaa <*t) 

xaoiAd aa^o^qooxxsH ^WSINTOHO <Y> 

«3DHnOS TVNISIHO (XA) 

on ^asNas-iXEW (at) 

ON : TYDIX3HX0dJLH (TTT) 

(oxmouafi) YNCI :3dAX STflDaTOW (TT) 

jbttiojito :AOCyiOdOX (a) 
siqnop : SS3Na30NVHXS O) 
pxoB oxaionu :3dAX (H) 
sax«d as*q £6S : HX0N3'I (V> 

:S0IXSIH3X0YHYHD 30NaflQ3S (T) 

: 9 COT : ON QI 03S HOi NOIX^fKHOdDH (?) 



S/.6 D30YY QVODWVD03 

096 OXXDXDDOYX YXXDOOXXYY YXXOXYXXXY OOOOXXXSYO XYDXXXX3SX 
006 . OXYXOSOXXX YXOXOOD3XY XX3YDXYYYY XYOOOOOYSO 3YSX030YDX XYYYXXXOXO 

0^8 OXDDXYYXXO OSYY3XXY0O SYXXYOODXY XXY3XYX0XD 33YXXXXX33 Y0XYOXY33Y 

08 L 0OO0YD3XYO 03XYODY03Y YDYOOOODSY XYYYVYX030 XXSX3YY3YY 3YY3XLLXXY 
0ZL 0D33YYDX33 XXXY3XXX33 YDD3YXXX03 YXD30YYXXX X0OL3XXYD0 3DYDDXX3X3 
099 YYOYYYXXYD YOXXXX3YOD YXIXXYOOX3 3XY303Y3Y3 3XXXX33YX3 XXXY33XYYY 

009 3X33XXYXXX X30X333X0X 3YXXX3Y3X3 GXY3XYX3XX XY3XYXXXXY X3XYDX33XY 
OPS 33Y333YY33 GYXXXX3YYY YXXXXYXOYY Y3XX3333X3 3Y3XYYY3XX Y3333L033Y 

08 * 0XXX333XYY Y33XX33X0X 33XGXXX333 YX3XY33YYX YYYY3XY3XY X3X33333YX 
QZt X3X33333Y3 XOYXOOXXXY 33YY33SYYY YYYX3XX33X YX3333Y333 YYXXXXY33X 
09 1 X033YYW0X YYOX3333W 3XYXXXXXYX XYX3WXV33 0YXXXX0Y3X 3XY3S3XYYO 
00C YXXWOXXYO 33YY3Y3YYX XXY3XY33Y3 YXXYX3333Y Y33YYLY333 30Y30Y3YYY 
OVZ XXXYY333YY 330YYXX30X Y3X30XY333 3YYX333Y3Y XXXXOXXXXX XX3YVYYY33 
081 0XYVYY3XYY Y3X33VY33X Y3VYX3Y3XY YY333Y3YYY XXXYXXYDOX XX3Y3XYYY0 
QZl X3DXX33Y33 YY3033XYXY Y3Y333XXXX OXXXYXX3Y3 X33YX3333Y XYXXSY333Y 

09 3333XY3YY3 3XXYXYY33X 3XXY3Y3Y3Y XOYYXIOXYO X3XX33D3YY YXXXLLXIXY 

seoi' 0 ^ ai Oas ^NoixaiHosaa aoNanOas (pO 

SL6' "1 NOIXYOOT (H) 
aan^paj-osxw :*3S/3WYN (Y) 

: annxY3j ( x t) 

XJtOTAd Jca^o^qooxtaH :RSINY3H0 (Y) 

:aOHnOS TYNI3IH0 (T A ) 

ON :3SN3S-IXNY (ax) 

ON :TY3IX3HX0dAH (TTT) 

<Dxuioue6) vNa -3dAX amDaiow (TT) 

^Bxnoaxa :A30TOdOX (d) 
exqnop : SSaNQaONYHXS (3) 
pXDB oxaionu :Hd£X (S) 
SJCTBd'as^q SL6 : HXON31 (Y) 

: S3IXSIH3X3YHYH3 33N3nQ3S (T) 

:5eOI : ON 01 03S H03 NOIXWaaiNI (Z) 

X9L 



rri6o/96sa/iod 



£680fr/96 O/W 



(9Z nou) jshs iioiusans 



pxo* oxaxonu :a*AX (a) 
saiBd as*q 066 :HX0N31 (Y) 

:s3ixsirai3YHYH3 33N3nGas (T) 
5 8£0X : ON a I Q3S noa noij.vwho.2ni (2) 



Zeei 33SX3XXYY3 

0£€X 33YYYYY3Y3 YY333YY3XY Y333YY3X33 Y3Y3Y3XXXY YYY3333333 3333YX33Y3 

0931 YYOXYYXYOO 33YY3YXXXY OOVJnLJ.TJ.OY XYYXXXXX33 3JJ.Y3XY33X YX3Y3XXX3X 

OOZX 3XYY3YY33X YY33YXYXXY 3XYX33YSXX XYYOXXY333 XYX333Y3YX XX333YYYYY 

0*XX XXY3XYXYX0 XY333YXX33 SXXX330XY3 333YY330Y3 333YYX3XX3 XYYYXXX3YX 

0801 333YY33XXX YX3YYYY3XX XXY3YY3YYY YXXX03YYY3 3YYYYXYY33 X3X33X3YXX 

0301 XYYXYY333Y XY3XXXY33X XXXX3X33Y3 YYY3Y3XY33 3Y3YXYYY3X Y333XYY3Y3 

096 YXY3XY3YYY YYYXX330YX YX33XXX3XX YYGXXXXY33 33YY0XXY3X Y3YXXYYY3X 

006 X3X03XYX3X Y33XYX3333 YYYYVYYXYO YYSXYOXXYY XXXX33XYYY YYYOXXYSYY 

0*8 XY3YXY0XXX Y333Y0XYYX XXXXYYYYYO YYYXYY33Y3 30XYXXYYYY Y33XX333X3 

08 L 3Y33Y3XXY3 33333XXXYY 33Y0XXY3XX 0XY3YY3XX3 Y3XYOXXXYX YX3XY3XXXX 
QZL 033YYY33XX 3X3X33Y3YY 3YYY3X33XY X3X33YYX3Y XY3YY3333Y YX3Y3XYX33 
099 33Y333YXXY Y3XY33XYOX YX3X3333XX XXXYXXXX33 33X3XYY3XY YOXY333XYY 

009 3XYYYYYY33 XY33XXYY3Y 0XXXYY33YY X333XXXY33 33YXYYY3XY 0YYYYY33YY 
0*5 33YYYYX3XX 3YQX333YYY YXY333SYY3 X333XX333Y YY3X0YY3X3 XY3YYXXSY0 
08* Y3YYXXX333 XXYXXX3Y3Y 33XXXX3XXX YXXXXX3X33 XXYXXXXY3X XYXXYXXX33 
QZV 3X333YXXY3 33VXX3XXXY XXYY03YXYX X3XXXO03XX Y33XXXY3YY YXYXXX33X3 
09 e XXXXY30YQX YOOYYYYYYX XXX33XYXXX XX33XYXY33 3Y3XXYYYXX X3X3YY0X33 
00 Z XYX33XXXYX YYY0Y3Y33Y 33XX3Y33Y3 333Y0YYYY3 33YXXXX33Y YYYOYXXXYY 
OtZ YY3YXYY3Y3 OYYYOY3YXX X333XXYYYY XYX3X33YXX Y3YY0YXY3D 3Y3YXYXXY3 
08 T . X3X3YX3YYX YYYXXXXYYY OXYY3XYX3Y 33YXX3XXX3 Y33YXXY333 33XYYY33YY 
OCX YY3XYX3YYY Y33Y3X3Y3X YYY3X3XX3X OX03XXXYX3 YXX333XX33 OYSaiXXXOY 
09 XXX3X333YY XY0XYXXX0X XX333XOXXD YYYXXXXXX3 XYX3X3XXX3 03X1XX33O3 

z.cox=on ai 5as iNoiXdiH3saq aoNanOas <t*> 

ZZZX 9 * *X N0IXY301 (3) 
eia^ej-osTUi =A3X/aJWN (Y> 

: 3HHXYHJ (XT) 

xaoxAd aeao«qooTT9H :WSINY3H0 (Y) 

=33HnOS 1YNI3IHO <? A ) 



ON -.3SN3S-IXNY (At) 

ON :TY3IX3HX0dAH (TTT) 

(oxuioueS) YNO :3dAX 31033101* <TI) 

Jc^xno^TO :AQ010d0X (a) 
otqnop : SS3Na30NYHXS (3) 
pxo* oxatonu :3<JXI (a) 
s^XBd es\sq ZZZX : HX3N31 (Y) 

:S3IXSIH3X3YHYH3 33N3HG3S <T) 



: z.eox : oN ai 03s aoa noixypwojni (z) 



26 S XX X3XYYYYX3Y XXYXX333YX XX3333X33D Y3XYYY3YY3 YYYXXXX333 

OfrS 030XY3XYX3 333XX333XY YXXXXYXXY3 333X3XXX30 33XY33SXXY YYYXX3333X 

08* XX3333XYX3 33X33X33YY 3XXVY3X333 Y333YYYY3X Y3XY3XY333 XXXXXYXXYX 

QZV Y333Y3XXYX X3X33XX30X YXXXXYX333 XX3333XYX3 XXXX333YXY 3X3XXX3XX3 

09 € Y3Y3XXXX33 3YYY3X3XXY 3YYYYYX33Y XXYY3Y330Y 3XXX3X3XXX Y33333YXXX 

00 e 333X3333YY YYXX33Y0Y3 XYS3X3XXXY XXXXY3XYYY 3XY33Y33XX 33XYXXXYD3 

OVZ XXYXXXXYYX XXXYS33YXX 3XXYXXXX33 33YY33330X 3XXY333YYY YY333XY33Y 

08X 3XXXY333XY 3XYXXD3X3Y 3333XY33YX X33003XYX3 XXXXOOYXOY 33Y3X33YYD 

QZl X3XXY3X333 OY3YY3YYXY YYY3XYYY3Y 3XX3Y3X0X3 X33333X33Y Y30YX3XXX3 

09 X33YOOY3YX XX3XX3333Y 0XYXXYX33Y 3Y3333Y3YX XXYX033YYY 3XYXX3Y3Y3 

Z9 L 



rtI60/96SO/13d 



£680*796 OAV 



(3Z jma) H3HS iiniiisans 



00 e XO0OYDXLYY WililYOW YXODXDOYXO OOODXXXYDY YYXYOXSYDY OYX0OXYD3X 

0*2 YYOYXY033X X33XYODYYY OYXYYDOOYY YOOOLDfXLYO 30YOOX0Y0X YOXYYYYXXO 

08X 0GXYY9XYYY YOYYYOXOYY SYJ-LL03OOY OX£5XYOXY03 OOOOOXXX3X YOYDYYOOXY 

QZl XXOYYOXOYY YYYYOOOOOX X3Y0YYD0XY YYYUJ.OOOi YX3S3DYDSX YX030SYYYD 

09 XYYDXXYYYX 0D3XXXDO0Y OXXOOOXXXY XXYXYOOYOY DOEXLUJ.YDO 0OSOY030OY 

6 cox : on ai Oas ^Noixdiaossa 30NanQ3s (PO 

9801* "I NOIXYOOl (S) 
aan^aj-DSTur :A3X/3WYN (Y) 

:3HOLY3a (XT) 

xaotAd aa^OTsqoD-px^H 'KSINYOHO <Y) 

iaOHHOS TYNIOIHO (TA) 

ON :3SN3S-LLNY (AT) 

ON : TYOIXSHXOdAH (TTT) 

(axmoueS) YNd :3d*x smoanow (tt> 
aBinoaxo :Aooaodox (a) 

atqnop : SS3N030NYHXS O) 
pTDB OT9T. 3nu : 3d&L <S) 
saxpd es«q 930! :HX0N31 (Y) 

5SDIISIH3XOYHYHD 30Nan03S (T) 

= 6 COT : ON QI 03S H03 N0IXYWH03NI it) 



066 XYYOOYYYDY XXYXXDYYX3 3QXOYYOYYY 

096 X00XY3XYX0 3YXXYXXY0X YXYDODOYOO OOOYOYYYYX XXXSXXOYOX YOOYYY9YXX 

006 YXXXXOOOYY Y3XYX0YY0X YOXDDYYOYD YYYYYOXOEO XOYYYOXDOX Y009DYXYYQ 

0*8 OOOXOYOXOX YYXYXOXOOO OYXXXOOOXO OXXXOYDYOX YOYOYOXYYY 3YYYXX0XXY 

08Z. XYO3X0XYX0 OOYXXX3000 OOYYSXSOXY YXXXXYXYOO OOXOOSYDYY YYYOXYOYYO 

QZL SXXDSYYYOY XXXX0D33YY OYYYYYOOYY X0O3YXXYOG XYYY0XYX33 YYYYOOOXYO 

099 0O3XXXXOYO 00003X0XXY YOD3YXSXYO Y3YXXXXOOO OOOYXXYXXD YDQYODOXXX 

009 YYYXOYOOXX YXXOYOXYOX YD00ODY0Y3 XXXXYXOOOO D33YYXYSSX OYOOYYYYOY 

0VS DXXDSYYXXX XOLYYDDSXY OSXYDXYOYY 03YYODXOOY XOXXYXYOOX OXOOOOYYYO 

08 V XOOOXXXXYX XDOOOYYOXX OXYYYXXXXY 3YYYXDSDYY YYXY30YYX0 XDXSXDXXOO 
02* OYYYYOYXXX XY00003XXY 0OOOXY30YO OOYDYXYYOD OXXXXXOXOX XXYOOOSYXY 

09 Z XXODXYOXXX YOOYYXXXYO DYYYYYYXXY YYOYOYOOYX DOYYYYOODX SXXYOYDXYO 
00€ ' OYYXYYYXXO OOXY03OYYO OYDYXDOOYD OYYXYOYYYX DDXXYOOOXX X3XXYXXXX3 
0*3 OOOYYYYXYD OOYXXXOOOX OYXXYYOYYO OOXYYOYYYY XXXXOXDOOY OYXYXOYOXY 
081 YYOXYXOXDD DQX03SXY30 X30YDXYYYO OYYYYYXXYX OOODYXYOOO YYYOYXYDXO 
QZl XXXYXXOOOX OOOXYOXXXY OXYYXXYXYY YXXXOOYDYY Y0Y3Y0X00X Y000Y3YYXX 
09 XYYYYQOOYO DYYOOYXXYO YY0Y0XXY33 YYYDXXOXYD YYDYOYOYYY YYOYYYYYOY 

8€0T : ON 01 53S ^NOIXdlHOSad 30N3fl5aS (TX) 

066- * *I NOIXYOOI (S) 
e:tmTO?~~osTux :*aX/3WYN (Y) 

:annxY33 (*T> 

tjloxM aa^OBqoDTlSH :WSINY3H0 (Y) 

:aOHHOS TYNIOIHO (ia) 

ON : 3SN3S-IXNY (AT) 

ON :iY0IX3HX0dM (TTT) 

(oxmouafi) YNd -3dAX amoaiOW (TT) 

jBXno^T3 :A0010dOX iQ) 
ajqnop : SS3NQ3CINYHXS O) 

£9^. 



rZI60/96Sfi/JOd 



C680W96 OAV 



(933iniOJ33HS3inillSaflS 



ON -3SN3S-IXNV (at) 

ON : TYDIXaHXOdAH (TTT) 

(opaoua6) YNd 'ZdXL TinoaiOW (TT) 

j^xnoaTO :AOOTOdOi (a) 
siqnop : SS3Na30NYHXS (0) 
pxo* oxax^nu :3dJUi (a) 
saxBd es*q 9S 0X =HX0N3a (V) 

=SDIXSIH3£DYHYHD 33N3n53S (T) 

:X*0X : ON ai B3S H0£ N0IXYWH03NI (2) 



€€9 VW 0X3YYYYXXY YOXYXSOODO 

009 YYDGXXXXDX YX0033YXYY YMGDYOYXX XXY0X030YD XYOODOYXXY XXYOYYYOY3 

0?S OOYODODXOY YYXXYOYDXD J.T.T.TJ.U FWV OYDDYYYXXX YSOXYOYYYY OJ.YiLLJ.YXYO 

08* OXXX330SOY YYYY303Y3Y 0YXXSX33XY YSYXYXX33X YY3X3YXX0X SXXXX3X303 

OZV OXXXXYYYYX YXX3333XX0 3OXXXXY0XY D3Y3YY3YYY 3SSXYYXXXX XXYDXXXXYS 

09 £ YY33XYOY33 YX303YYVYY SXXX3333YO YY3XYYXX33 3Y3Y3YY333 XXX3YYYYXX 

00 Z 3333YX3Y33 0XXY0XXY30 YYYYXYOXXY XOOSXOOX3Y YYX3XXY33X YX3X333XYS 

0*Z XXYXYOYY33 YXX3Y3X0O3. Y3XYYYYYYY YXX3XY39YX 3D3DY93Y33 OOXXXYOOXO 

081 XY33XYYY3Y YY3X33YXDY DXYOXYX3XY DOD3SYXXX3 O3O0OYY0OX XXYY3YY33X 

QZl XYY3XYYYOX 330Y0XXXX3 33YY3YOYOY 330YXXYXXX XP30YYXXXX OOOOOXOOXX 

09 XOOYXYOXYO YYYYYYXXDX 0Y3S0XYYY0 GYYXXXYOYX XY3YOYXO0O ODYXXYY003 

afrox^oN ai Oas ^NOixdiHosaa aoNanOas (t*> 

ZZS " " " X NOIXYDOT (S) 
ein^aj-ospu :A3X/3WYN <Y) 

:aaoiYa^ (xx) 

xaox/tf ja^o^qoDTieH : WSINYOHO (Y) 

^aoanos tynioiho (ta) 

ON :3SN3S-IXNY (AX) 
ON :TY3IX3HX04aH (TTT) 

<Dxmoua6) vno tz&KL amoaiow (tt) 

a^inoaxo :A0010dOX (O) 
eiqnop : SS3NCI3aNYHXS (3) 
pxo* oxexanu : 3 cJaX (a) 
sxTT>d aseq zzs : HXSN31 (Y) 

•S0IXSIH3X0YHYH3 33N3fl03S (T) 

:0*0t-ON QI S3S H03 N0IXYWH03NI (Z) 



9801 XYYYYO 

0801 XXXOOYYXXX XYYYSXXYYY O3S0OY3XX3 0XXY30SXQY 03YY0XY0XX YYXXX303XY 

0Z0X X3XXYS9X0Y Y3330XX333 OYY3XXY330 Y00Y3XYY3X YX3S33YY3Y Y3YXX33XXY 

096 3JJ,YY33Y33 YYY3XXYX3Y Y0OOYXX3XY YXXXY3O3Y0 D3YYY3YYXY YXX33YYYXX 

00€ X33333XYY3 XYYY3X303Y YXXX333YYY YXXYYYXXXX YOYYYXYYYX X33XYXX303 

0*8 OYOOXXYXX3 33YX3XXY3X XXX3YD3YXX XX33X3YXX3 9XX0YYXXX3 3XYYXOOP33 

08Z. YXX330YXYX XYXXY30YYY 3XYY3X3YY3 333YXXX3YY X0S330YYY0 OX33YYY3X3 

QZL XYYOXSYYYY Y33YXXYXXX XXX33333YY YOYYYOYYY3 XXX303YSYY YXXXXXX3Y3 

099 YYYXYOOOOY X300YOX033 O03OX0YY3X XX33XY3X3X YOXYXDOOYY 33XXYY3XX3 

009 YXYYYYXX30 Y3YXXXYYYY YXY3XYOYYY YXXXXOOOOY X3XJXXY333 Y3YY3YX3YY 

QVS YYYXX30XY3 YYXXXXXOXO OOXOYOXXYY XXDXYDXYXX X03Y330X0Y OYX333EOYY 

08^ YYOOOSYXXX OOOXOYXXYY OXY303000Y XOYXXXDXOX OOOXYYYYYX XYYYYOYXXX 

02* OOOYYYOXYY YOYYYDXXSO OYYOXOX003 XXY0X0O0O3 XYXYOOOOXY XXYYOXXXSO 

09 Z DDYXYYYYYX OODXOYXXXX O00Y3YYYXX XOXXDOOYYO YDOOOOYYYY 0X30DXYXYY 

V9L 



rZl60/96Sfl/13d 



C680W96 OAV 



tonna)j33HS3iflMssns 



SI 9 XXXXD YDOYXYXiLY 

009 DXSXYOYYDO 30YXDYYYYY OYXXXXYSXX OOYYYXXYD3 0YY0XX333S 

0*S OYYYYYX3XX YXXX3YYDX3 OOXYYYYXX3 30YYY0YYOY XY3XYXSSXY 3YY3SYY3XX 

08fr TOWOOm 3YOOXYYOYX Y3XYYY3XY3 X3YXYDYY3Y YY3XXXYX33 XXXYYXXXX3 

QZV OOOYY3YY3X Y3SY3XYY0X XYYYYYDXYX YXXXX3QXX3 YX333YX3X3 Y33YOYY3DO 

09 £ OYOYYYXXXX Y030YXXXXY Y3330YYX03 YX3X3Y3YY3 303Y3YY3X3 Y3XY3YOYXX 

00 £ OXXXYCXYOX XY3XYYY3XX XODO0XY3O0 XXXXYOOXXO 00XXXXY033 OXYXOXYYYY 

0VZ 3303Y3YYYX YYYXXXX3XX Y03OGXY30Y YYYYXXOOYD 3DYYOYXY3X XXY333033Y 

081 OYYOYOYYOY XXXXYXQ30O X3YXYYYYY3 YYY0YO3OYX YYXXXXSXYY OOOOOXOXXX 

0ZI OXOOYSYYOX XYSY03DOD3 YX3X3X30QY YXXXX0939X YYX3X3X333 30YY3X333X 

09 Y33XYY03OO SXLYYYYX3X0 XX0Y3XXXXX X333YYYX3X XYXXXLOXOX YSOOOXXD3X 

zvoz : on ai Sas =NoixdiHosaa aotonOas (jx) 

ST9" " "T N0IXY301 (3) 
«n^Bej~osTUi :A3H/3WYN (Y) 

:annxY3J (xt) 

xaoxXd ae^oBqoDixaH 'KSINYOHO <Y) 

:33HflOS TYNIOIHO (T^) 

ON : 3SN3S-IXNY (AT) 

ON :TY0IX3H£0dAH <TTT) 

(opuoue5) YNa :ad*x amoanow <tt) 
apxnoiTD xAsxrcoaox (a) 

©iqnop : SSaNaaONYHXS (3) 
pxbe oxexonu :3dAX (S) 
s:iT«d espq ST9 :HXSN31 (Y) 

: S3IXSIH3X3YHYH3 33N3£l03S (T) 

: 2*01= ON ai 33S HO.3 NOIXYWHOiNI (Z) 



9S0I XX3YYY YY3YYYXYXX 03SXY30YOX OXY3030YY3 

0201 3XSYXX0X3S OOYYDYY3YY YOOOXXYOXX OOOSXLYYYYY YOSXYY3YX3 Y3XOYYYDXX 

096 3SY3XYYY3X 3XYYYYYOYX XXOOOXXXX3 YYOODYOXXX YYOYOYXXXX Y330D33YYY 

006 3YXX33X3Y3 XYYYYX333X YYYODOYXXX 3XY33YODOY DOOXYYYOIX 3DXXYYOXXX 

0*8 OOSXXY30YY Y3X3XXXXXY . OSXXOXD3XY YYYYXXXXOO Y0YYYX3XX3 X3303YYYYY 

08Z. 3YXYYY3333 Y3XYYXY0X3 33XXOOXYYO 333XXYXYOO OOOOOYYYXX Y33DYOOYXX 

0ZL XXYD33XYOX XYXXQ33SXY 33XXYXXX3D XY330SXY03 OYXY3X3DOY YYXXOSOXXX 

099 OYODQXXYOf) XXXXSXXOOO QOOOYXXXXO OXYX33DYYX YOYYYXXY3X X33EXLY303Y 

009 XYOXXXXOOO XY300YXYXX XX3Y3YD3YY Y33Y333YYX XXXXXX3333 YXXXXXXOYY 

OfrS YXXXY33303 OYY3Y33Y3X 3YYY3Y30XX XYOOYYXOY3 OQYYOXXYXY X30YSXOX3X 

08V 3YYX333XXX 33YY3YXXXX YS3033Y3SY YYDXYOYYYX XXX03033YY 33YYYX3330 

0ZP Y3XYY33X33 3YYYY33Y0Y 30OYYXXYY3 033D3YYY3X XY3X3YYY3X Y033YY0Y0Y 

09 £ XY3YXXX333 Y03YYXYXXY X3XY030Y3Y OYOXYXOOXX 330XX3YXX3 33333XY30X 

00 £ XYXXY33SYO 3YYY3YY33X 333YYXXXXX QXX33YYYYX X3330YYD3X YXYYS33YXX 

0*3 XO303YX333 XOXYS33Y33 Y3XY03Y3YX XOYOOYXYOX XYYXOYYYOX XXOOOYYXOO 

081 OXO30XYYOY YOOOYYOXY3 S3O300OYYY YXOXX30YYO XYYYYOOOOY XXYD330YYD 

021 XXYXYXXXOX YXXYOOXXYY O0SYXX3XXO YXOXXYOXOY YSOYYXXXOY 0YX0330YY9 

09 YYYXXXDOYY YOXYXOXSOD Y3X0OSXLYXX 03300YDY33 Y0XD0O3YX3 O3XQY0OYYY 

tvoi : on ai Oas -Noixdiaossa 3DN3nDas («) 

9S0I ' "X noixyooi (a) 
aan^eej-ostux :*33I/3WYN (Y) 

:3HOLY33 (XT) 

tjoxacJ ^e^oeqooTTeH ^WSINYOHO (Y) 

:33HH0S 1YNI3IH0 (T A ) 



SSL 



Ztl60/96Sn/XDd 



€680^/96 O/A 



(KHn«)J33HSUIUlJSaflS 



0*S XYOXXYXXY3 3Y3XX3X3XX YXXXYYOXYY YYDXXY3XX0 33WOLLVW Y3XDDY3X00 

08fr YY3YY33SYS YDYYOYXX33 0YYOIXY333 XYOXXY33Q3 YYXYXOXX3X XXYYYY3YXX 

OZfr 0X3XXY0S09 XYYXXXYEtf-I X3YDXXXXXX DOOYYOYY3X YQ3SYXXXXY YXXXXX3XXX 

09 E XYQXXY3YOY YYX3X3YXX3 Y3YX3SX3YY YX333QYYOY YY3XDXYD30 Y3Y0YX303Y 

00 E YYY3XXX0YY Y33YY33Y33 33YY333YY3 XXY3DOYYYX 3XXXXXX33X X33Y33SYYY 

QVZ XXY3XY33YY Y3YX333333 XY.LIX33YYY YY33XXYY3Y X3XX3XXY33 3YYYX3YYYY 

081 YY33YY033X Y33YYYXXYX X0X033XX33 YXXXX3X3X3 XYX3X033YX 33333YYY3Y 

021 3XYYY3XY33 3DYXXXY333 OYDXXXYYYY 3333XYX3XX 3D3X3D333Y 3YY3333YYY 

09 YYOXOOOOYX XYXY333YY0 33DY3XY3XY YY33YYY333 DY3XXY33Y3 YYYY33Y33X 



mi : 0N ai oas -Noixdinosaa aouanQas <w 

LZL' ' # I N0IXY301 (3) 
ean^oj-osTUi :A3H/3WYN (Y) 

= anaiYad <xt) 

xaox^d jeao^qooTT^H -WSINYOHO (Y) 

•aOHpOS TYNI3IS0 <TA) 



ON :3SN3S-IXNY (AT) 



ON : TYOIXaHXOdAH (TTT) 



OT«oua6) YNQ = 3dAX XICIDXIOK <tt) 

^Tnsjxo :A£>010dOX (a) 
aiqnop : SSSNdaONYHXS (O) 
pTD"c oTax onu : 3dAX (S) 
sited as*q cii : HXSN3T (Y) 

: S3IXSIH3X3YHYH3 33N3D03S (T) 



:mT-'ON QI 03S H03 N0IXYWH03NI (3) 



E6E XXX 333XY33GYY 333YXX333Y 3XXY333YY3 

09 E YY3XYXXYYY Y3X3033Y33 3YXXX333Y3 XY3XYXXX33 00003YXX33 3XXXX3X333 

00 E YYOOOYXY3X YSXI333Y333 XY3333YYYY XYXXYXYYOY X3333YYYYY YXYXXY3YXY 

0*2 Y0YXDY300Y Y33333YYYY 3XYXXXY3XY Y33YXXYY33 3Y30X3O0YY SX3YSX3333 

08T XY33YY30XY 33YYYYYYXX XXYXX3XO00 333YYYX3XX YXXYY33333 YYYYXYX03O 

QZl Y3YYY3X03X XY333YXXXX X30YXYY3YD YY3YYY3333 0XYXXXY333 30YYOXX33Y 

09 SXXXXXXXXY XX333Y33XX 3YXXYXYYYY YXXXXYYYYO XYXYY3XY3Y YYX33YY3YY 

e*ot : on gi Oas :Noixai^3saa 33Nan0as (tx) 

E6E ' * * I N0IXY3OT (3) 
aanaeej-osxui :a3S/3WYN (Y) 

: 3HflXY33 (*T> 

T^oxAd ae^o^qooTxeH ^WSINYOHO (Y) 

:aOHHOS TYNI3IH0 <TA) 



ON =aSN3S-IXNY (AT) 



ON = TY3IX3HX0dAH (TTT) 

(oxuiouafi) YNa : 3dAX 3in3aaOK (TT) 

j^Xnoj-co :AOOTOdOX (a) 
sxqnop : SS3Na30NYHXS (3) 
pxais 3T9X onu : 3dAX (3) 
sjTBd aseq e6E :HXSN31 (Y) 

: S3IXSIH3X3YHYHD 33N3D53S (T) 



:Efr0T-ON QI 03S H03 NOIXYWH03NI (Z) 



3SL 



rri60/96Sfi/JOd 



e680W96OM 



<ftilM)J33RS31IUIISai)S 



OVZ XYSXY30XXY XXX3XX3003 Y0Y3YXY0XY YYO0X3XXY3 OaLaXfXLLLV Y3X333SYYY 

08T XYOYJXYXXX XYX333YDY3 YYYYYY03Y3 YXX0XXX3O3 XDOXY3X3YY Y33X3300X3 

OZX SXY3YYY3XX 333S3XXYOY YX3XXXXOXX Y30XYOYXYX XX30030YYY OXXYYYDOYY 

09 3XYSGXX3XX 303XYYYY3Y YYY3XXY333 YYYXX3Y03Y Vmf)W0Ol Y33XXXYY33 

9^oi : on ai 03s ^NoiMiHosaa aowanoas <tx) 
tsz' "i noixyoot (a) 

ejn^93"ospu :A3H/3WYN (Y) 

:3HDXY3J (XT) 

x^ox^d ae^o^qoDTteH =WSINYOHO (Y) 

^aonnos TYNIOIHO (T A ) 

ON ''3SN3S-IXNY (AT) 

ON : TYOIXSHXOdAH (TTT) 

(oTmouoe) yno : 3<3AL aanoaaow (tt) 

awxno^TO :AD010dOX (a) 
aiqnop : SS3Na30NYHXS (0) 
PTOB OTaT^nu :ad£L (3) 
saTPd es«q e6E :HXDN3TI (Y) 

: s3Ixsih3X3Yhyho 33N3n53s (T) 

: 9 ?0i: ON QI 03S HOJ NOIXYWHO.HNI (Z) 



S9* X3DYX XXY3330YYO YXD01Y03IJ. XY33XYYYYY 33XXOYY339 

02* YXXYY3XYS3 Y0330XYXX3 YYX033YXXD YYYXY0333Y Y0YYYYY033 333Y3YYX0X 

09 € OXOE>YE)YYYX XXYYOYYYYY OYX33Y3YYY 3YX3YD3YDY X3XXYYYOYY YXXX3XY3Y0 

00E YYYX3X3Y33 XX30Y03YYY YX3YYY3YYO YYYXXDXD3X 3Y3X3YYY3X Y333YY333X 

0*2 YXXX3Y3X0Y X33333Y33Y 3Y00YXXYY3 XX33XYOOYY Y0X3O3X3XY 3XY0XXX0XY 

081 3YS93DXXX0 33YYOXYXXX YYY0YY3X3Y 330YYYXY30 XSXYY3XXXX XXY033Y3QS 

021 YYYOXaiYYO DXXY33XX3Y YXY3SXSYYY OXYXXXYXXG X03XY033XY SG33YY3DXX 

09 XY3YYYYXXX XYYY0XXXY3 YYYY3XYQXX XX3Y03YYYY YYYXXXXYY3 YYYYX330YY 

S*0I : ON 01 53S :N0IXdIH3S3d 33N3T1Q3S (T x ) 

S9V * 'I N0IXY30T (3) 
sanaeaj-osTW :A3X/3WYN (Y) 

:3HHXY33 (XT) 

TJOTAd M^oeqooTtaH -HSINYOHO (Y) 

:33HQ0S TYNIOIHO (T A ) 

ON 5 3SN3S-IXNY (AT) 

ON :TY3IX3HX0dAH (TTT) 

(OTUiouefi) VNQ :3dAX 3m3310W (TT) 

«xnoaxo ^oonodox (a) 
aiqnop : SS3Na30NYHXS (3) 
pTOB OX9X 3nu : 3dAX (3) 
sjTTzd'aswq 59^ :HXON3a (Y) 

• S3IXSIH3X3YHYH3 33N3053S <T) 

:S*0I : OM QI 03S H03 NOIXYWH0.5NI iZ) 



Lit X3XX3D3 YYXX3XXY3Y YXXYYYOXXX 33YYYYYY0Y Y3XYYYY0YX XYX333SXXY 

099 3OY00OYY0X Y3333YYYXX O3X0YY3OXX X3XOX3330Y XX0S3YXX33 0XYY0300YY 

009 YXXYYYX3Y3 3YYYOXXXX3 30Y0XXXYXX X333DYYYYX YYYYOOXOYY OCYY33QLYY 

L9L 



Zri60/96Sn/XDd 



£680fr/96 O/W 



(sz JinH) J33HS auiiiisans 



©iqnop : SS3Naa<3NYHXS (3) 
pxs* OT8X9TIU :adAX (a) 
szTvd es*q ZSS : HX3N37 (Y) 

• s3ixsih3X3yhyh3 33Nan0as (t) 

: 8^01 : ON QI 03S HO* NOIXYWSOaNI <£> 



iez.i v ysssyosoyx xoxyyysyxx xxyvyyyysy yoyxxyyovx Y3Y3YYY3XY 

08 9 T 03YYY33YYY Y3YXXXYYX3 0333YYY3XY 33XYY0XXXY Y33YYX3Y3Y 3YX1X0YYY0 

0391 3YY333XX3X XYGXX333YX XY03YY3300 XXYOXXYYOX XLLY330Y0X Y0YY333003 

0951 XXXX33X333 Y3Y3Y3Y3XY 0YXX3X3333 XYGXX33333 YYYY33X33X 3Y3YYY3XYX 

00 ST OXOYYSXXXX 333X3YYYYY YYY3333YY3 XY3YYY3X33 YYX3XXXD0X 33XY3X33X0 

OffrT XY3XXXX33X 3333YXYYYY Y33YSQX3X3 XSX333YX3X Y3XY333YYY YYY33Y3YXX 

08 CI XXY3X330Y3 X33XX33330 YXXYDOOYXY OOOXYX33X3 333XYYY3XX XXXX3333Y3 
0Z£T YYY333XYY3 YYXY33XX3X XX3YX333YV OXX33YYYYX 33XYX33YYY 33333X3YYY 
0921 3XXXXYXY33 333X3YY03X XX3YOYYXY3 3YXYYY3XX3 33Y33YY3X3 XXYYX3333X 
0021 X3XXY330Y0 YSYYYXX03Y 33X3I-LYXY0 333XYXXX3X X33YYYY3XX X333YYYYXX 
0*TT XY30X3D000 X3333XY3XX XXYD3YYYY3 XYYX33D33X X33XY3XXD3 XXY33333Y3 
08 OX YYYYXXXY3Y Y3XY3XXXXX YXXYXYXXOX XX0XY3DYYY YY3XX303XY XX33333YXY 
0Z0T XXX333303Y XYYXX3D3YD OYYYXYYYXX XY3YY3YY3X YY3333Y3Y3 YYXXYYOYXX 
096 X333YY33SO 333XXXX3XY Y0XXX3Y3YY YX3333YYYX 3Y3Y0YY3YX XXYY3Y3XYD 
006 33333YXX3X XXXXX33X33 3YX333YYY3 YYYXY3YYYX Y33XY0X3YY Y3YYXX0XX3 
Of 8 333YYYYXX3 X3XXXXYXX3 33Y0Y3YYYY XXXXXX3Y33 333X330YY3 3X3333Y33Y 
08 L 33YXYYX333 3Y3333XXYY Y333YXXY33 33YY3333X3 XYYXXX333Y 3X3YY3YYYY 
0ZL X3X333YYYX 333XYYY30X YXYY333333 XYXXY333XX YYYY3X0X3X 33X33XY33Y 
099 3Y0YY33333 SXYYSYOYYX XXX03XOXXX YY333Y33YY YYXSY33333 3XXY33Q333 

009 33YXY3333Y Y33X3XXY30 3XXXXY33XX X330XXXY03 3YYXXXXY3Y 3YYYXYXX33 
OfrS 33YYY333Y3 YYYXXXXYYY 33YYXY33XX 33YYY3X3S3 Y3YY0XY3XX X33YXYXX33 
08* XY3YYY3XY3 XYXXXYYD33 Y333Y3Y3X3 SXX3300XXY OYY333333X YYY3XY3X33 
QZ* 3XXYYYD3Y3 Y33XYYY0XY X3X3XY33X3 333YXXYY33 YY3YX30YYY Y3XY3XXXYY 
09 1 X33333XXYY Y333Y3XYXY YYY3YYOYXX X3Y333X3YY XXXX3XXXXY 3XYY3Y3YYY 
00 1 Y333Y3YVYX XXXX33XXYX XYYD3YY333 0YXYWXYS3 XXX33333Y3 XYYYYY333X 
QVZ OXXXOY0300 XXXX33X3XX XX3Y3XYYXX XXYXYYYY30 33330XY33Y 3YY33XY333 
081 YYY3Y333Y3 X33YYYY3YX YYYY3YOYX3 SX3YYYYYYX 3SYXX333VX 33XXXYYXYX 
QZl XXY303X0Y3 03YXYYY3XX 33330Y3Y33 OS33YYD333 333Y33YYX3 333YYYYYXX 
09 3X33333Y0Y YYY33333YY SYYY3X333Y Y33330XXXX X3YYYY3XXX XYX33XY33X 

^ot ; on ai Oas =NoixdiH3saa 33N3n03s <t*) 

ZZLl' ' *I N0IXY301 (3) 
aan^aj ostw :A35I/aiWN (Y) 

:annxYaa <xxj 

tiox^d je^oBqoDTtaH ^WSINYOHO (Y) 

:33HnOS TYNI3IH0 (TA) 

ON : 3SN3S-IXNY (AX) 

ON *1Y3IX3HX0dAH (TTT) 

(axuioueB) YNQ ^adAX 3Tn3310K (TT) 

jreino-xxo :A30a0d0X (a) 
©Tqnop : SSSNaaONYHXS (3) 
pxo^ oxexonu :adAX (3) 
sax*d as^q ZZLl : HX3N3T (Y) 

:S3IXSIH3X3YHYH3 33N3n53S (T> 

:Z.f0I : ON QI 53S HOd NOIXVWHOaNI (z) 



ZSZ 3X3 X33330YY3X 333XY33XW 33S39XYYYY 

09 € X3X3XX3Y3X XXXXX333YY YX3XXYXXXX 3XSXY3333X X33XY0X333 33YYXXXXYY 

00 e . 303XXXXX3X 333YYXXY30 YX333X33YY Y333330XY3 3Y3333YY3Y 3XXYOXOXY3 

B9L 



rZl60/96SO/JOd 



C680W96 OM 



(9ZTinH)J33flsimi3isans 



axqnop : SSaNOSONYHXS (0) 
prop oxax^nu :3dAX (S) 
sJCT^d esuq 6*8 sHLSICn (V) 

: sDiisiHaiovHVHD 33NanGas (T) 

:osoi : on ai Oas HOd NOIXYWHOdNI (£) 



OLZ YY33XXQOY3 Y30SY0X03X XYYYX3XXXX 

OfrZ XYYXYOOXXX XYYXXODOSO OYWSYXil OOSYXXS303 oxx3xyyoxy xxooxixxxx 

081 0X0XYYX330 Y3XYXXYX0X X3033YYXY3 33XXYY3X3Y YS3YLLXX3Y 5YY3XYXIXY 

021 X33YYY3Y33 YYXOXXYXXX D300XY003Y YYYYXXXX33 3XYY3DXY33 XX33YY3XXX 

09 3XYYY3XSYX YYD30330YY OD33YX3DXX XX300X3YYY YYY3XYYY30 YYYYYXYYX3 

6^ox : on ai Das JNOixdiHosaa aotianOas <t*) 

QLZ'"l NOIXYOOI <S) 
a^n^pag-DSTin : A32/3HYN (Y) 

:3HnXY3J <*T) 

xzoz/id aaao«qooTX9H ^WSINYOHO (Y) 

:33HH0S TYNI9IH0 (TA) 

ON :aSN3S-IXNY (AT) 

ON : TY3IX3HX0dAH (TTT) 

(DTujoua6) yno : 3dAx smoaaow (tt) 

j^XriDjio JAOOIOdOX (Q) 
exqnop : SSaNOaONYHXS (o) 
pxoe oxexonu ;adiU. (S) 
sjxx^d as^q QtZ '-KLDtXSTL <Y) 

: S3IXSIH3X3YHYH3 33N3H03S (T) 

• 6?0T s ON QI 53S HOd N0IXYWH03NI (Z) 



ZSS OX XXOX3SXXYX 

OfS 3XY030YOOX XX3XXOXOOX OOSYSOOYXY YXXXXD3DYY XYXXX9XY3S 3YYYX3Y3YD 

08* YYYXXXXDOO XODXYYXXXX XD3030YOXX 3YXXXX3XXD XXYXXXXXOX 033XXXXXXY 

03* OOOYXXXX30 330Y3XXXOX O0XY0OOOX3 OYYX303YYX Y3DX3DXY3I Y0X00330OO 

09 Z YXXXXXDOOO OYYYDXXY33 YOYY3XYYYY Q3YYY3X3Y3 SDYYYX3YYY OXX33YY3XY 

00 € YY3iLYXOX.T,T. ododydooxx yoxoyxxodo yooooyxyxo yoyoyxoosy oyxyoyyyyy 

0VZ X330XYX303 XYXYOOYYYY OYYYYXYXXX 300YYYYXXX XX3Y3SXXYO 3YYDYY3YYY 

081 YYYYXX33XY YYYYOYXXXX SOOXYYOYYY 3XY0YYX303 O3X0Y3Y3YY 3333330YYY 

021 XXX3X33XXY 3XXX33QOX3 YXX0030XXX XX3XX0O3OD XXX333XX3X XXXXX3Y33Y 

09 O3DXYX3XY0 Y3XXXXYXXD 30XY0XYY30 X3Y3XYYXYY 33XX93Y3Y3 33Y9X03XXY 



8*ot : on ai Oas ^Noixdiaosaa 33Nan5as (xx> 

£SS* * ' t NOIXY301 (a) 
©^n^Bej-osxw : A3H/35WN (Y) 

:3HflXY33 (*T> 

xaoxAd jaaoeqooxxaH ^WSINYOHO (Y) 

^aonnos tynioiho <ta) 

ON *3SN3S-IXNY (AT) 
ON *TY3IX3HX0dAH (TTT) 
(oxiuoua6) YNQ = 3dAX 3m33a0M (TT) 
acxno^xo :AfX}10dOX (a) 

69 L 



zzuomsn/LDd 



C680W96 OAV 



(93 Jina) 133HS auuiisgns 



08* OOmWVI X30YDYXXYX YYYYYOYXXX YY3XY0XYYY YX3X0Y300Y 

0£* 3X3YYYYYYX OOJ.VW.LIiY OOXOYYYYY3 XOXSLLLOOQ XX3QYOXY3Y YYY3SXYYXX 

09 C 33Y3DYXYSO X33SY3XXXX XXYOOOYOXO 3YYX303YY3 YYXYX3SOYX XiYXOXXXXY 

00 C X333YYXYOO OXYYYDOYXX 03X0YYYYY0 YY3X3XXY0Y XXX303Y0XX YYY30YOSY3 

QVZ YX3330YY3Y XYYYYYY3XY YYYYX3XXL3 3YXYYYX300 X0XXXI3YYY 33XYYYOYXX 

081 XYOYYYX300 XXXOOOXXXO YXXXXX33X3 YXXOXX330Y 3YYX3XX330 3YXYY3XXX0 

QZl OOOOOYYYYX Y0XXL03030 YYXYXXXX3X YX30XY3030 YOXYXXLYOO X330YY0YYY 

09 YX3Y303XYX XXOYY3300Y Y0YYY33XYY YXXYXYOOXO O0YXX0OY33 OXY3Y0003Y 

tsoi*on ai Qas :N0ixdiH3S3a aoNanGss <tx) 

999* •*! NOIXYOOT (S) 

:annxYaj (xx) 



T.xoXAVi ae^DBqooTiaH ^WSINYOHO (Y) 

:33HflOS TYNIOIHO <TA) 



ON :aSN3S-IXNY (AT) 



ON :TY3IX3HX0dAH <TTT) 

(apuouefi) yng :ad*x airaarow <tt) 

«Xn3axo :A001OdOX (a) 
aiqnop : SSaNdaONYHXS O) 

pto*© 3Tax o ^ u : 3dAx (a) 

satPd espq 999 : HXONtTC (Y) 

: S0IXSIH3X3YHYH3 33N3n03S (T) 

. -xsoT^oN ai 5as aoa NoixYwaoaNi (z) 



6^8 YY3YY3YYY 

0*8 XYOXYX3YXY OY0OXYYYO3 O3OYXXYO0O 00O3OYYYYY YYYX3333YY OOXX3XYY3X 

08 £ XXOSXYOOOO YYX3030Y3X 0300XXYYYY YY3YXX330Y YYYXOOXOOO 0330XXY33Y 
QZL 3XY3YYYYY0 ©03YYX3XX0 Y0X003Y3YY 3Y3X3333Y3 YOYXX33XOX Y3YYXYY3YD 
099 YXXXYO0Y30 XY3YYYYYX3 XXYOXYYYXX X330YOYYYX 3Y3XYYYYXX 3O3Y3XY0YO 

009 YY03OYY3YX X00X0YXYX3 3XY30X03XY YXYXYOOXOY OOY3XXX03X Y03Y300Y3X 
Q*S YYYYYOXYOY XOXXY3XYOY YXYYYYY030 3033YX3YXX XY3333XYYY OYYOOXOYXX 
08* X30YXXXXXO YOOXOOXYX3 XXX3X03SYO Y3330333Y3 XYYY3XXY33 YYYY333XYD 
02* YX0O3OYXY3 OOYXOYYYXY YXOOXXXYXO OYYXYYYXXX 3Y3YYYY30X OYY33XYXOO 
09€ 3YYYYYXXXX YY3333YYYY Y0X330YYXX X3Y0XY3303 YYYYYXY33X XOXXXYOXYX 
00 e 03XXXOYYOO 0YYY0XXYX3 Y03S0003YY 3XY3XYXYY3 OOY3X3X30X X3YYXOYX3X 
0*3 XYYX0003XX XY3XYX3000 0YY3X303X3 33D3YXXXYX YYOOOXYOYX 0030XYYYXX 
081 X3333Y0XYD X3YXXX3YOO OYOOYY3XXY 33XYYY030X Y0300XXYX3 XX3XXXY3Y3 
0ZI XXYXYOXXYY YYXY030SOY 3YOYY30XXX 3303330XX3 3X330Y3YXX Y0XY0X3330 
09 X3O0XOXYYY YYX3XYYYXX YXY03Y0Y00 X3XXXYYYYX XO0YY0X03O YOYOYX33XY 

osox : oNai Bas -NoixdiH3saa aoN3n5as (tx> 



6*8' * 'X N0IXY301 (9) 
ean^^aj-osxui :A3H/3WYN (Y> 

-annxvaj <xt) 



x^oxAd jce^oeqooxxeH ^WSINYOHO (Y) 

:aOHnOS TYNIOIHO (TA> 

ON :3SN3S-IXNY (At) 

ON :TY3IX3HX0dAH (TTT) 

(OXUIOU36) yno =3dAX amoarrow (tt) 
«X"^t^ =Aooaodox (a) 



QLL 



rZl60/96Sfl/lDd 



C680W96 OAV 



C9Z 31QH) J33HS lifUUSanS 



TXojAd aa^DPqooTxeH : WSINYOHO (Y) 

:aonnos TYNIOIHO (TA) 

on *asNas-uare (at) 

ON : TYOIX3HXOdAH (TTT) 
(OTUioueB) YNO ^3dAX aTOOaTOK (TT) 

«tnojto JAExnoaoi (a) 

©iqnop : SS3N030NYHXS O) 
pjo« ojatoau :3dAX (3) 
sjt^ 9S«q £SST 'H-LONai (Y) 

:S3IXSIH3X3YHYH3 33N3I103S (T) 

: ES0I : ON QI 03S HOd NOIXYWHOaNI iz) 



TfrOT 

0201 X30XY03030 X0000YY330 OXXY3XXOX5) 

096 XXX33SYXSX XS330YXXXY 3XD303Y33Y 

006 3QOOXX30Y3 OO3OYOD0YX YX330XY300 

0fr8 33XXXYXOYX 30S300XYYX XXXXX33XXY 

08 L YXXXXOXY33 YX3XXXXY3X YYYYYXXLYO 
0Z£ 3YX3Y00XYX YY0QYY3SYY YYXXXXX3Y0 
099 30YXXX3X33 XX3XOY,T,TJJ. X3XX3XY3XY 

009 OXOXXY3X3Y XXXXXXX3QX Y3330XYO3D 
OfrS YXXXYOOXOY X30OOYOOXY XXYXOOOOY3 
08* 30YXXXXX33 3Y3X3YXXXX YQ30XXXOXP 
02* 33DYXXSXD3 Y0YSY330YY 3XY33YOY3Y 
09 e 333330X333 3X3YDYXXXY 33XYXXY3XY 
00 Z 3XY3XY3XXX 3Q3YOYYYYX XXX333Y3YY 
0*2 33Y3XXXXXX YOOOOYOOXX XOYQOXOYYO 
081 YYYXYY3YOY YYXYX3XY3X XYXXX33303 
021 XX333SYXX3 XXX3D3XYXX XXX3XYX3X3 
09 XOY3X3XXYX OOOXYYYYXX XOXXXOD3DY 



Y YY3X30XY3Y YX333YY3XX 
0XXXX0X3XX X33XX0XX3S YXXY33SYX3 
3X33YYXY3D YY3O3YY0XY Y3XOOXXYYO 
XXXXOOYXX3 XXXY30XXX3 X0XDYXXX3Y 
3YXX3Y3XY9 DYY3SOXOYX XX3O3YY330 
XYYOXOOOOX X3333Y9YX3 D33OYYY03Y 
03Y3330X03 X3YY3X3XXX 30093XY00X 
OOXXXXXYYX 3XXYY3XXD3 03QYX3XXXY 
3QYOQXXXYY YS30YOXXOO YYY3300SX3 
XXXOOOOOOO XXX SYOXS30 OXXYXX3XXO 
YXXD3XXX33 03XYX30SXY XXXD0X3D3Y 
303YXXLL33 Y3YYY3XX30 YY3333333Y 
03YXY03YX3 OYXYXX333X Y3X3330XY3 
YY33XSXYXX 33XYS3YYXY X3Y3S3YX3D 
S3SXYX3YYY YYXXX3XYX3 33XXXYXQ30 
XYOXYY3XOO 0XQXX33333 0YXXXX3X3X 
Y3XXXXOXOO 3D0030YYXY YOYYYYYXXX 
OX03DYOXXX OYOD3YYDXY 3XXXXXOXXY 



zsot : on ai Oas ^N0ixaiH3saa 33N3n53s (t*) 

X*0X' • *X NOIXYOOT (S) 
ean^ej-osxui :A3X/aWYN (Y) 

^annxYaa <*t> 

TjoxAd i9^D^qo3TX©H -HSINYOHO (Y) 

;33Hn0S TYNISIHO (T A ) 

ON :aSN3S-IXNY (AT) 



ON : TYOIXaHXOdAH (TTT) 



(OTuiouefi) YNQ -3dAX 31033101* (TT) 

a^xnoJTO :AS)010dOX (CI) 
exqnop : SS3Nd3aNYHXS (3) 
pxac atexonu :3dAX (9) 
siTied ©seq XfrOT =HX0N3a (Y) 

' S3IXSIH3X3YHYH3 33N3n03S. (T) 

:3S0X=ON QI 03S H03 NOIXYKaOSNI (2) 



999 3XYYYO 

099 YXXYY3D3XY YYYXXXXYYY 0YXX0YY33D 3XYQ30YXYY XXXY033333 XX3Y33XXY3 

009 3YY333YY3X YX3X33DY3Y YYYSYXXXYY YYYXXY330Y 3Y3YYYXXXX 3SYOYXYYYO 

OfrS YY3YY33YYY YYXYX3YYYY 0XXY33O3YY YXYOXYYXXX YYXXYOXODX XYY30Y33YY 

TLL 



ZZI60/96SrVXDd 



€680^/96 OAV 



(9? nnu) 133HS iiniussns 



02* XYOOOYX30Y YDXYYYYYXX XXYYXYXXOY O0O3YYOXXX XSXY333YYY 

09 e 3303XY33Y3 Y33YYDYY0X YD33YY3DYY 3XO10Y0X3Y YOYY330DYY 30XXLDY3X3 

00 e XYY03YD3YX 30ODO3YYYX 33XXYYSXYX XX3DOD3XXX 3D030YYYXY 

0*2 XY3DYXYYYX 30DXYDY0YY DXYY3XY00Y 00YS3SY3YY YOYYYX33DD .m mtm. 

06T X0OO3DYDYO 33YY3YXXX0 XXOYY3YD03 033XYOXXY3 X30YYYXXLY Y3YYXY33SY 

021 XYIXYY3YYX X33XYYY33Y YOXYYYOXYO X3DD3YYYYX 3X333D3YYY 3D33YX3XDY 

09 YXOXOYXXYX SXfXLXOOSOD XYXXXOYOOO XYXYOYYXYX XYXOYXYY3X YXX3YQP909 

*sot=ON ai 03s -NoixdiHosaa aaNanOas (tx> 

6*S "'X N0IXY3O7 (S) 
oan^BSj osxui :A3X/3WYN (Y) 

•3HHXY3d (XT) 

TJCotAd ^a^o«qooxx©H -WSINYDHO (Y) 

^aoanos tynioiho <ta) 

ON =3SNas-IXNY (AT) 
ON : TY3IX3HX0dAH (TTT) 

(oxwou©6) vno :adxi aiooaaow (tt) 

JBinoaxo :A3010dOX (a) 
axqnop : SS3N(I3aNYtfXS (O) 
ptow oxex^nu :3dAX (a) 
s«ed eseq g^g :hX0N3T (Y) 

= S0IXSIH3XDYHYH0 33Nan03S (J) 

: *S0T?ON QI 03S HOd NOIXYWHOdNI (2) 

£SSI XX0O3Y0 OXYYOOXXOX XX030YY33Y XYXX0O3Y3Y YY3333YY3Y 0XXX0X00Y3 

00ST YYOXXYXDOO DOY3YYYOOL 33XYYYY0OO OYSXOYDXOO X0YXX0X009 YXY3DOXXXX 

0**1 X33YYY3XY0 XMYOYXXXY OXY0OOY3XY XXXOXXXYXO OYSXXXYDSY 33YYYYOYY3 

08ET YXXXYYOXXO XXYXXYYODX XSX03DYYYY YYOXXYOOYY YYDY3YXXXD SL3X03YY33 

02CT OYOXY3YXXX XOIXYOXYYO YXOOYYYYXX 003XXYODDY 3YX333XYO0 00X0Y0YYY3 

0921 3333YDOOOY OOD3Y3X0OY 3XYXL0O3YX XXX3YYXX3Q XXYYDX333Y YYXXLOXOX3 

002T YYOYYOYXXO OXXXOYY£XLD OYXXXY33Y3 O3XYY0YY3Y YOYOXLOOYY YX303YXX3O 

0*11 XXXOOOOXXX OOYYOYXYYX XXXY30YYY3 XXYDOYYXXD 00X030YYYX XY3XY000YX 

0801 33D3Y0YYDX XXOXOOLYW 3SXXXXY3YY 3O03YX333Y YY0XXO3OOY YXOXXYYYXX 

0201 XXOOOOaiOD DYYY33DSYX XXXYOYYYYO YYD00330Y3 YYYXXX303X 3YYYYXXXXD 

096 O0OYXX30OY X3X3X3SYYY YQOOOOYOOO 3DYYY333DX XY3XY3S00X Y3YYYYOYYY 

006 X00YYY3X3D DXXXXXYSSX 033XY3O3XY XX3D33YYYY YYYXXXDXXD 390YXXX3XX 

0*8 0ODYYYYY33 XXOYXXYXXX 030YXXXXYO YYYOXOOYOY XXXX303YSY OXY3YX0039 

02 L YYYYXXXYYY YYX303030X X3YYY3XX0O OYOXXYOXXO X3YYYYDXXY XYY03YOOYY 

02Z. 033DY0XYYX XXXXD3Y3YY YXOYOXXXYY 00YYY3YX0Y XYOYOOOOYY YYYYYXXQX3 

099 XYXIXOOOYX YOX30SXXYO 3YYYXXOD3S OYYYXXLYOX Y330YXXY3X XYXXXX033O 

009 0XY3YYYYYY Y33X03DY3X XYY0OYY3X3 0XX3Y0YXXX XYOY30YWY 33XYYY3S33 

0*S XYOYX3000D 0Y30YX030Y 0XY303XXXY 3X30X3YYYY 03O3D3YYXX YXXY0O3OXY 

08* X3O3XYXOX0 XQ00YYY330 3YY3003XQ3 30Y3X3SYDX YXX33DYXX3 3XY33XXIXX 

02* YYYYYOXYOO XXYYD3X3YY 3YYYOXY3DO 3YYYXXXX0Y Y3YY3YYYXX 30X00X0YY3 

09 Z X3XX3D3YYY YYXY33Y3YX XXXXXYX330 YY0X3Y3XYY Y33YY330DX YYYYXYOOXX 

00 Z 3333YYYXD3 3Y33XYX3D3 00YOYY303O 3XYDYXX303 XYXXYXYYOO S30YYXXXY3 

0*2 OY0OXY3XXO 3OYYO00YYY 00YYYXXXX3 XYYD0YY3YY Y0XXX0X33X YYY3333XYY 

08 1 XY330DSYY3 XXYOYXD33Y YYXXY330XY 3X03X3XYYX 3O3XYX0X3D YYYY33033Y 

021 OO30OYYYO3 9OOX3DXYD0 ODXOOOYYY3 X0YXYXX3YY XXXOXXXYXY Y3XYDYYYY3 

09 3X0O3IXXXX Y3X0X3YYYX XXX03SX0YY YXXXYY0YY3 XYYY0YXD3X YDYXXOOOOY 

esoi : oN ai Oas ^Noixdiaosaa 33Nan5as («) 

Z.SST* ' *T NOIXYOOI (R) 
san^Be^-ssxui :A3X/3PJYN (Y) 

:3HflXY3d (XX) 



ZLL 



22l60/96SfyiDJ 



C680W96 OM 



(9znna)fflMsiinjiisans 



9S0X : on ai Ohs : NoixdiHosao aoaanQas <pO 

8601' * *t NOIXYOOT (a) 
©jn^sj^ospn :A32/3WYN (V) 

:3HnXY3d (XT) 

TJOtAd »^3«qooxTSH :WSINYDHO (Y) 

^aonnos tynioiho (ta) 

ON :3SN3S-IXNY <AT) 
OH : TYDIX3HX0dAH (TTT) 

(opiioueB) vno sadAX arooaaow <tt) 

JreinMTO rXOOlOdOX (a) 
atqnop : SSaNdaONYHXS (0) 
pTD« oxeiDnu radAX (a) 
sxxx>d aspq 8601 ^HXONaT (Y> 

: S0IXSIH3X0YHYH3 33N3n03S (T) 

:9S0I : ON QI 53S HOd NOIXYKdOdNI (?) 



LBS Y3XYYY3 Y30Y3YYY3X XYXXXY0XX3 

099 3033YXXXXY YYY3YOOYYX XYYYY3XOIX XYOXX30YYY X3YY30YY3X YYYYX30XY3 

009 XYYYOOYYYX 3XXYXYYOYX XL33Y30X33 3XYYYYXYY3 XYYYOYYY03 XYYYXXXXXO 

0*5 X303YYX303 XXXYYX3333 YOYOOXXXYX XYYXYYYYOX XXXOYOYOXY YYY0YXXX3X 

08* YY303O3YYX OOOXLXXOOO OYY3XXY3Y3 303X303XYX OYXYOYXYOX X30X0XX030 

03* OOOXX30Y03 OOOOOY3YYX XXXYXXXXYO OOOYXYXOXX XXXXOOYOXY OX3SXOOOXX 

09 Z YYOXXYX3X3 O0YY0XY3XX X3000YOXYX X0300030X0 XOOXXXX03X 0XY30YYYYY 

00€ YY3X300XXX 030XY0303Y OYXYYY30YY 3XXX330YY3 000X000339 YYXXXXXXXY 

0*2 03Y3Y3YYYX 333YYYYYXX ©X3X3Y33X3 Y303YYYY0Y XYOXYOYOX3 33Y3YXXXXY 

081 YY3000030X OOOOOXOOXX Y3X303Y3Y3 XYOOOOYYYY Y3XYXYYY3Y YX3030YXXX 

OZl XYOYOYXX33 YYYXXOXOYY OOXXYYOXXX XX33YYYYYY Y0YXX030Y0 YYYYYXXXXY 

09 X3XXYOYY0X XXXYXX300X X3XY3X3YY3 OOOOXXXXDO 3YYXXXXO00 Y3XXYYY0X0 

ssot : on ai Oas ^NoixaiHosaa aoNanOas (t*) 

Z.89'""T NOIXY301 (a) 
san^wj-osxia :£3X/3WYN (Y) 

^annxYaj (xt) 

t jot Ad iaqoeqoDTT9H = WSINYOHO <Y) 

= aDHnos TYNIOISO <TA) 

ON :aSN3S-IXNY (at). 

ON i*TY3IX3HX0dAH (TTT) 

(DTiuouaC) MKQ ^adAX amoaiow (tt) 

«Xn^T=> : AO010d0X (G) 

©Xqnop : SSaNaaONYHXS (0) 

pTO« o-catonu -'3d*X (a) 

sjT^d as\?q LS9 :HX0N3n (Y) 

: soixsiHaxoYHYHo 33N3Xi53s (T) 

•SS0X : ON QI 03S *0d NOIXYKHOdNI (Z) 



evs XXYYXOOOX 
0*S 0X3Y33XY03 0YX3YO3OX3 XOYYYYOYYY DXOXYYXYYO XOXYYOOYXX X303XYYXXX 
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pxsv oxaxonu :3dJ5X (a) 
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0X8 XL303XYY0Y Y333YYY3YY 3YY333YYY3 

08 £ YY3YY333YY Y3YY3YY333 WY3WW03 YY333YYY3Y YYY33X33YY 3X333YYX3Y 
0£L YYOXY333YX 3YOYSX333Y XYXXXXYX33 33333XXYX3 33X3XX3Y3X YOXY3Y3333 
099 XOY33YYX33 X3YY3333XY XXXY3YYXY3 3YYSXX333X XYXXXX3XX3 3330XOXX3D 

009 3Y3YYYYYYD XY33YYX33X Y33Y33Y3YY YYY33333X3 3Y30YXXY33 YYYOXYXIXX 
0VS 33YXYX3XYY YYX333Y333 YYYYYY33X3 3X3YY3YY3Y YY3YYYYYXX X0XY0XY3Y3 
08* YY333YYY3Y YY3XY3YYYY Y3X3YY33YY YY33X3YXXX YYYY33XXYY 33XX333YXX 
OZf YYYYY3XX33 Y3YX33XYYY 33YYYYY3XX XXSYY3YYDY YYYY333YYY Y3Y33YY3XY 
09€ YY3XYYYY33 X33YYYY3XX YYY3Y3Y3YY 333YY3XYY3 3XYD33Y0YY YX30XXYXY3 
00 Z YY3YY3XXY3 YYYXXX3X33 30XX0Y333Y YY333XYYY3 XY3Y333Y3X YYYY3YYYY3 
0PZ 0XYX3YD333 XYYYYX333Y Y33YDY3YYD YX333YYY33 Y33YYYYYX3 XXX33Y3YXX 
08X YYYYX3333Y XXYYYYY3YY 3YY33XXXYY 3XXXXY333Y YYXYYYYYX3 3YY3YYYXY3 
Oil XYY3XX333Y YYXY33XX3Y OYYYD33YYY YY3Y3Y3XY3 XX3333Y3YX XX3X3Y3XXY 
09 YY3YYYXY33 XX0Y333XXX YYYDXXYSXX YY3YYY3X0D Y333Y3YY3X Y333YYY3SY 

z.soi : on ai 53S : woixdiHosaa aoNanOas <t*) 

0X8' • 'I N0XXY007 (3) 
ean^ar^STia : A3X/3WYN (Y) 

:3HnXY3J W) 
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:aonnos TYNI3IH0 (TA) 

ON :aSN3S-IXNY (AT) 

ON :TY3IX3HX0d*H (TXT) 
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0*8 X3YYY3YXXX Y333Y3Y3YY YYX333333Y Y333XYXYY3 33YXXX33Y3 3XXY3XYX3X 
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09 Z YYOYYYXXOY YSOYYYXXYY 0YY33XYXX3 OYOYYYXYOi XY0D0YXXX9 00f)00DS30Y 

00€ XY3OX00XYY XXOXODYOXX XYY3333YYO YYYX030OYY YYYXXX3DDY YDYYD003XY 

0VZ YYOYYYOXOO OYYYYXYYYY OYYOXY3XXX XXOYYOOXOO 30SXL00Y0YY ODEOOXXXXO 
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sax*d eseq ^6S : HX0N3? (V) 
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09ST YXX3XYXYY3 XYOXY30YOY YX3Y3YOXXY YY0YYYOLX3 O03YYYOYYO YYY33XY303 

00SX OLXXY33YYY YYXOOOYYX3 XX3YYYYXX3 OY3XYOOXYO fXLLXYOXXXO 3X33YXYYI0 

0**X YYYXYOOOOY YYXXY3XYYY YXXOOXOXYO OOOXOYOOYY XXYY0YY3XY Y3X3YXX330 

08 EX YYYYYYXOYX YY3XYXYXX3 O3YOO3Y03O YYYXY030O3 XXXYQXOYXY 30XOOXY3YX 
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0*XX YYOYYOXYDX YOOXODOOOO OOOOYYYXYX OYYOOXXYOO OOYDXXYYXO OXYXOYOOOO 
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0*8 YYVYOOYY30 XYOYYXXOXY XXXYXOXXYX X003O0YYYO XOOOYYOYXX OOXOYYYXXX 
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02Z. 3X3YYYYIX3 XOYXXXOXOY 3YYY3YYYYY OYOOXXXYXO YOOYYXXYXY YVYYXYXOYO 
099 YYOYOOXYXX XYXYXXYXXX X30YOYY3YO YY0YXXYY03 YYYYYDXYYD XXOXOXYOOO 
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0*2 OOOOOOXOXX XXOOOOXOOX 030Y030SX0 30XIXYX33X Y33X0XXYXY XXOOOYOXOO 
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etqnop : SS3Na30NYHXS (O) 

SLL 



2Zl60/96SflALDd 



€680*/96 OM 



(9Z una) I33HS unmssrts 
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08 T XOOXXOOOOY YYXDYYYYXX YOOOYYOXXY OOOYYOYYOO YXXYYYYOXX YOOOOYYYYY 
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09oi ^on ai ©as =NoixdiHosaa aoNan&as (xx) 



lxox"'z KoixYoorr (a) 
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«xnojxo rAooaodox (a) 
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00 Z OOOXYYXXYO XOOOYOOOYX XOXYOOOOXY XYXXYOOOOX OYOOYOOOOO YXXY3XY0OO 
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00E OXXXXXOS3Y YDXDYOYSXY YYXXXXXXOY OOYYYOXYXX YYOXXXYYDY YXODXXYYDY 
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00 Z OXXOYOXYXO XXOYOXYXOX X9YOY03330 OXOYYOYYYQ XXYOYYYYYY OOXXDOOYXY 
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0*TT YOOOWXLYO XDOYDYOYOY Y33YXW0YY XYYYYDXOY3 XYSYDYVYOY 

080T X0Y0ODX3YY Y3XDXXOYDO YXOYXYYXOD YWXYOSYYD YXOOOXOSW OY03X0000O 

0Z0T IXYDXYXYW XX3OO00O0O YVYDOGXOXX XYOOXOYOYO O0XXYLY0X3 YOYYLYYOOY 

096 XOSOXYXXYD O33DOYY0XO OOOOOYYVYD XYOOOOMOX OYOX3XYDDY YXXXXYOSLD 

006 YYDSQ3WOX XOVYVYOXXD YOYYOXYODY OOYOYXYDXX OOOOSYXXXY X30OTO3OXO 

0J8 OYIYV30XXX O30OSSXY39 X0X0XYYX03 XVYYXXYWX X00SY3YVY3 XX003XXXYY 

Q2L DXOOOYODOO OSXYOXYXXX 3X0XXXYYY0 OOSXYVYYYX OYDDVXOYOX YOOOYVOYDX 

0ZL XDSVYOOiLL DY3XXLX003 YXDX03Y033 YVYY3YODSO D0Y0SX0XX3 33XOXODXW 

099 XYYOXYVYOY XfXLXXXYYLY MXYYOXXXY XYYWYXDOD YYOXXXYYDX SYSTODYDOY 

009 0O0XYSXO33 SYXYQSWXY XOQYY3Y3XX XOXXYYOOSX YYOXXYYDDO OSXXXOOSXX 

0VS XDYOOSYVYY YDOXYXYYOX OOYOYXXXYO OOOXOSXOYX XX3WY0YXX OOSOYDXYXO 

08* YVYXYXXOYO OOYXSXOOOY OYVYOXYXYO OXOTYOXXOO YYOWSSXYY 3OOO033WY 

OZXr OXOOSXXYXX YOOGYX0300 OOVYOOOOOX DVOOSXXODY OOXTOXXYDY YXOYDOXYXX 

09£ XXOODXYYY3 YXYXXDYOOY XYYOOYYDYY XODXLXYYSX YYXXX033YY YYQOYOOYYD 

00C XXY0O039XX XOYVYXYS03 DYVYXYOY03 OOYVYYXYYO OOYYDYYSOD OWOYVYOXD 

OVZ YSOSSXXQYX XDXXOOOOY3 XOXS90YVO3 YXOXOSXOYO OOY0YD0O3X YX3000QXX0 

081 XXYDOOYOOX XY0XYSX003 YDDYOXXXXX OOOODSXYOX OYOY3YY0O0 OYXYOOODOY 

QZl XXYDXXOOOY OOYOSYXXXX OOXDXOXXXO YXXXDOOOOX YVOXYWY30 30Y0Y0YVY0 
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08fr .LLYXXX30YO XSXLYOXOXXX 3Y3SYXXXYO iUVWVWOV 3333YYYYXX XOOOYOYXXY 

02fr XYD3SXYYOY Y03YXXOXYY 0YXY303YY3 3Y03YYYYYD XXXOYYYOXY OYXXYYOOXY 

09 e YYYOOOOXOX YOOXOOOXXX 30X00YYYYY X30OOOYYYY XXXX3X300X 0YY3XOYXXX 

00 Z 300YOOOYYX 0Y03OYOOOX OXYOYXXXXO XXOOYYYYDY YYXXXXYOYX YXXXXY3XYD 

0*2 YYOYXXXXXX OOOOOYXXYY YYYOOOOXOO OOY30YXX03 XXYX3XYY33 3X303XY3X3 

081 YYOXXYYV3X Y03OO0Y0YY YXXOOXYXXX X3X333YYYX 3XXXOOXOOX YYYYXYYOXO 

021 YXXXXOOY3Y YYVYYYXXXX OOXXODOYYY XOOYYYYYOY OY0OYXYYY3 0YXXXY30Y3 
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QLZX X03SXXXO OOXXXXOOOO 

0SZX YXXOXXX03O XYYXXXOYOX XXOXXOSOOO YXXXOOYXXX XXXXOODXXX YYXXXDXOXY 

OOZT YYYXOOOOOY YYYYYYY33Y 0YLLVYY030 XYXXXOOOXY XXXOXXXXDX OYYYODYYXO 

0HI OOOXXXX333 X30XX3OOYX XXX3XYX3X0 OOXXXXDXOY YOODXX3Y3X YYX333Y0YO 

0801 YYYX0300YX XXYY3DSOOO YYYOXXXYXX XX3VY003Y3 XYYY0YYY30 YYXXOXYYXY 

0201 OOOOOOXXYO 0Y0SXXX3XX DSXXXXQOSD QXOOXXXXXX XXOOX0300Y YYY30XX0O3 

096 YYDYXXOXYY XXXYOOYOOY 33YY3YYYVY XX303O0XY0 30XXY3OYX0 33XXXX3X30 

006 Y3YD3X3XYX OODXYXDOOX XYXX03OYXX X0D0X30Y03 XX3X0Y0YXY Y3303YXXYX 

0*8 0XXXYXX3X0 XO3OY0OO00 Y0000X3XXX X3XX0O3XYY 3Y03Y3YOYX XXXXXOXXOO 

08 1 OXYOYOXOOO 0YX3XXYY30 OYXX3XO0OY 0330XX3XXY Y00YY3XXXX X030YYYYX0 

0ZL XYOOYYYYYX OOOOYXYYOX XX03XYXYY0 YYYYYYOYYY OYXYYYYYXO YOYYXXXXOO 

099 OXXOXXOOOY YYXXXYXXYX XXYOOOXYXX OOOYXXYYYY X0YXXX03XY XXXXDY3YXX 

009 YXXOXYWDX 000X030000 OYXXXXOOXO 0OOXYX3OYO XXXYXXYXOX X030YYOYXX 
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08fr OOYXYXXOOD OY3DOXXXXX X30Y3Y3YYY 3YXYY3YXXX X3O003OOYX XXXXX3Y33Y 

02* OXYXXXOXOO XXYXXXX3XY XOOXXXXXYY 3XY033YX0X XYX3333Y30 XYX3VYY3X0 

09 e D3YYY0YY0X Y0XXX3003Y XXQOYX33X3 YYY33YYX30 OXYXXOOOXY Y3X303OYXO 

oo e YXXYXXOOXO OXOXYOXXYX XXXOOOOXOX XXXXXYXXOO OOOXOOXXXO YOOOXXXXOO 

0*2 OO9OYYXXY0 OXXOYOOOYX YOXXOOYODO YXXXXXOOYY YDXOXXXXXO X0000YO03O 

08T XXXXXYXOOO OYOXXYXOXY YXDOOXXYYY OXXXOOOXOX XXOXXXXYXY OOOYXYXOXO 
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QZZZ YXXO0O3YYY DYYD3Y33D3 333YXXX3X3 GXYXYS3003 SYYOOYX3YX X30YYY3O3O 

0913 OOOXYD33Y3 YSYXXXXYOX OYYYX3XXYS) XXY0YYX3Y3 3SYXOODYXX XX0Y0X3OSY 

00X2 Y3XX33QXX3 YY33YYYYXX Y0XX3OQ33Y YX03X0XY00 XS3SY93330 3YY303YO3O 

OfrOZ EXLMXY3X33 Y30XX30O3D Y030YQ30D3 OXYYY3X303 XYY0YX333X YX33XXXOYO 

0861 033YY0YYY3 D000QY3YDX Y3XY0XXXY3 03DYXXYYOX YOXXYDXOOX OU.YaLJJ.YX 

0261 3333XX033Y YDXX03033Y YX0YVY333D YY3YYDXYYX YXX3XXYOIX Y33YYYYXXO 

098X 0YY3YXYY03 0Y0XYYXXX3 X3YXY03303 3Y00XYYY0Y YYX3O3XS30 YVY33XXX30 

008X OOOOXYXOSY YYYYYX333Y OX3Y3XYXXY 33303Y3X3Y XXXY3X333X Y3Y0033XYX 

OVLl XXY30YXXXY YOSXOSXYYY Y333XYD3XY OXYSXOYXXY YY3X3YY3XY OX333333YY 

089X YYYXYXXXDY XX33XYIXXX YDXY03SXYY 0X0300SX33 DY3YYX0Q30 Y30SY3YS3Y 

0Z9X 30O33O3XY3 X3OXX3YO03 33X33YYVYY YXXXY003Y3 XY3XXX333Y YXSOOXOXXY 

09SX 3Y3YYY300Y XXX3SYX333 YYX3X33SOX 33Y33XYYVY Y3XXX3XXYY O30YYY3YXX 

OOSX XXYYY3Y0YY XXXYXXXYXX YYY33SYYY3 30Y3YYX333 XYtfYSXXYXO SXX03X3LY3 

0?*X YYYXD0YYY3 XYX33333YY 3XXY3D33XY 33XYYDX300 SXLYXXX3YDX YS30YXXXYO 

08CX XYS3SYGXX3 OOYXXXXYX3 33OYSXO0YY XXD3OYX330 33Y333033X XYY0XXX33Y 

03CX OOYYXOXXYX 33300Y3XXY XX3Y333YXY XXYXYD333X YOXXYYYYXX X33Y3S3M3 

09ZX OYY33Y3XXY XXXYDOY33X YYYVYY33YO XXY3YD3YYY YD3Y3YXXX3 XXOYYY3YYY 

003X 3XX03XXXOO OOXYYSXXYX XYY3Q3YY3Y 333XX3QYOX YXXYQYYY33 3YYYYY3SX3 
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08X 333YXXXYYX XYEXLLYOXXX 3XYXQOQXXX XYXYYYYYYX YY3XYY3O03 OXXXOOX0X3 
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006 XDY33YYYOY YYX333DYXX XD3XY3X33Y 3YY33YYXLX XX3XYYYYYX XXYX3XOD3Y 

0*8 XXXX3Y3YXX XX30X3XXX0 YOOOYOOOXY X3YYX3QSSX XX3XDYXYOX YYXX33SYYY 

08Z. YYYXY33YY3 X30XXYYS0Y YYXXX3Y330 YOYYY333YY YDYYY3XYXY 333YYYSYYY 

0ZL Y3YXYYXYYY X3XYYX3Y3Y YYYYYY3X33 X3YD33YYOX YYXYOOXYX3 YYYOYYOOXY 

099 3XYXYYY3YO XXXXX3X333 X3X3YX333D YXXYXYX3S0 YDYXXX333X XYXXXYXX33 

009 OOXXOOXXXD 3333Y3XYYY 33Y3XY333Y 3YXXX33YYY YOXX33XYXX X3X333XXXX 
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33333333Y3 OOYYOXXYOX OYXX3X3YYY X333YYXXX3 X3YYOYYYXX XXYX33YYY3 
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33Y3XYXXY3 33XY3YYYX3 X3Y33Y3YYY XXOXYX3333 33YYYYXOXX 33Y33Y3YYY 
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XYX3XXXY33 333XX333Y3 3YXXXY333Y OXXYY33Y3Y XY3333Y33Y 333Y333333 
3Y0YY33333 X3333XXY33 Y3YSXY333Y 3XX3XYXXXX X3333YYYYX XYYY3XYYXX 
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YYY33XYY3Y YY3XX3X3YY 3YYYX3YYXX X3333X3S3X Y333YYYYYY 3X3Y333SY3 
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XXY333VY33 3Y3Y33Y3YX XYY0X333Y3 Y33Y3333YY YYX3X3Y3YX XYY333Y3XX 
X333YYYXXX Y33Y3YXXX3 Y3XXXY3XXX 33333X3XXX Y33XX3XXX3 YXYX3X3YXX 
33333Y333X Y3333YOS33 YXXXXX33XX 33Y3Y333YX YY3X3D0XYY YX333YY33Y 
3333YYYX33 YY3X33Y30X X33YYXXXX3 3XOOXY3XOX Y0X30YX303 OYXXXOXOXO 
0OOY33XY3O S033YXYYX3 33YYXY3YXY 3XY3Y3333X 3X3XXXXX33 3XX333Y3YY 
3333XY33YY YYYXXY33YY 3YXXXY3X33 3YYX3Y3XXY Y33XY3XXXY YYYY3SXLYYY 

0^.0T : ON QI 53S -N0IXdIH3S3a 33N3n03S <T^) 

8C6T* ' *X N0IXY301 (fl) 
ejn^9g""DSTUi :A3X/3WYN (Y) 

•3HnXY3J (XT) 

T^oxAd aa^D^qooxxeH =WSINY3H0 (Y) 

:33HC0S TYNI3IH0 (TA) 

ON i3SN3S-IXNY (AT) 

ON =TY3IX3HX0dAH (TTT) 



IQL 



Kl60/96SO/lDd €680^/96 OMl 



8£6T 

0Z6I 

0981 

0081 

0*LT 

0891 

029T 

09SI 

00SI 

QWl 

08EI 

02CT 

093t 

00ZI 

0HI 

0801 

0Z0I 

096 

006 

0*8 

0BL 

0ZL 

099 

009 

0*S 

08* 

02* 

09C 

ooe 

08T 
021 
09 



(9Z3ina)J33HS3injiisans 



OfrXT D3YYYOYXSY WOOOiWXO OOOODYXYYY YY3YXYXXXX XY3YY3YSYY YXYOSYYYYY 

0801 XDOOYYOXYO Y9YDYXY000 OXYXXXY009 0OOXOYXOD3 YD03YDYYXD S0SYYY3Y0X 

0301 XXX03YOXXX Y0YY0QS33X YXXX0X300X ODYYYYDXXX 3OXOXXY0DX 3SX3YXXYY3 

096 XYX30SDXYO YY30OY330O YDXYD30YXY 0DOOX3XYXX SSXYXOYOOY OOXXXYOXXX 

006 XXODYYOOYX YXOOEXLXXOD DCOOOXJ-LOY DXXYYOOYYX XDOOOYYYYY 3XXYDD0YYD 

0*8 XXY0XXY30Y YYXYOOXOXX YOOXXOYSXD X33XXXLXYX X300SYY0YY DXXLXYSYXX 

08Z. 03300YYYOY YSXLYXOLXYY YS0030YYXX XYQOXOD9YY Y3YXXXOXSX 03X3XXYXY0 

0ZL XOOOYYOXYX OO003Y0YDD SYX3XXYX30 0XXXDXX003 YOYXYOSXLX XXX0O0YY3O 

099 0YXX30XDO3 XYYY3YYYYX XXX03003X0 YYOSYYXYYY XXXQYXOOOO 303YYOXXX3 

009 3XYXXYXDS0 OYOYOYOYOY YYYYYXXXOO OYYOXOXXXX Y03XSYXXX0 YXOODOYYYY 

0*S OXYOXDYYOX OOOLXXYYXD SOXOXYDOYD YYY3XY000Y XYOXOYOOOY QYYYX030Y0 

08* XYYDOOYXSO 0YXXYX3000 0XY0OY3YXX XDOOOOOOYO XXXYOOYODY YOXYYYOYXY 

0ZV OXYYYDXYOX OXOYXYOOYY SXYXXYXXOO OYYXIXXXOY YYYXXXY3XY XQXYYDYYOO 

09 C OYXYXXXQOX OXSYYYYYXY OQXYXYOXXX YXXYOXXDOX XYDXYDYYDY XXYYD3XXXX 

00e XOYY03XYOP XXYIXXXY3X XXOOXYYYYO YXXXXYOYOX OYOOXXXXXY OQXXXXOXYY 

Oft OXOOXOXXYO XXXXYOXOOY OYXYYYDXOO OY9XXYDXOO XOOXXOOOYY YYXXXYYYYO 

081 XYYOOOYXXX X3QXX03DXY XXXXOXQ£>QO XYYXOO3XX0 S3XXXXYXXY X OXXXYXX 33 

0ZX XYX3X30XY3 Y3XXYYY330 YXYYYYYXYX YX33YDYXX3 OYY3XXYOYX 303330YYYY 

09 YYOXXXYXX3 3333Y3YYY3 YYYOYYYXYD YXXDX33YY3 XXXYYDX333 OYXYOXYYDO 



2^oi : on ai Oas =NoixdiHosaa aonanOas <tx> 

9UI" *T NOIXYOOT (a) 
ajnq^ej-osxux :xaa/3WYN (Y) 

•3HHXYH3: (XT) 

T^toxXd ae^3BqoDTT9H ^KSINYOHO (Y) 

:a3H£10S TYNIOIHO (TA) 

ON :aSNHS-IXNY (AT) 



ON = TYOIXaHXOdAH (TTT) 



(OTUiouafi) VNa =adxi iFinoaiow (TT) 

aBTHD^TO :AeX)10dOX (a) 
aiqnop : SSaNdaONYHXS (D) 

pTot? OTatonu :3^aX (S) 
sjTed espq SLLX ^HXONaa (Y) 

: S3IXSIH3X3YHYH3 30NZnQ3S (T) 

'ZLQltOtl ai 03S HO* NOIXYKHO^NI (?) 



6X8 X30YYYY3Y X303X3YYY3 YYXXYQ33YY OX393YYOXY 

08 L 3Y3XY0YY3X Y333YYYYYX 33XOYYYX3X XYX0XY3Y30 XXXXX3033Y Y3XYYY0XXY 
OZL OXXX3Y30YO XY0Y0X030X OD33XYY3XO XYY3DYYYYY YOYX33XY3D XYY333YYXX 
099 030X00X3X3 YOX3X3X9YY 3XY3XX333D YY03333Y3X YX33YXYXXX 33YYYY3300 

009 YXYYYYYYYX X3XYYYYYX3 3YYD33YXXX X3Y0X3YXXX 330XX3303D 0330YY3XXY 
OfrS YY333QYYSX YYXYGOOYXX XX3Y3XYY0D XOOXYYYY3X YOOXOYYOXX YYYfXLD30YY 
08^ X0D3XY0XD3 XYDXYOOSYO OYYYYYODYY SXXX03DDX3 OOYOXXXOOX 30YYXXXI90 
0ZV XYYXXDODYY J£>OXXXXXOO ODYOYYYXYO XXOD3YOXXX YDOOOOYOYY YDOYXYXXOD 
09 E OXODOOOYOX YYXDYOYOYX Y930XXXXYX DX03YYX333 OYYOYYXOOD OXXXXYOYXO 
00 e OODDYYXYYO DYSOOYYSXX XOOOOSSXXO XOYOOYXYOO 3YXYX0XYYY OYOXYXDXXY 
0VZ XDDOXOXOOX YYOXOOYYOO DOYYOXOXYX OYY30333Y0 OOYYYODYYY 3XY0YYDYXX 
08T OOOSXLOYYOO Y0Y3DDYXYY OYYOOYXXXO 03YYXXXXXX YOD£»YOYXX YS03XY00YS 
QZl YOYYYYXXXO O30YY3OY0Y YYXDDYYODO YXXXYY3YYX DXDDYYXXXY QaiXOOOOYY 
09 XXXYYDYOYX 0SaiYYDO£)O OY3YDDO000 XYXXYX303X YYYYOOXYDO XXYXXYOOYY 

i^ot^on ai ©as JNOixaiHosaa aoNan5as (tx) 



6X8" * I NOIXYOOT (a) 
ejirae^ ostui :A3X/aPIYN (Y) 

iannxYaa (x-c) 



«160/96SO/I3d 



C680f/96 OM 



(K310H)J33HS31fiillSaiS 



TEXT' ' *T N0IXYD07 (H> 

•3HTIIV3^ (XT) 

x^oxAd aaao^qooxxeH ^WSINYSHO (Y) 

: 3DHT10S TYNIOIHO (T A ) 

ON : 3SNHS-IXNY (AT) 

ON ' TY0IX3HX0dAH (TTT) 

<otuiou96) vnq :3dJX amoaTOH (TT) 

a^XnoiTD :ASm0dOL (a) 
eiqnop : sS3NaaONYHXS (0) 
pTDB oxax=> nu : 3dAX (a) 
s^T^d eseq XETT rHXDNai <Y) 

s soixsih3xoyhyhd aoNanOas (t) 
:w.oi : on ai Oas noa noixyhho3nt (2) 



8*E XOOOXYXO iSWaiWDO ODYOYYYYYO aLYVfXLLWO 0DDXXY3O03 

00 E XDOLYOOY3X XYDYYD3O0O XOOOXYXYXX XOODOXYXXX YXXY03Y0XX XOOODOQXXY 

0*2 OXDOXOXYYY YOOYYXOXXX XOXXYXXODD OOOYYOYXXX OYOOYOOYOL XXOSOSOXXX 

081 XDOYYDSXYO X03OOYY0YX YX33000YYD 0XYYY3X000 OYYXXYXOYY OXDOOOOOXY 

021 XYYYYDDYD3 XYOYYYYOOX OXOOYYOXXY 00XY0Y30YY 03Y030YYYY Y03XD033Y3 

09 SYYOYYYYYD . 03Y0D0XXXX YOOXYYYYXX YXODDYYXOX XXOXYXOXOD YXXXXY30XO 

e£0I : on ai 5as ^NoixdiHDsaa aoNanOas <po 

8^E" "i noixyoot (a) 
ajn^pag-osxui :Aa2/3WYN (Y) 

: HHfl£Y3J (XT) 

xjcox^d aaao^qooxx^H ^WSINYOHO (Y) 

jaoanos TYNIOIHO (TA) 

ON '-aSNaS-IXNY (AT) 

ON : TYOIXaHXOdAH (TTT) 

(otuoubB) VNO =3dAX STODaiOW (TT) 

aisxno^T^ 'IDQnOdOL (d) 
exqnop : SS3Nd3CINYHXS (0) 
PT3© oT^X Dnu : 3dAX (9) 
sxxvd as«q 8frE ^HXONan (Y) 

•SOIXSIH3XDYHYHD 33N3n03S (T) 

:ELOI : ON QI 03S H03 NOIXYKHOaNI (2) 



SLLl OOXYYO YYYOXXX3DO XYYYY3XYOD OYYOYXY3XO 

OfrZ.1 30XXYSOXY3 O3XSO90OYX XXOYXXXXXO 00X3YXYYY0 Y00030YXXX YDYXYTOYXX 

0891 YYDOYYXDDO OYYXXYOOOY OYYOXYYXOY ODYYYYYYYX 3XOXO0XYYY 0X003XYXYD 

0291 OXXYYGSY03 YODXXXXYOY XXOXYYOYXY 030XYOOXYX XXLYXODXXY YDXXYODYYY 

09 SI OYOLYOXXXX XOOYOYYYXX OOYYXYOXXY YYOXDOOOYO XXXYYYYOYX XYYQYYOIXX 

00SI XYOOXXSY3Y Y9YXXYYY0Y YYYYYYOXYO XX03YYYY00 X3YYYYY0YX XXXX0Y3YDO 

OfrU 9XOOYYYXXX XXOOOYY3YY 0XX0YY0S3Y YYYYYYQYOX YYDOODYXYY Y0XYDXY3YS 

08 EI YYOOOXYYYY YY0YYD030X YOYYYXXXYY YYYXOD3YOY Y0Y0XYY0D3 Y003XYXXXY 

OZ EI XXDXYYOXYX 33X0OOYYYD D3YY0DXYYY OYOYXYYYYY YOOGXOXOYY OYYYXXX303 

0921 OXYYYOYYYX OYOOOYYYXX YOOYXOOOE© 33OOYOX0YX DOOYYXXYDX 3YTOYXXYYY 

0021 XYX30333YO YYXXXXXYXY OYYYYYOXXX XXXYY3YXX0 XXXXOYYYOO X3X3YXXX3Y 

SBL 



ZZl60/96Sn/XDd 



€680fr/96 OfA 



(9Ziwa)BiHS3iiuiisafls 



ON : f IY3IXSHX0dAH (TTT> 

(Dxmou86) vno -zdi^L amoaiow (TT) 
;n?ino*?3 :x3orodox <a> 

eiqnop : SSaNCraONYHXS (0) 
sxzvd aseq xes :HX3NH r I (Y) 

= s3Ixsih3X3yhyh3 a3NanOas (T) 

: 9£GT : 0N 01 &3S HOJ NOIXYKaOdNI (2) 



Z.9Z XXX333Y YYX33YY0Y3 XXX330YX3Y 

QVZ OXOYY33YXY YYOXYYYOXX O033X3Y33Y Y30300YXXY Y3XXX3300X 0YY3XY330Y 

081 Y3YX3Y33Y3 YYXY33XXXY 03X33X00X0 3XYX333X30 Y3Y3YY3333 Y3Y3YY3YYY 

QZl XXX3XYYY30 3Y333YXXXX 0300YXXX0X XXXX333XXY XYXXXX3X3X 00X3XXX0XX 

09 3XXOYY3YOY Y3YXXXX333 XY3333YYXY 3XXYOY3XXO XXXX0XXY03 0YYYYXX33Y 

S£0T : on ai Oas =NoixdiHosaa aoranOas (xx) 

L3Z'"l M0IXY001 (3) 
ajm^^eg-Dsxiix : A3X/3WYN (Y> 

= 3HnXY3£ (XT) 

taoi^d aa^ocqooTteH :WSINY3H0 (Y) 

^aonnos TYNI3IH0 (XA) 

ON =3SN3S-IXNY (AT) 

ON = TY3IXaHX0dAH (xxx) 

(otuiousB) vno :ad*x aTnoaaow (tt) 

jrexno^xa :A30a0d0X (a) 
eiqnop : SS3NG3QNYHXS (3) 
pio* Dxaionu :adAX (a) 
saxed eseq £92 :HX0NE1 (Y) 

:S3IXSIH3X3YHYH3 aONSflOaS (J) 

= sz.ot : on ai Oas noa NoixYwaoaNi (z) 



leil X 303YYYY0X0 XX30YYY0YY YXXX3X30Y3 X3YYY3XXSX 333XOOOYXY 

080T XXXX3YOXO0 XYXXXXXY33 0XXYXX3333 3YXXXXXY33 XYXYXXXOXY OYXYXXXYYD 

02 01 3D3XY30XYX YDXYY3XXY0 33003X33XX XOYDXYOOOX Y3XYXX33X3 33X3YXYYY3 

096 XX03XX3XOY Y30XXXYXX3 X3333XX33X YY0XXXX330 OXOX3XXXX0 OOXYOXYXXX 

006 XXYOXX0030 XXX3XX3XLX Y3XXXX33XY YY3X3Y33Y3 Y033OYYOXY YYYY3XY00X 

0*8 Y03O3OYXXX XX33X3333X XX3Y3XX303 333XX3SXY3 XXXXY3XX33 Y3YYOXXXXX 

03 L 3X33XYYXXX 3333YY03XY 3033YY33XY 303XYXXXXX 3XXXX0X333 300QXXXXYX 

QZL 33XYXXXX3X XXXX3D3YXX X0303300XY 3XXOXOOXX3 X3Y3YY3030 X0X300YYXX 

099 X303XYYY3Y YY3YYDY3YX XXX33333XX YY00XXX333 OY33X33YX3 YXXXOXY30Y 

009 D3YY30XXY3 X30XY3X03Y 33Y3YXX3XY 3XXXXYXXX3 X333YX0X3X 33333YXXYY 

OfrS OXXXYXOOOO Y3XOYX333Y YXYX3XXXD3 3XYX330YYX XY3YYXXY33 3DYOY3YOOO 

08* YXXYY0X33Y Y3YY3YXYYY 03333YY3O3 YYY3XXOOY3 XYYYDXY33Y YYXX3303YY 

02* 3XY30Y03OO X3OXO330XY Y330YXX333 X03XYXXXY0 XXXXX3YXXY Y3333YY030 

09 C XYXXXXXYOY XYO3YYX3X0 03XOYY3YYY XYXXXYXYY3 33YY0XXXXY 3X3X333XXY 

00e 3Y3YXX3XY3 OOXYXXXYYY YYY3YYOYYY YXXXX30YYY YY330YYOOX 33XYX3X330 

QVZ 30YXXX3XXX 303XYYY3YX X3Y33YY33X 3OYYY30X00 XY3XX333YX XYY303YX3X 

08T XX33XX33XX YY3Y0YY3XY 0YX0XX3333 3XYYYYYY33 Y303YYX33X Y3Y0YYY3XX 

QZl XYXX330XXX 333YXYXX3X X333XYX3XY YXXX33X300 03YXYXX33X Y3XXYXXXX3 

09 03OOYYXYDX 3XXX3XXY33 3YOYYXXOY3 0XYYXXXX33 XYYYYXXXXX XXYY0XY333 

frtovoN ai Oas =N0iXdiH3saa 33Nan0as (PO 

9BL 



ZZI60/96SflALDd 



€6801796 O/W 



Cszaimi) jams unmsens 



:3DHnOS TYNIOIHO (TA) 
ON : 3SN3S-IXNY (A*> 
ON : TY0IX3HXOd AH (TTT) 

(opuou96) vno :aaAi TmoiFiow (tt) 
«xnojtTD JAoonodox (a) 

aiqnop : SSSNdSONYHXS O) 
pfOB oxaxonu :3dAX (S> 
sax«d as«q = HXSNaa (Y) 

:S0IXSIH3X0YHYHD 30N3n03S (T) 

: BLOT : ON ai 03S HO 3 N0IXYHH03NI (£) 



eoe w 

00 E 3XOXOY0O0OXY0YXYXYDO SYXXXOSYYY DXYOYOYYOX YOOOYYXXYY YYYYI3DYYD 

0*Z OOOOOYOXYO X3XODXYY3Y YOYYOOQXOO DOYYYYXXXX 003XYXXDXY 09Y3YY3XXY 

081 OYOYYYYYOO OY3XYOXYDY YXXODXYTOY DOYYYYXE©Y XXXOOYYYOY YYYQXXX3YY 

021 XXOOOSXYOD XXDOYYYYXO XXOXOOOWX XOXYDOOYTO MXYYXXXXO 

09 XYYYOOOXXO 3O0XXXXOD3 3YXXXDOOXO XXYXXDOYYY YYGXYXOYYY DY0Y3DYYX0 

o.oi : on ai Oas ^NoiMiHosaa 33Nan0as (xx) 

EOE" "I NOIXYDOa (e) 
BJtn^paj-ospa : (Y) 

:3HflXY33 (XX) 

X^oxXd ja^ocqooxx^H : WSINVOHO (Y) 

=30Hn0S TYNI3IHO (XA) 

ON :3SN3S-IXNY (AT) 

ON : TY3IX3HX0dAH ( TTT ) 

<oxtuoua6) ^0 = 3dAX STnoaiOK (TT) 

jreTna*™ :AO010dOX (a) 
axqnop : SS3N030NYHXS (D) 
pxop oxaxonu : 3dAX (fl) 
SJijvd aseq EOE ; HX0N31 (Y> 

:S0IXSIH3XOYHYH0 30N3nQ3S (T> 

2 O.OT : ON QI 03S H03 N0IXYKH03NI (Z) 



XZZ . Y YYYXOYODOY 30DYYXXYD3 DDYXYYOYOO OOIYOSXXOO OYYOXYOXYY 

081 XOXDXXOXDO 3YXYYD0XY0 03YYVYYYXJ, X0X0X3YYYY YOOOOOYYXD XXY03YYQXX 

021 XD33XD00YX Y3YY0XD0SX XXYY3XXX3X X0XXD0DY33 OYWOXDXXX Y3SOXYOXXO 

09 X0O03YYXXX OX03YXYYOX XYXXYXXOOO SXXYXOXXXO X003YY0YYY YYYYOXYOOY 

9/.ot : on ai 53S ^NOixdiHosaa aoNanOas (xx) 

TE£'*'T NOIXYDOa (E) 
ajm^ea^ asxui :a3X/3WYN (Y) 

:3HflXY33 (xx) 

XaoxAd aaaocqooxx^H ^WSINYOHO (Y) 

:aOHHOS TYNIOIHO (TA) 

ON -3SN3S-IXNY (AX) 

LBL 



ZII60/96Sn/13d 



C680W96 0/S\ 



(9z Jina) 133HS uniusans 



T^oTAd ae^o^qooTieH : KSINY3H0 (V) 

-•aonnos tynioiho (xa) 

ON : 3SN3S-LLNY (AT) 
ON :f IYDIXaHXOdAH (TTT) 

<otuioue6) ynci amoanow (TT) 

«Tno^TD :AOOTO<30i (a) 

©Tqnop :SS3N03aNYHXS (O) 

PXD« OTSTOmi :a<jju, (a) 

saxed es*q 6X8 -mONTI (V) 

: sdixsih3xoyhyho aoNanOas <t> 
: 080X : on ai Das noa NoixYWHoaNi (z) 



XW XX30SOYX3X XXXYY3YYX0 S OXXJJXS SXE 

09 E XOOOXYXOOY X3£»QXXYXX OOO3YXXXX0 0YYX3Y0OOY XXDXOXYXXD iLLYDDOWO 

00e XX30YXYY33 3XYYYYY30X X3X3YYYYXX X3Y3Y3YXXD 00XYXX3XXD XXXX33YS3Y 

0fr£ XXXXDDOOOY XXXXSYOODD YYXOXXX3XX XXYOOOXXXX YOXYDXOOXX iliOWYWV 

08T X3333DDXXX Y3D333XYXX X3OO3XY0XY XXXXOXOOOY XY0X3XYYOX 939YXXXXDY 

QZl OOOYXXXOOD XXXOYYYOXX XOXYYXXXXX YYYXSYD333 XYDXYYYY39 QOXOXXXXYX 

09 OSYYXX03X3 OYODOYXYXO OOOOYOOYXO X3333000X3 XXXXXOXSXX 3XYYSXYD0X 

6z.ot : on ai Gas ^Noixdinosaa aoNanOas (xx) 

Z$Z'"l NOIXYDOT <S) 

9xx\ivbj osxm :*aa/apreN (y) 

tannxvaa (*r) 

XJOxXd ae^ovqooxxeH :WSINYOHO (Y) 

:3DHnOS TYNIOIHO (XA) 

ON -aSNaS-IXNY (AX) 

ON : TYOIXaHXOdAH (TTT) 

(oxmouafi) YNCI '-3dZL amoaqOK (TT) 

jeino^xo :A£)oqOdOX (a) 
etqnop : SS3NCiaCINYHXS (3) 
pxo* oxax^nu :adAX (a) 
saxed 5?s*q Z6Z : HX0N31 <Y) 

••soixsinaxoYHYHo aoNanOas (D 

: 6Z.0T^ON QI C3S HOd NOIXYWHOaNI iz) 



LLP XOXOOOO XXXYX3300Y OYYYYOYXXX XYU.333XY3 X0YY33033Y X3XOYY3333 

OZP YYY3XX333X X33XYYYYYY YXX33XXXYO OYYXX30Y33 XYOXXYYOXY X33XYOYXXX 

09 C YYOY3333Y3 Y3YYY3YY0X XXY3XXY3YY 3YYXXOXY3S YYYX33033X OYXXXXXXYX 

00 Z XS33Y33YYY Y30003YDXX X03XXYX3XX YYYXYOOYOO XY3YY30YY3 33XXXY3XYX 

0PZ 3333XY30XY 3YX333YXYY 3030GXXXXY OYOYXYYY3X YY33Y30DXX YYYOYYOYX3 

081 YXXYYOYSYX YX3X3Y30YY OYXXX3333Y OY3Y330Y3X Y0XXY333Y3 OYY33333XX 

0ZT OY3OOX03DO 03YYSXXYDY 0YXY3033Y0 X333XYXXXX X0YY030XY3 Y3YYX333YX 

09 3YOY3333XO XY3XYXXY33 3030XX0XYY X33X03XYXY YYYYYXY3YX 33XYX33Y3Y 

scoi'on ai Das JNoixdinosaa 30Nan5as <t*> 

LLP' ' *T NOIXYDOT (9) 
ejcn^e^-osxui :A3X/3WYN (Y) 

••aanxYaa (xx) 

9BL 



Zl\60/96S(VlDd 



£680*796 OAV 



(9Z31flH)l£HS3MlllS8nS 



pTDB = 3£ JX (H) 

saxpd'as^q *9Q :HX3N3T: (Y) 

: SDIXSIH3X0YHYHD 3DNan03S (T) 

: 2801 : on ai 5as soa NoixYwaoara (3) 



ZZL 
OZL 
099 
009 

o*s 

08t 
02* 

09e 
ooc 

OfrZ 
08T 
OZl 
09 



SXXOOYYYOY 
SOQLXXX3SO 

xyooxooloo 
yxx3ypxxxx 
xyx3xxx3xx 
yoxxxodooy 
yyyy3xyydx 
yxxyyyxoox 

XODXXY3YYY 
XXYYYYYXXO 
YYY300YX0Y 
XYY3YQYXYY 



YYXYXS33YD 
XDOXDYYYXD 
XXXY00DYX3 
XYDYOYYOYD 
OOOYYYOOYO 
YYDXX3Y0Y0 
YOXXXXY0Q3 
YOYXXXXXXY 
YD3YYYXXXX 
X3X3Y33YYY 
YYDXXX3Y3X 
YQYXOYXDOX 



SOYOSXXXOY 

X3X0YX3QXX 
YY30XXYX33 
XYX333YYXX 
YYYYYXXX33 
YXXXXXXXYO 
030SXY030Y 
YYYYOXOYYO 
YXO033OOO3 
YXYY3YSYX3 
YYYYXXYYOO 



03YXYXOOPY 
XXXXXY0303 
30YY3D3YYY 
3YOXXY003X 
XXY0X33Y3D 
0X033Y3XX3 
OYYXYXXXXX 
YXXXXXOOOO 
ODSYY3XYX3 
XYYX33D03Y 
33SYYYYXU, 
33XXXYYY30 



YYYYYYXXYY 
SY3Y3YXXXY 
Y333YXXX3Y 
330X33330Y 
XXYYYYYOOO 
33YYYYXX0X 
333XY333YY 
X03DYYYYYY 
YYOXXXYYOX 
XXXX3333YX 
SY333XYXX3 
33X3Y3YYYY 



YYY 

33C33X3XY3 
X3YYYY33X3 
03YYX333XY 
OLY3XXXXX3 
Y3XY333YYY 
XXYYYX333S 
YYIXX33D3Y 
YX3Y0YDYXY 
XY03333YXX 
YXXXYY33Y3 
YYYYX3Y3XX 
3YXXXXXY33 



I8oi : on ai 5as ^NoixdiHosaa aaNanGas (tx) 
zzc'i noixyoot (a) 

aan^aj^osxui :A3X/3HYN <Y) 

: 3HflXYaa (XT) 

T^oxXd aB^oeqooTX^H ^WSINYSHO (Y) 

=aoHnos TYNIOIHO (T A ) 

ON :3SN3S-IXNY (AT) 

ON : TYDIXaHXOdZH (TTT) 

(Dxxaouafi) ynq :aaax annoaTow <tt) 

a^Xno^To :A0010dOX (d) 
axqnop : SSaNGaQNYEXS (3) 
PTo* oiexonu :3dJX (a) 
sx-zvd asuq : HX0N3 f I (Y) 

:S3IXSIH3X3YHYH3 a3N3nG3S (T) 

: T80t : ON QI 03S HOa NO IXYWHOaNI (z) 



6X8 X3XXY0YYY 3XX33X3XY0 YYYY3333YY YX333YYYYY 

08Z, YY3XYXXY3X YY YXXX 333X YX3Y00033Y XY0XXY030Y XXX3330XYX XX3Y33XX3X 

OZL GXYXY333XD X033333XX3 Y333XY3033 YXX3YXYY3X 3X3Y0YYYYX XXXOOYOXYD 

099 YX3YXXXX33 Y3XYOYY3XY OXY3XOOXY3 X3YYX033YY YOYYYOXXXO 33Y3YX33Y3 

009 Y3Y3Y33XY3 X00XY333YY 3Y03Y3333Y YXXDDXYXXX Y3YYYX0Y33 333X3XY3SY 

0^5 YY3XOXXXXO G3X3XYY30X Y33X3XY3Y3 3XXXY33Y3Y Y3XXYX333Y XXXY33YOYY 

08fr YXXXYYYYYX 3Y3Y33XYYY 3YYYXY33YY Y3Y3XY3XY3 X3XY3X333Y YYXXXX3333 

QZV XYYX33XY3X XX3XXYY33Y Y3XYYY3YYY 3Y33XY3YYX YXX33YYYYY 3Y3333X3Y3 

09 Z 0XYYY33X3X XXXD3333YX 33XY33Y333 Y3Y33SXY3Y Y3333YYYXX YX3X333X3X 

00C 03YYYY33Y3 XOOXYYXXXX XOXYQYOX3X XXOYXXXYYY Y3XXX03DYY YY3YYY3X33 

0VZ YYDXYYYY3Y X0XXY90003 YXXOOXOXXX 0YD0XXXYY9 0003YYXX00 OXY03OOXXX 

081 XXYXXY330X YYXYOOYYXX XOOOXYOYYY YYYYXXXXOD 030YDXXY00 SYYYYOOOOO 

OZX YYOYXOXXXX YOOYOYYYOO YOXX0OXOX3 DY0YYSXXY3 XYOXOXOXOO YYY30OYYYY 

09 YOYYYYYDXO DOYDOOXYXD D0XXXXY0O3 YYYOYOXYOY YDSX3SX03X YYOXYXXXYX 

080T^on ai Oas :NoixdiHosaa aoNanOas <t^) 

6T8* * " T NOIXYOOT (8) 
aan^^aj^osx^ 1 : A3X/3WYN (Y) 

=3HnxYaa (xx) 

681 



tZI60/96SOALDd 



£680^/96 ONl 



la nna) jBfflsaniusaas 



02? 03YYYOYXXI iLU.YXOI.DOa: YYYYX33YYY YYY3XYXYX0 3SYYY0XY03 YYYDYYYYYY 

09 e X3Y3XYX33D XXYYY3X030 YYYYXY33D3 YYY3XYYY0Y 33XXY3X3SX YOXXEXLXOXX 

00 C 03O3XXXX3O XY3X0XX0X3 033YXXXX0X XXXYYOXXXY Y3YY33XTO3 OOOXXXYXXX 
XXOOOOX3YO XXXX0X303X Y33YYXXXX3 XXYXYXXXYG 33Y333XY3X 3XX3XYX3XY 

081 YYYOD03YY3 XXYY33XY0X XXYYOYYYYO YYYXXXXX33 3Y3YXXX3XY Y3XY0XYXXX 

OZl 330YX33303 X3OXX00OOO 0XXLXXX333 XY33X3XX3D XX33XYY3X3 OOXY3XOX3X 

09 X3XXYOYY3Y 3YXYYYXXY3 OYY30XXXQY OXYOYOYXXO XYYXXOYYSY YY3YXX33XY 

esot^on ai Oas ^NoixdiHosaa aoNanOas (t*) 
W'l NoixYacn (a) 

earaeej ostui :A3H/3KYN <Y) 

:3HflXYaa <XT) 

TaoiAd as^ocqooTxaH :HSMtf3H0 (Y) 

saonnosf TYNIOIHO (TA) 

ON =3SN3S-IXNY (AT) 

ON : TY3IX3HX0dAH (TTT) 

(oxurouefi) ynci =3dAx aansarow (TT> 

a^xnoato :A30no<IOX (a) 
eiqnop :ssaNa30NYHXS (0) 

pxdb oTBxonu :a<ux (a) 

sJT*d esTsq ^ :HX3N31 (Y) 

: S3IXSIH3X3YHYH3 33N3fl53S <7) 

: e80iJ.oN ai 3as aoa NoixYwaoaNi (z) 



X333 YY3XYDYX3S D030YYOXXX 

0?8 XYYOXX3DSX XXXOQOOYYY Y3YXXOD3XY YY3Y3033YX XX33Y0XYXY OOOXYOX3YY 

08Z. YYY33333DY XXXYXXXX33 3YY3SXXXYX XXYXXX30G3 Y0YXX3Y333 XX3Y3DOXXX 

OZL 0Y0X333YXY XXXXXO0O33 YX3YY3YYYY XYY3SY03Y3 3X3XY3XLXX YXYX33D3XX 

099 XYXSXXYXOX 33XXYXY033 ODXOXYXXXY OYYX3DXYY3 SXSXYY3XQX XXY3Q3XYYY 

009 YYOEttYOYYX XXY3X3SOY3 XX0YO3OXYY 3X0XY3D3XX XY3330YY3Y 0XXY3QY3DX 

OfrS OOOYOXXDD3 QYOXYDYYYY YIXYOYYXYX YYYYY3XYOS) YY0OO03YX0 OXXYXYOSOO 

08? D3YOXOQ3XX XY00330Y0X 030Y3Y0YY3 3XSXYXXXX3 333XXXXY3X YSY3XYXYYY 

QZV YY03YYSXXX OYOXXYYYDX OXYXXY033Y YYYXX03X3O XX3333Y333 OOOYXYXXXO 

09 € OYYXXYXYYO ODYYOYXXYX X33QYY0YYY X3YOYY33Y3 YOXYXX030X OOYYXY0030 

00 e YX3XXYXYX0 X03YSXLYXXY Y3XIYX33XY O30XYYO03Y 3X33033YYX Y3X0XYY3YD 

QVZ YYY33030Y3 X0YYYXY033 OXX33XYYYO XXXXXYOYYX Y33YYYYDYY Y3Y0XXXYS3 

08T YYDOXYX303 XYYYOYYYXO 03Y0Y3XYX0 30YOXXOXXX XXXXX3XS03 SSXXX^fXSXX 

OZl 03XX03XXY9 XYYYYXXXXO XXOXOOXXXX 3X0YYYY30Y YYYYTOYYDX Y33DXY30O0 

09 YXY0XYX333 3YYYYYXXX0 XOSXOXXXOO XYXXXXX333 DSXYX3XXXX X03XO3XYYY 

38ot : on ai Qas : N0ixdiH3saa aoNanQas d*) 

*98* • 'X N0IXY301 (8) 
9in^a 3 -"osiui :A3X/3KYN (y) 

: annxYaa <xt> 

Tio T Xd sa^qooxxsH, :WSINY3H0 (Y) 

: 30Hn0S TYNISIHO (TA) 

ON -aSNaS-IXNY (AT) 

ON =TY3IXaHX0JAH (TTT) 

(oTuiouafi) yno ^adxx amoaiow (tt) 

^xhdjto :Aooiodox (a) 
axqnop : ssaNaaaNYHxs (3) 

06L 



ZZI60/96SrVJLDd 



C680?/96 OAV 



(9Z JUIU) J33HS HAlllSSflS 



08fr YXYXXX0D3X XY3XXXYXXX O03DO3YYXX XXOD03YXXD XXYXXXX03X YXXXX SYOXO 

02* 33XYYYYXXX XXXYXYYYXX YXOXXXXXXO OXYXDXOOOX XXYYOYYOYX XXX33XOXYD 

09 € DOOXYXXYXY YYYYOOYOOX XXYXX0X3XO OXOYX&X333 OYDYXXXXXX YX3XO0OXXX 

00 1 .U.VIWlT.vn XOYXXXOYOX XXXDXXYYXO n.T.Vf nTJJ.T.T. T.V.T-T.n.T.T.T.T.V X3XSYXXOD2) 

0*2 YYYXXXXXDO OXY330XX0X OXSOOOOXXX XLXOOOYYDX 0XXY3X033Y XXYDXYYSXX 

081 X3XYY0300Y XXYXXXOYYY OOOXXYXXYY OXOXXYXOY3 OOOOOXYY3Y XXYXXXXDXY 

021 X00Y03XXXX XXOOOOXXXO YOXXXXODXY XDOOSSXXOX YYOXYYXXXX DDXYYOYXOO 

09 3SYYXXXXXX YSXYYXXXOO YYYYYYYXXX XXYDOXYXDX XXSXXXXOSX YXXD03YYYY 

S80t : ON ai 03S :N0IXdIHDS3a aoNanGas (pc) 

sol" • # x NoixYooa (a) 

ajivifcaj osxm : A3X/3HYN (Y) 

:aHnXY3J (XT) 

xaoxAd je^o^qooTtaH =WSINYDHO <Y) 

^aoanos tynioiho (ta) 

ON :aSN3S-IXNY (AT) 

ON : TY0IX3HX0&&H (TTT) 

(oxuxoua6) VNQ : 3dAX aTHOaTOW (TT) 

aBinoaxo sAOOIOdOX (a) 
axqnop : ssaNaaaNYaxs (O) 
pto* oxatonu :3dAX (a) 
sax«d as^q so/. :HX3N3n (Y) 

: S0IXSIH3X3YHYH3 3ON3H03S (T) 

:S80I : ON QI D3S H03 NOIXYWHOdNI (2) 



LSZ OY9YYYX YOOTYYYYDX XXOOOYDXOD OOYYXOOXYO YYYYDY030Y YDXXXXYXYS 

00 E OYOOXDYYOO Y3YYY00YYX XOXYYYYOYY YYOYXXXOOO XYXYDXYXOX YX0X000XY3 

0fr2 OOYYYYYXXO D0YY0YYY3D OOXYSXYXOO OOXYYYYYOX YXOOOOXYXY DX0D0YY3XD 

081 03D30YXXSX XYOSSXXYOO Y3YYXXXXXD XYXXYODYDD OXXXYOYYYY OXYYXOOODY 

021 OXYOOOYYOO XODOXYYYXO YOOYYXXXOY YYOXXYOOOD SX09SYXXXX YDXOXXXOOX 

09 XYD3XXXX33 YYOYXXOODX YXX3O00OYO XXXOXSXYYD X0YYDXYY33 3YOSYY3Y33 

*80T : on ai oas ^NoixdiHosaa aoNanOas (ix) 

LSf * *T NOIXYDOq (a) 
aaroTsaj osxw :a3X/3WYN (Y) 

:aanxYaa (*!) 

xaoiAd ja^OBqooTXSH ^WSINYOHO (Y) 

=aonnos TYNIOIHO (TA) 

ON :aSN3S-IXNY (AT) 

ON -TYOIXaHXOdAH (TTT) 

(oTuiouaB) ynq J3dAX amoanow (TT) 

jBinoaio :A3010dOX (a) 
axqnop : SS3Na30NYHXS O) 
pxo^ OTaxsnu :3dXX (a) 
sax*d as*q ISZ : HX0N3TI (Y> 

: S3IXSIH3X3YHYHD 30N3n53S (?) 



:?80T : ON QI 53S HOa NOIXYKBOdNI (2) 



XXYOOOO XYYXXOXCOX YOXYXXOXXY 

T6£ 



ZZI60/96SO/lDd 



£680tV96 OM 



(97JIflH)i]3HSIUli[ISaOS 



%ZQZ* * " I NOIXYOOa (a) 
ajn^sej ospn :A3X/3WYN (Y) 

:3HflXY33 (XJ) 

xaoTAd JCQio^qoOTT^H '-WSINYDHO (Y) 

: 33HH0S TYNIOIHO (TA) 

ON :aSN3S-LLNY (AT) 

ON : TYOIXaHXOdAH (TTT) 

(oxuxoua6) vNa :3diL aTOOaiOW (TT) 

;nrrno.xxo :AO01OdOX (a) 

eiqnop : ssaNa30NYHXs (0) 
pxo* oxatonu taixjt (a) 
sjxed asx?q 8302 :HXSN3TI (Y) 

: S3IXSIH3X3YHYH3 33N3£l03S (T) 

:^80X-ON QI 53S HOI N0IXVWH03NI (Z) 



TE8 X XXX3Y3YX3Y YXYX3333XX XYXXX333XX YXXY0333YY Y0XXXY33YX 

08 L XYXXX33YYX 3YX303YYX3 3X3033333Y 3XXXXXYYYX YY3XY3X3YX 33330X3Y3Y 
OZL 3X3333XXXY Y39X33O0XY YXY33YY3YX 3XYXYY33DY OYGXOOOOXX XXYY3XX33X 
099 GX0YY3XXXX 333X333YY3 XX3Y3YY33Y 33YXYXX333 33XYYX333Y YX3XXYXX3Y 

009 X3333YX3XX XOXY3X33XO 3YYY330YY0 XXY3XYYY33 YOYYYOSXXY X3YYY33Y33 
0*S X3X33YYYYD QXX3Y3YYXD 33D33XYX33 3X3O3OX03X XXXXYXOSXX XX3XX333YY 
08? 3YDYYYXYOX XYXXYXY0X3 OYXXOXIXYO 33YOS3DXDX O30OXX3X3X 30XYXYOOXX 
QZV • 3Y33XYYYYX YYX33Y33XY XXX3YY3YYY X30YXXXYD3 33XY33333Y XXY3XXXXX3 
09 e 330XYX3X3Y DYXXXX33XX X33X3YY33Y Y3YSXYXY3Y X333XSYY3X XYY33XX3XX 
00 € YYY3YYXYXX 033X3XYY3X X333XXXXS3 XYYOXXX333 33XYYX333Y XYYY33X3Y3 
0VZ 33XXYY3XYX YY33Y333Y3 3Y3DXYYXYD 3YYXYYX333 3YXX3X33Y3 333333XX33 
08T YX3XX3X3Y3 33Y3Y33XXY 3333Y3YXYY XYXXXYXYY3 3YXYY3XXX3 3333YY3Y33 
02T XX3DY3XYXX YYX3Y333YX YXYXXX3X33 XY3X33YYD3 33YXX0XX33 IX3X33YYXX 
09 XX333333XY X3XX3333YX XX33YX3XXX OYYYYY3XYX XXYY33XYYO 3YYYX3XYY3 

9801 : on ai 5as ^NoixdiHssaa 30N3n03s <tx) 

TC8 * * " T N0IXY30H (H) 
a.xria*ai~osTUi : A3X/3HYN (Y) 

:annxYaa (xt) 

XJOTAd ae^oeqooxTaH : WSINY3HO (Y) 

: 33Hfl0S TYNIOIHO (ta) 

ON : 3SN3S-LLNY (at) 

ON :iY3IX3HX0dAH (TTT) 

<opuoua6) YNQ J3dAX 3Tn3310M (TT) 

JCtnoaTo ^OOlOdOX (a) 
ajqnop : ssaNd30NYHXS (3) 
px:>e oiepnu 'ZdJuL (S) 
sax^d as^q T.C8 : HX3N31 (Y) 

:S3IXSIH3X3YHYH3 33N3H03S (T) 

: 9 8 0 1 : ON QI 03S H03 N0IXYWHO3NI iZ) 



SQL 3Y333 YYXX3XYYX3 33YYY33XX3 XI33Y333XX XXXXXYYXXX 

099 XXXX33XXY3 XX33XXXXXX 3XYX33XXXX XXX03XXXXX 33XYXXY33Y Y3XXY333Y3 

009 3Y3YYY3X3Y XXXYYYY3XY X33YYY3XY3 3YY3XXXXY3 XY33Y333YX YXY33XXX3Y 

OfrS 3XY33Y3YYY YY3XXXXX3X 33XXXY3333 3X3YXYX3XX XXXXX3X033 3X1X3X3333 

ZSL 



ZU60/96Sfl/XDd 



C680W96 OM 



(K3ina)J3iHS3jfljjisans 



081 D0OYXX030O PPaiOXXODJ SOOYXXXOOO OX33YYYYYX XXX33333YY 3YYYDYXX3Y 

021 YX003YYY0X XX03XYXDXY XX03XX0X0Y ,T,LT,T.3SDVOX Y00YXXY33X 

09 3333YXXXX3 X33YYYY33X YXD3D0XXXX XYXXY3303Y OYOXYYYYXX SXXXXSOSOO 

88ot s on ai Gas :NoiMiHosaa aotianoas (t*) 

828' " " t N0IXY30T <H) 
san^BBj-osxui :AHX/3HYN (Y) 

: 3HnXY3d (XT) 

TJXOTAd aa^D^qoDix^H :KSINY3H0 (V) 

:aOHT10S TYNI3IH0 (T A ) 

ON '-aSNas-IXNY (AT) 

ON : f IY0IX3HX0dAH (TTT) 

(oxuxoue6) YNd :a<£Ai 3 r inoa70W (TT) 

«XnoJTD :A3010dOX (a) 

eiqnop : SSaNdaONYHXS (0) 

ptoe oxaxonu :3dAX (a) 

s.XT«d es*q 828 ^HXSNHn (V) 

- soixsihhxoyhyhd aoNanOas (t) 

: 8801 : ON QI OaS HO J NOIXYWHOdNI (2) 



8202 YW3XXYY 33XXX03YXX XXXYYYY300 3YXYX03YYY 

086 X 03XXYYYY03 DDOLOWOVJ, XXDD3DY033 OQYOOOU.VO X3YYY33S03 30YYXY333D 

026T OOOXYSXOOO 333XY3YDYX YXXY0YX0Y3 IOOOYYWYD XY3XY0Y3YX XXYYXY03Y3 

098T XXYOX3YX03 XY00XXYY33 0YXX3033X3 3XXX0XXY33 XX0X3YY0YX XXXOOYDXYY 

008T OXOXY3YYOX XXXY03XXX3 O00Y3OYX00 OYSXY3YXXX XYXYXXXDDO YYYY030Y0Y 

QVLl OYOYYYYYYX 3Y3XXYY3YY YX033XXYYY DXY33YYY0X D33YD33303 OXOYYXXXOY 

0891 00YXD30YYY Y0333YXXX0 Y0XYXYX033 YXX0333X3X Y3YXYXX33D YYYYYXX3YY 

0291 3XQX000XYY YYX030XXYY YX03XXXXXX YY0XYXX03Y Y3YY33XO03 YSXYDYYOXX 

09 ST QX3XY3X00X XYD3XYYYD3 3YYY3X33YY 0XYYY3YXXX OYYYOOODDY YOYXYYYXOO 

00SX OOOOYYXSXO 3YXY333XYY 30X3YXX3XO XY3XOOOXXX XXDYOOXYYY OYXYYYYXXY 

0**1 XY3O33XY00 33YY033XYY YOY3X3X33D 330Y33YYYX X3XYYXXXD0 YOXXX3D03Y 

08 CI 30Y03YXYX0 33YXXXXYYY YX33YYOYYY YY33Y3030X XXYXXLXY30 Y3XYYY3XY3 

02€T OXYOX3Y3S3 DYDYXXOYDO 3DD00YY33Y Y3DY3330YY YY333YXY33 3333YY3XY3 

0921 YXXXYXXXYO X3YYYXY33X XXYX3Y30XX 333YX3XXYS Y33X333SXY YSXX33YYY3 

0021 XYYYYYYYYX 33XY33YYYX XXX333YYYD X3033Y333Y XXXX333YYY 3YXXXXY3X3 

0*1 1 33X33YYYYX 3303Y33303 Y3X333333Y XXY33X3X33 XXYY3YYYYX X3333XYYY3 

080 T XX333YDXXX YY3YYXXY3Y YXYYDXYXYY 3X3XYYYYYX XYYY3YXXXX XXY33YYYY3 

020T YYYX33333Y Y3XLLYYY33 33D33Y3XXY 3YYYYYX3Y3 333YY3X3XY X3XX33333Y 

096 X3XXY33YYX YYYY33XXYX XXYOYYYYXO 33Y333D3YX XXXX33X3YY 3X33033XY3 

006 ©3YY33X303 YYY33333XX YXY33X3XX3 XXXXY3333X Y33YYXXY33 Y3Y3YYYXY3 

0*8 XY33Y3YX03 X0XXY3X333 Y3YY3333YY YYYYY3YXXX YY33YXX333 Y3YY3XY3X3 

08Z, YYY3X333Y3 YOYYYYY3XY 33XX33SXXY 33YX333Y33 Y3YXXXX3XY X3XXXX3333 

QZL Y3Y3XXX333 3Y0303XYYY 3X3Y3333XY Y33YXY33YY Y333Y3Y330 3Y3333YXXY 

099 33YY33330X YOQ3YSOOOX XX3Y3XXXYX OSOYXOOOOO XOXYD3YXYX XXXXXXXOXO 

009 QOYYYOYXXX XYOYSYYYYX XXXYOOOYYO X000XY9YYY YYYY3YY03Y OOYYXXOXYX 

0^S OYYXXXXYOO 0YD03XYOXY YXXXXXXXYD XYXDX0YY3Y Y3XXYD00OY YXOYYXXXXX 

08^ XYSODOOXYY YY3XX300XO 30XOYYOOXO 03Y0XXX0YY OXODOYYYOX X300XYD9OD 

02^ XYYXOXODXX 0XX3X00YYY YYYODOYDXY DYXXYOOOY3 XXXYOSYYYY OSYOYYYXXX 

09 1 QXY0Y3XYXX 3D0XYYY00X YXXYOOSYYY OOIOOOODOY YYfXLXOOODO YDYYYYYXXX 

00 Z XYOXXX09YO XYYYOXOYOO OXYYOOOXYX OXXXX0XD3O YOYY0SY3OY OYYYOYYOXX 

0*2 YY33YY0XXX 0XXX0033D0 Y3Y0XXY0SO XYYXYXXDY3 0XXXX03SYY 3XXXOXYYYD 

08t XOSOYXXYXX 3Y0S30YYXY XOOOXXXXXY 3X3YYYXXY3 03Y00YY3XY YYXXX3D3DY 

021 0YYXD3XYSY XXXXYOYYXO YXXYXYOYXX 33YXXXYYYY OYOOOYXXXO 03XXX3XX3Y 

09 YY3D3X3003 33YYYXDOOO XXYYDXXOOX XXXX3Y3XXX 033Y3YXXYY 3YY3XXXXDO 

^80i : on ai Qas ^NoixdiHosaa aoNanOas (t^) 



ZSL 



ZZl60/96Sn/XDd 



£680W96 OM 



(9&31M)J33HSlllUIBSn$ 



ON :3SN3S-IXNY (AX) 

ON =TY3IX3HX0dAH (TTT) 

(opnouaS) VNd 3103310*1 (TT) 

a^Xno^TO :X30'30dOX (a) 
0iqnop : SS3Nd30NYHXS (3) 
piOB otexonu :3dAX (3) 
sxx^d eseq ZZL -HiONai (V) 

=S3IXSIH3X0YHYH3 33N3flQ3S (T) 

= 060T = ON ai 33S H03 NOIXYWHOdNI (2) 



608 iTATOfXTJi X333XXIX3S SX30O3OYS3 

086 03D0XYXXX3 30YX3YXX03 XY330YYYYY XY0MXXX33 3DYYYXYX3X 3O3YXYXX0D 

026 3YX3YX3X33 XX3XXYJX33 303XXYX0XX XX30XY3X3Y Y0YXX33XX3 Y3YSYXYXXX 

099 XYX0D030YX 333XX300YY YXYYXXXXY9 OOOXOYXXXX X3X3333YXY YOXOXXYYXX 

009 XiOEXLOaLIX 39XXX3XY33 D30Y3YYXXX XYX333YYYY SYYXXX3S3Y X330XXXXX0 

QVS OOOYX3YXXX X30333XY3X XS3SXS33Y3 YXXXXXQ3D3 SXX3S3SYXX 333YYXXXYX 

08fr X333XYYYYY Y333YYYYXX YXYXOXXXYX OOYXXYOXXX X3009XX330 YYXX0X09X0 

0ZV 0X33SYYYYX 33QX3YXXXX Y030XXX3X3 XYY3XOOOOX DOOXLYXIXD 33YXX3Y9XX 

09 Z YX3SX0XYXX X3X303Y0YY YX330YYYYY YXXXXYOYYY S30S0YXY3X 3DYX3XXYXX 

00 Z XXX0XY3YY3 XY3X33Y3X3 D3XY3XXXXX X330XXYOYY XXX300XXXY 03YYYY3303 

OVZ YXXXXY33SY X030YYYYYY 3X303XYYYY 3X0XXXOOX3 30XY03SYXY XXXXXXX3Y3 

081 YYY030YYSX YY3YX33Y3X YX3XXXYYYO YYGDOYOXYO XX0X30303X XX3SYX33X3 

0ZI YXXXXXXXOO XY3XOXXYXX XXXYYXXXYQ 03YYXXXY0X XX3DYOSYY3 YYYYYYYYYO 

09 033XYXXXYX XX3YXXS33X XXYXYXX0X3 03030YYY3Y XX3333SYYX 3YY30XY3X0 

6801 : ON QI 03S =N0IXdIH3S3d 33N3fl53S (PO 

608' ' "I NOIXY301 (S) 
a^n^Bj^DSTTii :A3^/3PWN <Y) 

:3HHXY33 (XT) 

"taoxAd ia^o^qooxxsH -'WSINYOHO (Y) 

=33HnOS TYNIOIHO (TA) 

ON -3SN3S-IXNY (AT) 

ON :TY3IX3HX0dAH (TTT) 

(opaouaS) ynq -ZdJJL amoaTOW (TT) 

a^xnMT^ ^ASOTOdOX (a) 
axqnop : SS3N03C1NYHXS (3) 
pTOB ot©x°^ u : 3dAX (S) 
sxxvd sseq ^08 -HX0N31 (Y) 

: S3IXSIH3X3YHYH3 33N3X103S (T) 

s 6801 -ON QI 53S HOJ NOIXYWHOJNI (Z) 



838 XXYYYYYY YYXXYYOYYY YXXXX3X3D3 330XX333XX Y3X30XX3QO 

086 YDXXOXYXX3 XY0XXX3D0X 3O0OYXXX3X 30YYYYXXDX YOOXXXXXY3 YXYD393YXX 

026 XYXOX3000X XX9XXYX3D0 OSOXXXOXXY 30333Y3YXY YSXXY33333 Q3XY3XY9S3 

099 X30X33X303 YY3XY3YXX3 SXYX33YYXX 3XXXYX3Y0D D3YXXX3YSS 030YXXY0Q0 

009 YXYYXXX3XX XYOEXLYXXXX YXYS0Y3YYY Y0YX033XYX Y3XX0300Y3 Y33XYXXXXX 

OfrS X33XXYXYOX XY3XXOXY30 3S30YXXYO3 XX3XX3X0Y3 XY300XXX33 03XX033YXX 

08fr XXYOX033DS Y39YY3Y03Y XXYXYYOOOY OXXXYOQOYY XXX3Y3XYXY XD30YXXX3X 

0ZV 9XOXXX3XYS D030YOXXYX Y3DOOXYXXY 3XYYYOXXOY X3Y30YX0XY YYYOOX03QY 

09 Z X33XYQY3XX XYSXXOXOOX 0S000X0YX3 0003XY3SXY 3033XXXYYX XD3030YYSY 

00 C YYY3X3DYYY YOYYYOXXXX 30XXX3333X XX33X30XD0 3YXYXXXYX3 303030XYY3 

QVZ Y3X3XXX3D3 YY030Y3Y33 S3X303XXXY YYYYYOXXYX YYXYXXXXXX XO3O0X3SXY 

*66 



ZZl60/96SI1/XDd 



e680W96 O/W 



(M3ina)l33HS3JJUUS8nS 



OZ 01 XXD3SY0XXX XYXX3030YX XX330X0X30 3X3YYYYXXD XXYYOOXXYX XXYYOXOOOY 

096 OI.WIcLJ.OOD YXX30YXXXX XOX330YOXX 30Y0X0XYY0 OOYXYXXSY3 XXXOOYOYOY 

006 3Y0XXX3X03 OYXY33XYYY YXXXXXXODX OXXX303YY0 QWrnim OOOOOXOXXX 

0*8 OXXXOXOOXO X03XXX3Y03 3YXX33Y3XX XOYYYYX330 XYSXXXVDSO XYXXXXXX3Y 

08/. OOOOXOYXXY XXX30YXYY3 0XXY3X3X33 YXXXDYYYOY X3XXXXDYDD XY3OX0Y3XY 

OZL YX33S30Y30 YOYYYX3333 YYYSXXXXOO YYYXDXOXOO XODOOOYOYX XX3Y3Y3YYY 

099 YY0YYYX3Y3 Y0YYYX33YY 0YX3YYY3YX YYYX3XXXYO XXXYXYYYX3 33X0X33O3O 

009 YOOXXYXXYO 0000030Y0X O0XX3O0XXX X3Y03030X3 300XY3OOOX 0YYD3XX30Y 

0*5 X3X3SYXXXX Y3XYXX33Y3 3YY333Y3XX XXXXYYX3SO 0XY3OO30X3 YX3Y303XY3 

08* 0O3X0O0X0Y XXX3Q3XYQ3 XYOSOOOYXX XX3SOOOXYY XXX33XYY3X OOOOYXXXX3 

02* 30YX303XYX 3XXXYOOOOX OYOOXYYYYO 3DXOXOOXOX XX000033YX 3X300X30XX 

09 1 XXXXXOOOOX X30XYYYY33 030SYYYYY3 YXXX3XYYY3 XXXY003033 YOXXXOOXXY 

00 1 33Y3XY3XX3 XXX3YOX3SL YYXXIOOXYO YYYYXXX3XX 3XXYOXXX3Y 33XX0O3XXX 

0*3 XY3XYXXXXY Y3X03030YX X0XY3XYXXX XXXX303XSY XXXX3OO3X0 33X3XX3X33 

08T 0Y0Y33XXYX YOXYXXYOYO YYXXXXXOYY 3X0YYYX3XX XY3XOXYXX3 0OO3OXXXX3 

OZl OXXOXOOXXX XOOXY3DXSX 0YXXX3Y330 XYXXXYDYOY XXYYYXXYYY 3YY30XX0OO 

09 YOYXYOOYYX YYXXYOXXXY YYXYOYYXYY XYXXYXYXXY X330000YXX XX3XXD3X3X 

I60I : on ai B3s ^NoixdiHosaa aoranQas (po 

LSZX' * " X NOIXYDOI (a) 
9zna^S3~osTux :A3H/3WYN <Y) 

•3HnXY3J (XT) 

xaoxAd ;ra}0)2qooTiaH :WSINY9HO (Y) 

:33HH0S TYNIOIHO (T A ) 

ON :aSN3S-IXNY (AT) 

ON =TY3IX3HX0dAH (TTT) 

(opaousfi) Mm :adAx amoanoH (tt) 
«inDjTo :AOoaodox (a) 

eiqnop : SS3N030NYHXS (3) 
ptOB oxexsnu :adAX (a) 
saied as*?q lqzI -HXONSI (Y) 

: S3IXSIH3X3YHYH3 33N3D03S (T) 

•T60i:ON dl 03S H03 N0IXYKH03NI (Z) 



ZZL XY9 

OZL YXXX33030Y YY3XYX3XXY XX3Y3YYX0X XXYYY3XYX3 XY3YYYXXXX ©YY0YYY33Y 

099 3YY3YD30YY Y33YYYYY33 XXYY3Y303Y 3XYYXXX333 333XXXX0YY YYX3X303SY 

009 YYYOOXXYYX YY30YX3003 OYOOXX30XY 0XXXY333S3 YYYYY3YOYY Y3XXX0YYY3 

0*S 3XOXXXOOYY XXX3YYYOYX 3D3Y3X3YYY XX030YYYYY XX30YOYOYX Y3X03XX30X 

08* XX3O3X0XX3 30YYOXYX30 XXXXXXYXXX XYXOOOYYYX 03YYYOX333 XYYYYYYOXO 

03* YYYXOOOXOO XXX3XX333X X3Y0YXXYY0 30Y0Y33Y33 OY330XY30D OYYYXXYYY3 

09 C X3XYYYXXYX 3XYOOYXXX3 0XYXXXXX33 X333YY30X0 XOXXYOOOXY OXYXOXXIXY 

00 e 033X333YYX XXXYOYXXXX XXYODOYOYO XXX0X3YY3X 303YYX333X XYYYXX333S 

0*3 3YYYYYYY33 3X30XXXX03 OOXYYYY30Y XYOOYYYYOO XOYXXXY3XX 030Y030YX3 

08 T 0333YY3YOY OYX3033X3X 30XX300YX3 XXDS03X0X0 OOY3X0OOYX Y3YOYXXXXY 

021 03030030YX YYYYYOXYXX XX33303Y3X XXXXY03YXY XXXXXXX303 XXY030YXYY 

09 3YXX3XXYXX 303YYYXX33 30Y33YXYXX YOYYXX3X3Y YYYOYXYOOX YXXXX3330Y 

0601 ' ON 01 53S :N0IXdIH3Saa 33N3n03S (T3C) 

ZZL* ' 'I N0IXY301 (3) 
ejn^Ea^DSTUi :A3X/3WYN (Y) 

^annxYaa (xt) 

TioxXd aa^o^qooxxsH -P^SINYOHO (Y) 

:33HI10S TYNIOIHO (T^> 



SSL 



m60/96SriALDd 



€680*/96 OA\ 



0B31M)J33HSUIU11S8II$ 



€60T : ON 01 33S -NOIMIHDSaa 33NHnB3S (T x ) 

ZZZX' ' -i NOIXYOOI (a) 
aanwj-ospa :A3H/aWYN <Y) 

•annxvaa (*t) 

T^oxAd aa^DBqo3Tt©H -WSINVOHO (Y) 

: 3DHH0S TYNIOIHO (T A ) 

on -asNas-ijwv (at) 

ON : TYOIXHHXOdAH (TIT) 

(oToiouafi) vNa : 3dAx amoanow (TT) 

«xnoaTo ^oOTOdOX (a) 
aiqnop : SSaNdSONYHXS (D) 
pxo* oxaTonu :adAX (9) 
SJtTBd aseq ZZZX : H10Nai <Y) 

= soiisinaxpYHVHo aoNanSas (t) 
=e60t : oN ai Oas noa noixywho3ni (z) 



ZLS OYX X30XY0X0YY OXYXOODOOO XYDOYOXYXO 

0*S YOOYXYOOOO OYYXXXODOO YOYYXYOOXO OOYDOOYYYX OXXYOYXYOO OODYXDOXXY 

08? OYOOOXXOOO XYYYYXXXOO OYOOYYYYYO XOXXXOOOYY YOXXXXYOYX XXXXOOOOYO 

QZV YXXYOOOOOO YYXXXXOOOO YOOOYXOOXO DOXXYOYXOY XXOXOXYOOO XYYOYXXXYO 

09 Z YYOXYYOYYY YOYYOOOXYD OYYYOXYDXD YXOOOOYXOY YYYYYXOOOO YYYOYYYYYO 

QOZ OXXYYOOOXO XYOOOOOYYY YYDOYXXYYY OXYYY0XXX3 XOOX0O3YYY YXXXXOOOOO 

0*2 0XOYXXX03O OY330YXDXO YXYX30OXYO XOOYOOXYYX YOOOOXOYOO OXOXXXOXXY 

08 T XXYOXOOYYX DO3O00XXX0 XXDOOYYYYD YXXXXOOOOO 0YYY0YXXX3 OOXYXOOOOO 

021 OYYYYOOXYY XXXXYOYOYY ODOYYXXXXD OOXYYOYYOX XDOXOOOYYY YOYOYXOOOO 

09 XYYOOOYYYY YSXYXOXOYO XXX30XYOYY YXYOOYYOXX XYYOXXOOOX XXXOOXXYYY 

26ot : on ai Oas ^NoiXdiHosaa aoNanOas (t*) 
£*.S" -i noixydoi (a) 

s^n^ej ostui :A3X/3WYN (Y) 

: 3HflXY3a <*T) 

T^oiAd aa^o^qooxTSH ^WSINYOHO (Y) 

:3DHnOS TYNIOIHO (TA) 

ON -3SNHS-IXNY (AT) 

ON :iYOIX3HXOdAH (TTT) 

(oxuiouefi) VNO -3d^X amoSIOK (TT) 

^Ttio^TO :AOOaOdOX (a) 
aiqnop : SS3NQ30NYHXS (O) 
pt3B oxatonu :3dAX (3) 
sxxvd aseq ZLS : HX0N37 (Y) 

:SDIXSIH3XDYHYHD 3ON3n03S (T) 

•Z60t : ON QI &3S HOd N0IXYHH03NI (2) 



L %Z\ XOYXOOO XXLXXX030X XXXOOXXXXX 

0921 OOOYYYXXYO OOYXXXOOOY YXXYXXYXYO XXOXXXXXXO OOYOOOXOYX XX030X03X0 

0021 OXYXXXOOOO XOXYOOOXYO 300OXYX3YD 0YY03Y0XY0 OYYYOOXYXY YOXOOXYXOO 

OfrTT ODYYOOOOYO 30YOOXXOOO OXXXXOOOOX XYOOOOOOOD 3XOXXOXOOO O30OXYOXYX 

080X XYOOYYOOOO OXYXOOOYXX XOOYYXOXXO OXOOXOXYXX XOOXYOXYXX 33300X0YY0 

96L 



Kl60/96Sn/XDd 



C680W96OM 



(9Z una) hbhs iiniusans 



906 YX3YD3 

006 YYY3XY3YYY YSYXYSXLLLY 3YX3333D3Y YXXX303YXX Y3XYTOYYXX J.vw w.T.T.T.fw 

0*8 033YX33333 Y3030SXXX0 YY3S3YYXXY 3303303Y3Y XXX33O3Y0Y X3YYYY3X3X 

08Z. XX3YX330YY X£XLXYSX3£)0 D33DYXX3X3 XYO3OSX0Y3 OOY33YYY33 SYXXX3SOXO 

03Z. 3SYOOOYXXX YY3YY3XYXX XXXSQQ3SOO YY3XY3X3D3 XYYL333YXY YX3DDOOOYY 

099 YXIXX3SLXX XOOXOSYY33 33YXYYYYY3 X3XXXXXYOO OYY333XYVY OYX3YYYXYY 

009 3YOYX3YXXY Y0YX3SXY33 YYXYXYY3XY OOSSXDY3XY YYDXXYXX03 XYXXXXXOYD 

OfrS YYYX333Y3X 3333YYXX3X YSXSYYSYYY YY0YXX33OY Y3YXX3X3YY OYYYXY3XYX 

08* XXXXX00009 3DXYOYXXXX O3SXY0333O YXXYYSXX33 SXOYYDYYXX XXYOSYYY33 

03* XXYXYYYYOY XX0O0OXY03 0XX3X3D3XX S333DY3X3D YYYYYX333X XXYYYYQXSX 

09 C XXXXXOSXXY YSYXXX30OY Y3YYXYYX3X X3YYXYSY33 OXSYOYXXOO 0YY33XYX3Y 

00E OXQSXOf)OaL 3XYO3XXXX0 YYXX03D30Y YXXXOOOOYO XX0XXO0030 0000X3YXY3 

0*3 OYY0003XXX X3SXSXY3D3 0XY30003YX XY030SYW3 Y3X303YYYY YYOYXYOOOY 

08X YXX3333X3Y YY0XXXYS3O YYYYYYSYX3 YXXXXXX3Y3 YOY3YY333X YOYOXYXXXY 

031 YY3XYYXXXX XDOOOYXXXY 3OD00X3YYY 0XXYYOO03Y XYXYX3YOYY YX330YYLY0 

09 3DYYX3YXX3 0XY3X0YY0X YX3O0OOOXY 3SY3XYX3Y0 3YXYOO3O0Y YXXXODOSYO 

*6 ox ' on ai 53s ^NOixaiHosaa aoNanSas <ix) 

906- "I N0IXY301 (8) 
Mmnj =>stui :AaH/aWVN (Y) 

:3HnXY33 (XT) 

xjoxAd aaaoBqooTt©H : HSINYDHO (Y) 

: 3DHnOS 1YNIOIHO (TA) 

ON =3SN3S-IXNY <at) 

ON : 1Y3IX3HX0<L&H (TTT) 

(OT1HOU96) VNa =3dAX 31X10310*1 (XT) 

«XnoaTD :A0010dOX (a) 
aXqnop : SS3Na30NYHXS (3) 
pxo* Dxexanu : 3 dAX <3) 
s^TBd as*q 90 6 =HX0N31 (Y) 

s S3IXSIH3X3YHYH0 33Nan53S (T) 

:*60X:QN dl 03S H03 N0IXVWH03NI (3) 



ezex iOO 

03 eX OXOXXYYXXX 0YX333XYYX YXXYXYXYYD XYXOOXXOXX YX0XX3XXXX X3300XY33Y 

0931 OXXXXaiYYD XY3SYYXXXY XXXODYYXXX XXXXD30XG3 OYYXXXXY03 YYXXXXXOXX 

003X XY3D33O00O XXJJODOXYX XX33D3XX3X XX3O0XXXY3 3Y3333XY33 YYXXX33QXY 

0*XX 30YYX3XXYX WXYOOXXYX XX3X0QSYXX X003XOODOX Y30XX3XX3X X3SYSXXX33 

080X 3XXXXXQX0X DYIXXXXYOX X3DDYXXX33 XXY33VXXX3 X30Y33YX33 333XXXXOXY 

030X X330XXXXX3 OOXYOSDOXX OXXY3X33XY 3YYOXXXXXD XOYXXSX033 YYXXX303XY 

096 S30YY3XXXO 3XY030YY3X XXXXX3XX3X XYSYYYXXXX XXXXYYY3X3 Y3Y3YYVYXX 

006 XXX3XXXXX3 XYXYXOOX3X 0300X3XXXO X3XXX30XXX XXOOOOXOOO YXXXXX3DXX 

0*8 YYYX333X3Y XX030YXY33 OOXYXQXOOX ODDYXXXXOO XXXX3YWXX XX3Y0XXXXY 

08 L OSYYXOOOOX XXXXXOOXYO SOXXXXXOOO YXXYXXDfJOO XYYXXXXXOO OOOYOXXXXX 
OZL XOXDDDYXXX XXXYSYXXYX OOXXYXXXYX OEOOXDOXXX XXXX93QXQX OOXXXXOOOO 
099 YXYXYOXYXX XXX09DYY30 YOYXXOOOXX XYXDODYYYY YOYXXDODDD YXYXXXXXXO 

009 XOXOXXXXOX XXXYX3XO03 Y00009Y3XX XXYOOSYXXX YOXXXOSODO YXXY30Q9X0 
0^5 YXXDYOOYYD XYOO3YXD00 S3YYX0003Y OYSYOYYXXD YQYYYXYYOX XDOYXYSOS)0 
08fr YXY0XXYXX3 03Y33XYX6x XXYYXOOOIO YXXODOOYYD 0XXYOD0O03 YOYS)XXYDXX 
QZ* XY303D3XXX YDOOXYYYDX XXYOYYOYW YOD30YYXXX 3XXXXXOXXY XOOYYYOXXX 
09 e XXX3OXY0XY YYYXOX3XOY OYXXOXXOOX X3XX033YYD XYOYYDOSXX XXXXYYOOOO 
00 Z XYXOODOYXY Y00X30YYYY YYXXX03QY0 YYYXXY33Y3 3Y3YXXXX3X Y0XY3303YY 
0^3 X3XYY33X3Y YWXX3X0XX XXYX33YYYY YY3XY0YVY0 3YYYYX333Y XYY3YXXYXX 
08X 3XYYY3X303 YY0XX30YY3 YX33YYYY3X XXXXYQXX3D YYYY33Y3XY YDXX3YXYY0 
03X YXXXYXXX33 YYXXY0300X X0XXXX330Y Y XXXXSXX OO OSXOXOOXY3 X3YXYYSYYY 
09 30333YO3YX X3XX3YYOXX X3000033Y3 XXX33YYYYX Y0YYY0XX3Y Y3Y3333XYY 

L6L 



KI60/96SO/XDd 



(»31fla)J3SS3ZjiJUlS9flS 



95** • *I N0IXY301 (H) 
e:iruT295~oe-pui :A3H/3JWN (Y) 

: aHflLY3£ (XT) 

TJOiAd aa^D«qooTT©H -HSINYOHO (Y) 

: 30HnOS TYNIOIHO <TA) 

ON :3SN3S-IXNY (AT) 

ON :iYDIX3HX0dXH (TTT) 

(oxmouafi) vnci ^adAX amoaiow (TT) 

«inoiTO :AOOTOdOX (d) 
aiqnop : SSaNaSONYHXS (0) 

pxoB oxaxonu :3<£aX (a) 
s*t*<* ss^q ^ONai <Y) 

: S3IXSIH3X0YHYH0 30N3n33s (T) 

: 9 60T : ON QI 03S HOd NOIXYWHOdNI (z) 



S2TT XXXXO XOOOXXXYYY YYOYOYOYOY YQY30XXYXY SXLLYQXOOYY 

0801 XXXX00D3Y0 OSXLLYXJjYOD 300OYY3OXY YYY30DYXXX YOYYYXOCOX 0YYYYXXX30 

0201 33YYY0YOOO OOXXXXYOOX S3XYXXY0S0 XYOOLSYD33 Y3SOYYY0XX YOXYXOY3YY 

096 aLEXLOXYYQX XXXY3YXY00 OYYOXXXXYX OXOSOYXYOX OYXOYXYOXY XXYO33Y03Y 

006 YXOOOYYYOY OOXYYOOXXY Y0X0OXY3X0 OOYYYYXXYO YYOXXXYOYY YYXXXOOXXX 

0*8 OSYOOaLYOO XOOOXXOXXY XXYGXXXYYS XXY3O3YY0X SOOXYOOOOY YXOOOOOXOX 

08Z. OSOYXYOXYY XOOXYYYYOY YYYOYYOYYY. YYOYYOYYYO YYYO3XXYX0 OOOOOXXXOO 

OZL OYYXOOOOStt YXOOYOOXXY X0XXXYXX03 30YOXOO0XY XXXXXDYODO O3OO03XXOY 

099 DYOOXOYYOY YOLLXXYOOO OOOOOXYYYO YXXXYYXOXY OYXOOYXXYY OOLOYYOXXX 

009 X0000Y0XO3 YOYXXXYYYY OXYYYYOYYY OXYYYYXOYO OSXXYOOY33 GXYO03YXLX 

0*5 D30YXXXYYY YYXXOOOOYO YOXXYYYYYY OOOOYOOOYY XXXX030YX0 XXYY3XY30D 

08* 0YQYYOY03Y YYOXSYXOYY YYYOXXYYYO XOXYXXXXX3 0XS0Y3YSXX YOYOOOXYXX 

02* YYOXXXOLSY YQXYOOXOXO XXX300ODXX OOYOXXOOOX YSXOSXXYXY X0XOQXX033 

09 € YYYOOOXYYO 00OS3OO30X YYY30YYYYY YXYO03OY0Y XXXYOYYYOO YYXXOOXYYf) 

00 C XXXOOOYXOO OXXYYOYYYY D0XXX0X30X YXXOOOYYYY YOYXXOOOYY OYXXOXXXYY 

0*2 OOSOOOYXYO OOOXYOXOYY OYQfXLXYOOY YYY0XY33XX 3Y000YXXX0 YOOYXOXXXO 

081 XO330OXXXY YYYYOXXXOO 3XXX000X33 3XYYYY3X0S X33XYXYXXY OOXXXOYXOO 

021 OYDXXXOOYD OOYOOOOYOY Y00YXXYXY3 OYYYYYXXYY YSXYSYXXOO YXXXXO ODXO 

09 30DXX00XY3 OYXOQOXOYY YYOOXXY330 XXXOOSOOYD OSYYYYOXOO OYXXX033X3 

S6ot : on ai Oas =NoixdiHosaa aoNanQas (tx) 

S2TT * ' 'I N0IXYOO1 (a) 
eana«eg~osTtu :A3M/3WYN (Y) 

^annxYaa <xx) 

xaoxAd je^D«qooxi9H :WSINYOHO (Y) 

^aOHHOS TYNI3IH0 <TA) 

ON :3SN3S-IXNY (AT) 

ON : TY0IX3HX0dAH (txx) 

(oxmouefi) ynq --3dAX smosiow <tt) 

«inDTXO : ADOIOdOX (a) 
aiqnop : SS3NCI3(INYHXS (0) 
pxo* oxaxonu :adAX (a) 
saxed sst?q S2TT :HX9N3a (Y) 

: S3IXSIH3X3YHYH3 33N3n03S (T) 

:560t:on ai Gas uos NoixYwaoaNi (2) 



861 



Z2l60/96Sfl/A3d 



C680W96 OAV 



